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Abstract: In this study, we investigated autophagy, glial activation status, and corticotropin releasing
factor (CRF) signaling in the brains of mice after 5 days of sleep fragmentation (SF). Three different
brain regions including the striatum, hippocampus, and frontal cortex were selected for examination
based on roles in sleep regulation and sensitivity to sleep disruption. For autophagy, we monitored
the levels of various autophagic induction markers including beclin1, LC3II, and p62 as well as the
levels of lysosomal associated membrane protein 1 and 2 (LAMP1/2) and the transcription factor EB
(TFEB) which are critical for lysosome function and autophagy maturation stage. For the status of
microglia and astrocytes, we determined the levels of Iba1 and GFAP in these brain regions. We also
measured the levels of CRF and its cognate receptors 1 and 2 (CRFR1/2). Our results showed that
5 days of SF dysregulated autophagy in the striatum and hippocampus but not in the frontal cortex.
Additionally, 5 days of SF activated microglia in the striatum but not in the hippocampus or frontal
cortex. In the striatum, CRFR2 but not CRFR1 was significantly increased in SF-experienced mice.
CRF did not alter its mRNA levels in any of the three brain regions assessed. Our findings revealed
that autophagy processes are sensitive to short-term SF in a region-specific manner and suggest that
autophagy dysregulation may be a primary initiator for brain changes and functional impairments in
the context of sleep disturbances and disorders.

Keywords: sleep fragmentation; microglia; neuroinflammation; autophagy; corticotropin releas-
ing factor

1. Introduction

Insufficient sleep time and/or poor quality of sleep are prevalent in modern society
due to factors including excessive workloads and high social competition. Adequate sleep
is critical for proper brain function [1,2] and substantial evidence demonstrates that chronic
sleep insufficiency is associated with cognitive decline and psychological problems ranging
from mood changes to psychotic symptoms [3,4]. Alzheimer’s disease (AD) and Parkin-
son’s disease (PD) patients usually exhibit sleep disturbance in the preclinical and early
stages of the disease [5] and sleep disruption without proper medication may accelerate
the pathogenesis of these neurodegenerative diseases [6]. Epidemiological studies also
show that individuals with sleep disorders have a higher incidence of developing neurode-
generative diseases than do individuals with normal sleep [7]. However, the mechanisms
by which sleep disturbances exacerbate brain dysfunctions remain largely unknown.

Autophagy is an evolutionarily conserved process which engulfs improperly folded
cytosolic proteins or damaged organelles within double-membrane-bound compartments
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to form autophagosomes which fuse with lysosomes for eventual degradation [8,9]. Basal
and constituent levels of autophagy are critical for cellular homeostasis because they elimi-
nate nonfunctional biomolecules and damaged organelles inside cells. Under challenging
conditions such as nutrient depletion or temperature and oxidative stress, autophagy
can be induced to degrade certain biomolecules to coordinate metabolic and biogenesis
processes that help to ensure cell survival [10]. Autophagy is tightly regulated by the
sequential expression of autophagy-related (ATG) genes and alterations in the expression
levels of various ATG genes are commonly employed as markers of changes in autophagy
activity. Beclin1, a phylogenetically conserved protein essential for autophagy induction,
interacts with proteins including ATG14 and phosphatidylinositol 3-kinase catalytic sub-
unit type 3 (PIK3C3) to generate the class III phosphatidylinositol 3-kinase (PtdIns3K)
that forms an initiation complex. This complex subsequently promotes the recruitment of
certain ATG proteins to facilitate the transformation of LC3BI to LC3BII by the addition of a
phosphatidylethanolamine (PE) group to the carboxyl terminus of cytosolic LC3BI. Levels
of LC3BII are widely recognized and employed as a quantification marker for autophago-
some formation [8,9]. Following formation, autophagosomes fuse with lysosomes to form
autolysosomes that degrade the contents inside them. In this process, p62 is degraded
reflecting the completion of the autophagy process (autophagy maturation). Normal lysoso-
mal function is critical for autophagy completion. In general, levels of lysosomal associated
membrane protein 1 and 2 (LAMP 1/2) and transcription factor EB (TFEB) are employed
as indices of lysosome biogenesis and function [11,12].

Microglia, the brain residential macrophage, constitute the first defense line against
various types of challenges including viral invasion, stroke, neuronal injuries, and abused
drugs, etc. [13,14]. The normal interaction between microglia and neurons is pivotal for
brain development as well as for adult brain homeostasis. Once stimulated, microglia may
undergo morphological changes accompanied by upregulation in various neuroimmune
pathways, which ultimately, lead to increased production and release of a plethora of
chemokines and cytokines including TNFα, IL6, and IL1β. These inflammatory mediators
then act on neighboring neurons and modulate their excitability [15,16]. Low levels of
neuroinflammation may help repair and restore neuronal injuries; however, sustained and
chronic neuroinflammation can exacerbate existing brain damage and lead to more severe
injuries. Enhanced microglial activation and neuroinflammation levels have been consis-
tently found in the postmortem brains of AD and PD patients and have been implicated as
being “driving forces” for their pathogenesis [17,18].

There is inherent cross-talk between autophagy and immune responses and autophagy
dysregulation is involved in peripheral and central nervous system inflammation in the con-
text of various neural challenges and insults [19,20]. Previous studies have demonstrated
that chronic sleep disturbances can activate microglia leading to increased neuroinflamma-
tion [21] and that the inhibition on microglial activation was capable of mitigating sleep
deprivation-mediated memory and cognitive loss [22,23]. Autophagy is also dysregulated
by chronic sleep disturbance [24,25]. However, to our knowledge, the effects of relatively
short-term sleep disruption on autophagy and on microglia and astrocytes have not been
determined. In this study, we selected three brain regions including the striatum, hip-
pocampus, and frontal cortex for such exploration. The three selected brain regions are also
regulated by sleep activity and are vulnerable to sleep disruption. [26]. Also, we checked
the status of corticotropin releasing factor (CRF) signaling in these three regions because
CRF and CRF receptors 1 and 2 are well-known to be dysregulated by sleep disturbances
and to mediate sleep deprivation-induced biological effects [27–29]. In this study, we reveal
that 5 days of sleep fragmentation (SF) dysregulated autophagy both in the striatum and
hippocampus as well as microglial activation in the striatum. CRFR2 was upregulated in
the striatum by 5 days of SF. Our results suggest that autophagy is sensitive to short-term
sleep disturbance and suggest that autophagy dysregulation may be involved in brain
impairments in the context of sleep disturbances and disorders.
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2. Methods and Materials
2.1. Animal

Ten adult male C57BL/6 mice were obtained from Jackson Lab (Bar Harbor, ME, USA).
The mice were 10–12 weeks old and weighed 20–25 g upon arrival. They were housed and
were kept in a colony room with food and water available ad libitum. The colony room
was maintained on a 12:12 light to dark cycle and ambient temperature at 24.0 ◦C ± 1.5 ◦C.
All procedures were conducted in accordance with the National Institutes of Health Guide
for the Care and Use of Experimental Animals and were approved by Eastern Virginia
Medical School’s Institutional Animal Care and Use Committee.

2.2. Antibodies and Reagents

The following antibodies were used at the indicated concentration in our studies:
astrocyte activation marker GFAP (1:5000, ab7260; Abcam (Boston, MA, USA), beclin1
(1:2000, NB500-249), microglial activation marker Iba1 (1:2000, NBP2-19019), LC3B (1:2000,
NB100-2220), LAMP2 (1:2000, NB300-591), LAMP1 (1:2000, NB120-19294), p62 (1:2000,
H00008878-M01, Novus Biological (Littleton, CO, USA); TFEB (1:2000; cell signaling tech-
nology, #4240; (Danvers, MA, USA), CRFR1 (1:1000, Sigma, SAB4500465); CRFR2 (1:1000,
SAB4500467, Sigma (St. Louis, MO, USA), β-actin (1:2000, sc-8432, Santa Cruz (Lincoln, NE,
USA) or (Sigma; 1:2000, A2066). Second antibodies were purchased from Li-COR company
(Lincoln, NE, USA), (1:10, 000) including IRDye® 680RD Donkey anti-Mouse or rabbit IgG;
IRDye® 800CW Donkey anti-Mouse or rabbit IgG.

2.3. Sleep Fragmentation (SF) Procedure

SF was performed using commercial, validated devices (Lafayette Instruments, (Lafayette,
IN, USA), Sleep Fragmentation Chamber, model 80391) that employ an automated sweeper
arm that moves across animal cages to disrupt sleep via tactile stimulation [30,31]. An
SF protocol with 2 min between each sweep reportedly produces moderate to severe
SF [30–32] without significantly reducing overall sleep or significantly impacting sleep
macro- or micro-architecture [30,31]. Studies have also reported that this procedure is
not associated with measurable increases in stress hormones [30,31], but can impair cog-
nitive performance [31] and can have a negative impact on health including promoting
obesity [33] and tumor formation [32]. This SF device and protocol has been routinely used
in our work [34,35].

In brief, all animals undergoing SF (n = 5) were placed into the devices 1 day prior
to the start of the SF. For SF, sleep was interrupted at 2 min intervals during the 12 h light
period (normal sleeping period of mice). During the 12 h dark period, the motorized
mechanical sweeper was stopped and mice were free to behave normally. Animals were
observed daily to assess their health and to assure proper functioning of the SF device.
Sham animals (n = 5) were maintained in their home cages without any interruption. Sleep
was fragmented for 5 days. On the next day, all mice were sacrificed and brain tissue
was collected.

2.4. Western Blots

The brains were separated by using brain slicer into several regions including the stria-
tum and hippocampus. Separated brain tissues were dissolved in RIPA buffers (Thermo
Scientific, (Waltham, MA, USA)) and sonicated for 10 s on ice at an amplitude of 70%
(Thermo Scientific). The brain homogenates were then incubated at 4 ◦C for 30 min fol-
lowed with 12,000 rpm centrifugation for 10 min. The supernatants were taken out and the
protein concentrations were calculated through the BCA method. Equal amounts of the
proteins were electrophoresed in a sodium dodecyl sulfate-polyacrylamide gel (160 V, 60
min) under reducing conditions followed by transfer to PVDF membranes (180 mA, 90 min).
The blots were blocked with 3% nonfat dry milk in Tris-buffered saline (TBST). The Western
blots were then incubated with indicated antibodies overnight at 4 ◦C. The next day, the
membranes were washed and incubated with IRDye fluorescent mouse or rabbit second
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antibody (1: 10,000, LI-COR Biosciences) for one hour at room temperature. After three
washes with TBST, the membranes were put into the Odyssey® Imaging System for image
development and the intensity of fluorescent band were quantified using Image Studio™
Software. After imaging, the membranes were re-probed by β-actin for normalization.

2.5. RNA Extraction, Reverse Transcription, and Quantitative Polymerase Chain Reaction (qPCR)

Total RNA was extracted using Trizol reagent (Invitrogen (Waltham, MA, USA), 15596-
018). Briefly, 100 mg brain tissue was directly added to 1 mL Trizol. Brain lysates were
briefly sonicated (3–5 s) and incubated for 10 min on ice then aspirated into new 1.5 mL
microcentrifuge tubes with 0.2 mL of chloroform added. After extensive vortex, the samples
were centrifuged at 10,000 g for 15 min at 4 ◦C. The upper aqueous phase was transferred
to a new tube and 500 µL isopropyl alcohol was added. Samples were then incubated
for 10 min and centrifuged again to precipitate total RNA. The total RNA was dissolved
in DEPC-treated H2O and quantified. Reverse transcription reactions were performed
using a Verso cDNA kit (Invitrogen, AB-1453/B). The reaction system (20 µL) included
4 µL 5X cDNA synthesis buffer, 2 µL dNTP mix, 1 µL RNA primer, 1 µL RT enhancer,
1 µL Verso enzyme Mix (Invitrogen, AB-1453/B), total RNA template 1 µg, and a variable
volume of water. Reaction conditions were set at 42 ◦C for 30 min. Quantitative polymerase
chain reactions (qPCRs) were performed by using SuperScript™ III Platinum™ One-Step
qRT-PCR Kit (Invitrogen, 11732020). Reaction systems were set up as follows: 10 µL Master
mix, 1.0 µL primers and probes, and 1 µL cDNA and 8 µL distilled H2O. We placed 96-well
plates into a QS3 qPCR machine (invitrogen) for program running. Mouse primers for
GADPH and CRF were purchased from (Invitrogen, Mm99999915 and Mm01293920) with
GADPH serving as the internal control for quantification.

2.6. Statistical Analysis

The results were presented as means ± SEM. For comparisons between two groups
an unpaired two-tailed Student’s t-test was used; all statistical tests were performed with
GraphPad Prism (La Jolla, CA, USA). Probability levels of <0.05 were considered statisti-
cally significant. A minimum of four biological replicates were used for all experiments.

3. Results
3.1. Short-Term SF Dysregulated Autophagy in the Striatum

Previous investigations demonstrated that long-term SF (two months) dysregulated
autophagy in multiple brain regions [36]. Here, we explored whether short-term SF also
had effects on autophagy in the brain. After 5 days of SF, the mice showed normal behaviors
(eating, drinking, and locomotion) without weight loss compared to sham controls (data not
shown). Both groups of mice were sacrificed 1 day after the last session of SF for brain tissue
collection. The striatum was separated out for the detection of various autophagic markers
including beclin1 (autophagy initiation marker), LC3II (autophagosome marker), and p62
(autophagy flux marker). We selected the striatum because it has been implicated in sleep
regulation (reviewed in [37]) and shown sensitive to sleep disruption [26] but has received
less attention compared to other regions such as the hippocampus and frontal cortex. The
results showed that 5 days of SF significantly increased beclin1 levels (1.27 ± 0.05 fold,
p < 0.05), LC3II levels (1.33 ± 0.07 fold, p < 0.05), and p62 levels (1.35 ± 0.06 fold, p < 0.05)
(Figure 1A,B) compared to sham. These findings indicate that SF increased the autophagy
induction stage but blocked autophagy maturation processes resulting in a decrease of
autophagy flux. Normal lysosome function is critical for autophagy maturation; thus, we
then explored the effects of SF on lysosomes by examining the levels of LAMP1/2 and
TFEB. As shown in Figure 1C,D, SF significantly reduced LAMP2 levels (0.50 ± 0.03 fold,
p < 0.05) but not LAMP1 levels (p > 0.05) compared to sham. Interestingly, we also found
that SF significantly increased TFEB levels (1.80 ± 0.25 fold, p < 0.05). Taken together,
these data indicate that short-term SF can dysregulate mechanisms underlying lysosomal
maturation which affected lysosomal degradation and blocked autophagy in the striatum.
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Figure 1. Short-term sleep fragmentation (SF) dysregulated autophagy in the striatum. Mice ex-
periencing 5-day SF or sham controls were sacrificed for brain tissue collection. The striatum was
separated for protein (A,B) Beclin1, LC3II, and p62 significantly increased their levels in the striatum
of SF-experienced mouse brains compared to the sham controls (* p < 0.05, n = 5). (C,D) Lysosomal
associated membrane protein 2 (LAMP2) and transcription factor EB (TFEB) significantly decreased
and increased their levels, respectively, in the striatum of SF-experienced mouse brains compared to
the sham controls (* p < 0.05, n = 5). Lysosomal associated membrane protein 1 (LAMP1) did not
show significant changes in its levels between these two groups (* p > 0.05, n = 5). For all Western
blots, β-actin were served as a protein load control. Data were expressed as means ± SEM and
were analyzed using Student’s t-tests (* p < 0.05 versus sham). (Original Western Blot Figure see
Supplementary Figure S1).

3.2. Short-Term SF Dysregulated Autophagy in the Hippocampus

We next investigated the status of autophagy processes in the hippocampus in both
SF- and sham- experienced mice. Surprisingly, we found that 5-days of SF decreased
beclin1 levels (0.84 ± 0.03 fold, p < 0.05), increased LC3II levels (1.21 ± 0.01 fold, p < 0.05)
and decreased p62 levels (0.86 ± 0.05 fold, p < 0.05) (Figure 2A,B) compared to sham.
Short-term SF did not change the levels of LAMP1 and LAMP2, but significantly decreased
TFEB levels (0.72 ± 0.07 fold, p < 0.05) (Figure 2C,D). The effects of SF on the levels of
beclin1, p62, and TFEB in the hippocampus were opposite to the effects observed in the
striatum. The upregulation of LC3II and decrease of p62 levels suggested that short-term
SF increased autophagy flux in the hippocampus.
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Figure 2. Short-term SF dysregulated autophagy in the hippocampus. (A,B). Beclin1, and p62 Scheme
3. II significantly increased its levels in the striatum of SF-experienced mouse brains compared to
the sham controls (* p < 0.05, n = 5). (C,D) TFEB significantly decreased its levels in the striatum of
SF-experienced mouse brains compared to the sham controls (* p < 0.05, n = 5). LAMP1 and LAMP2
did not show significant changes in their levels between the SF and sham groups (* p > 0.05, n = 5).
For all Western blots, β-actin were served as a protein load control. Data were expressed as means
± SEM and were analyzed using Student’s t-tests (* p < 0.05 versus sham). (Original Western Blot
Figure see Supplementary Figure S2).

3.3. Short-Term SF Had No Impact on Autophagy in the Frontal Cortex

Activity in the frontal cortex can reflect sleep intensity and it is vulnerable to sleep
disturbances [38,39]. We also explored autophagy processes in this brain region. Similarly,
we examined the levels of beclin1, LC3II, p62 as well as the levels of LAMP1/2 and TFEB.
As shown in Figure 3A–D, we did not find significant changes in their expression levels in
the frontal cortex in comparisons between SF- and sham-experienced brains. These results
indicated that short-term SF had no significant effects on autophagy in this region which is
different from effects reported for chronic SF.
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Figure 3. Short-term SF had no impact on autophagy in the frontal cortex. (A,B) Beclin1, LC3II,
and p62 did not change their levels in the striatum of SF-experienced mouse brains compared to
the sham controls (* p > 0.05, n = 5). (C,D) LAMP1, LAMP2, and TFEB did not change their levels
in the striatum of SF-experienced mouse brains compared to the Scheme 0. n = 5). For all Western
blots, β-actin were served as a protein load control. Data were expressed as means ± SEM and
were analyzed using Student’s t-tests (* p < 0.05 versus sham).). (Original Western Blot Figure see
Supplementary Figure S3).

3.4. Short-Term SF Activated Microglia in a Region-Specific Manner In Vivo

Long-term SF activated microglia in the frontal cortex and HPC in association with
autophagy dysregulation, therefore, we assessed whether short-term SF also affected
microglia and astrocytes functional status in the brain. In the striatum, SF significantly
increased Iba1 levels (1.32 ± 0.05 fold, p < 0.05) but did not affect GFAP expression
(0.94 ± 0.06 fold, p > 0.05) (Figure 4A) compared to sham. In the hippocampus, we did
not find any significant changes on the levels of Iba1 or GFAP (1.13 ± 0.07 fold, p > 0.05;
1.10 ± 0.06 fold, p > 0.05) (Figure 4B). In the frontal cortex, there was no significant changes
in either Iba1 or GFAP levels although we observed a trend toward down-regulation in
Iba1 levels (p > 0.05) (Figure 4C). Taken together, short-term SF activated microglia in the
striatum but not in the hippocampus or frontal cortex indicating that there were increased
neuroinflammation levels in the striatum.
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Figure 4. Short-term SF activated microglia in a region-specific manner in vivo. (A) Iba1 but not
GFAP significantly increased its levels in the striatum of SF-experienced mouse brains compared
to sham controls (* p < 0.05, n = 5). (B) Iba1 and GFAP did not significantly increase their levels in
Table 0. n = 5). (C) Iba1 and GFAP did not significantly increase their levels in the frontal cortex of
SF-experienced mouse brains compared to sham controls. For all Western blots, β-actin were served
as a protein load control. Data were expressed as means ± SEM and were analyzed using Student’s
t-tests (* p < 0.05 versus sham). (Original Western Blot Figure see Supplementary Figure S4).

3.5. The Effects of Short-Term SF on Corticotropin Releasing Factor (CRF) Signaling in
Extrahypothalamic Regions

Sleep disorders are known to be associated with dysregulation of the hypothalamic–
pituitary–adrenal (HPA) axis and increased levels of CRF in the brain [27–29]. CRF and its
cognate receptors CRFR1/2 are widely distributed in extrahypothalamic regions such as
the amygdala, hippocampus, and frontal cortex [40] where CRF acts as a neuroregulatory
factor for behavioral responses to stress. Here, we explored the effects of SF on CRF
signaling in these extrahypothalamic brain regions. We checked the mRNA levels of CRF
and the protein levels of CRFR1 and CRFR2. As shown, short-term SF did not increase
CRFR1 levels but slightly and significantly increased CRFR2 levels in the striatum (p < 0.05,
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Figure 5A) compared to sham. In the hippocampus, there were no changes in CRFR1
levels and a trend toward upregulation of CRFR2 levels did not reach significance (p > 0.05,
Figure 5B). In the frontal cortex, we did not observe significant changes in either CRFR1
or CRFR2 levels (p > 0.05, Figure 5C). For the mRNA levels of CRF, we did not find any
significant changes in any of these three brain regions (p > 0.05, Figure 5D). In summary,
short-term SF did not strikingly alter CRF signaling in extrahypothalamic bran regions
except for an upregulation of CRFR2 in the striatum.
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to sham controls (* p < 0.05, n = 5). (B) CRFR1 and CRFR2 did not significantly increase their levels
in the hippocampus of SF-experienced mouse brains compared to sham controls (p > 0.05, n = 5).
(C) CRFR1 and CRFR2 did not significantly increase their levels in the frontal cortex of SF-experienced
mouse brains compared to sham controls. (D) CRF did not significantly increased its mRNA levels
in the striatum, hippocampus, or frontal cortex of SF-experienced mouse brains compared to sham
controls. For all Western blots, β-actin were served as a protein load control. For all quantitative
polymerase chain reactions (qRT-PCR), GAPDH were served as an internal control for quantification.
Data were expressed as means ± SEM and were analyzed using Student’s t-tests (* p < 0.05 versus
sham). (Original Western Blot Figure see Supplementary Figure S5).

4. Discussion

In this study, we explored the effects of short-term sleep disturbance on autophagy,
functional status of microglia and astrocytes, and CRF signaling in the brain. Our findings
showed that short-term SF dysregulated autophagy in the striatum and hippocampus,
activated microglia and increased CRFR2 levels in the striatum but not in the hippocampus
or frontal cortex. Short-term SF had no significant impact on astrocyte status or CRF
mRNA levels in any of the examined brain regions. In contrast to chronic SF that produces
significant microglial activation and autophagy dysregulation in the hippocampus and
frontal cortex [36], short-term SF mainly had effects in the striatum. These results suggest
that the striatum may be more vulnerable, compared to the hippocampus and frontal
cortex, to the effects of short-term sleep disturbance.

Sleep disorders are highly prevalent in Western countries, partially arising from social
factors including competition, stress, pressure, and childhood neglect [41]. Nearly 25% of
adults in the United States have insomnia and other sleep disorders [42] and abnormal
sleep has been identified as a major risk factor contributing to multiple neuroinflammatory
and neurodegenerative diseases including PD, AD, and neuropsychiatric diseases [43,44].
The underlying mechanisms responsible for such phenomenon remain elusive, however,
accumulating evidence indicates that sleep disturbances can activate microglia and that
the resulting increased neuroinflammation levels can lead to synaptic loss and neuronal
dysfunction. Previous studies showed that sleep deprivation for 48 h in rats increased the
levels of IL1β, TNFα, and IL6 and decreased anti-inflammatory factors IL4 and IL10 in
the hippocampus, and led to spatial memory impairment [45] whereas microglia inhibi-
tion mitigated spatial memory loss [23]. Sleep restriction (20 h for consecutive 10 days)
increased microglial Iba1 levels in the hippocampus in C57BL/6 mice [46]. Chronically
sleep-restricted mice and rats also showed similar changes in neuroimmune signaling and
neuronal dysfunction [47,48].

While previous studies have identified neuroinflammation as a likely mediator for
sleep disorder-induced brain dysfunction, they also have limitations: (1) many investi-
gations employed sleep deprivation which does not model sleep problems commonly
observed in human (fragmented sleep); (2) focus on the effects of chronic sleep disturbance
on microglia and autophagy dysregulation does not enable fully determining whether
pathological changes were causative or outcomes of brain dysfunction; (3) previous studies
mainly focused on brain regions (e.g., hippocampus and cortex) which are critical for
memory and spatial recognition whereas other regions such as the striatum, which are also
critical for regulating sleep activity [26], have seldom been investigated. Therefore, we
a used a SF procedure to model sleep disturbance which could better mimic poor sleep
quality and interrupted sleep–wake cycles in human. We also employed a 5-day SF protocol
in an attempt to determine whether autophagy dysregulation and microglial activation
could be initiated with relatively brief sleep disturbances.

Previous studies have indicated that sleep disturbances can regulate autophagy in
multiple organ systems in rodents. For example, autophagy was triggered by oxidative
stress in the liver of sleep-deprived rats [49]. Paradoxical sleep deprivation induced
biological responses in rat masticatory muscles were likely mediated through inflam-
mation and autophagy [50] and abnormal autophagy was linked to paradoxical sleep
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loss-associated neurodegenerative and patho-physio-behavioral changes in the brain [51].
Sleep deprivation also induced aberrant autophagy in hippocampus neurons [24,25] and
inhibition of autophagy in hippocampus improved sleep deprivation-induced cognitive
impairment [52]. More relevant to our studies, chronic SF (two months) was capable of
dysregulating the endosome-autophagosome-lysosome pathway and microglia-mediated
neuroinflammation in the hippocampus and cortex [36]. Here, in agreement with previous
findings, we demonstrate that short-term SF also dysregulated autophagy in the striatum
and hippocampus. Our findings are novel in two regards: (1) autophagy dysregulation
and microglial activation in the striatum were early events induced by SF. Previous inves-
tigations consistently showed that chronic sleep disturbances led to increased microglial
activation as well as to cognitive and spatial memory impairment (neuronal dysfunction)
and that microglial inhibition mitigate these effects. These results suggest that autophagy
dysregulation might be responsible for the brain dysfunctions; however, direct evidence
supporting a causative role is minimal. Our results showing that autophagy dysregulation
in the striatum and hippocampus after 5 days of SF in mice strongly support the argument
that autophagy alterations were probably the primary initiator of the increased neuroin-
flammation and neuronal dysfunction found in the context of chronic sleep disturbances;
(2) autophagy dysregulation and microglia activation were mainly found in the striatum
after short-term SF (region specific). These findings may provide a potential explanation
for the high co-morbidity of sleep disorders and drug addiction. It is known that abused
drugs and sleep disturbance affect almost the same neurocircuitry including the striatum
and they could accelerate and exacerbate their individual disease courses through this
circuitry [26]. Rodent models have revealed that sleep deprivation potentiates cocaine-
induced hyper-locomotion and enhances cocaine conditioned place preference [53,54],
but the neurological mechanisms underlying this phenomenon remain elusive. Recently,
accumulating evidence indicate the involvement of neuroimmune signaling in drug ad-
diction, arguing that elevated levels of neuroinflammation can increase the reward and
reinforcing effects induced by abused drugs, thereby leading to enhanced risk for drug
addiction [55,56]. Additionally, microglia activation in the ventral striatum promotes
cocaine self-administration in mice [57,58]. Therefore, increased microglial activation in
reward circuitry might serve as a bridge linking sleep disturbances and drug addiction.
This hypothesis is worthy of more investigation.

We did not observe astrocyte activation in the brains of short-term SF mice. However,
astrocytes play critical roles in regulating sleep activity. Astroglial calcium activity changes
dynamically across vigilance states which is proportional to sleep need and regulation of
the sleep homeostat [59,60]. Chronic sleep deprivation (CSD, 18 h for 21 days) increased
both Iba1 and GFAP levels in the hippocampus and in the piriform cortex in Wistar rats [48].
Also, CSD increased NLRP3 inflammasome signaling in astrocytes in vivo [61]. Sleep loss
promoted astrocytic phagocytosis in the mouse cerebral cortex [62]. CSD induces also
proteomic changes in astrocytes of the rat hypothalamus implying that the astrocytes
were activated [63]. The discrepancy between our findings and previous studies may be
attributed to the different protocols used that differed in the intensity and the duration for
sleep disturbance, as well as the animal species (mouse vs. rat). In the brain, microglia
are the sensor and initiators of the immune responses, which in turn, activate astrocytes
to amplify existing neuroimmune responses [64]. In the earlier response phase of SF,
astrocytes may not be activated but would be activated in the context of chronic SF. Our
mice were also sacrificed after a 12 h or greater period where they were not disturbed,
which potentially could have allowed some normalization to occur.

To identify the possible pathways underlying short-term SF-mediated autophagy
dysregulation, we focused on the status of CRF signaling. The CRF/CRFR axis has been
shown to dysregulate autophagy in vitro [65,66]. Increased expression of CRF and CRFRs
has been found in dorsal striatum, hippocampus, and prefrontal cortex in rats with nicotine
or methamphetamine injection, implying that extrahypothalamic CRF signaling was also
sensitive to different challenges [67,68]. However, we did not observe significant changes
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in CRF mRNA levels in the three brain regions that we examined. For CRF receptors, there
were no significant effects on their protein levels except the upregulation on CRFR2 in
the striatum. It seems that short-term SF had no profound effects on CRF signaling in
extrahypothalamic regions in our model. However, we still could not exclude the possibility
of the involvement of CRF signaling in striatal microglia activation. It was possible that
short-term SF could increase CRF protein levels without altering its mRNA levels or,
possibly, short-term SF could have increased CRF production in the hypothalamus which
was then exported to the striatum. In supporting this possibility, there exist ample CRF-
expressing neuronal inputs to the nucleus accumbens from stress-related brain regions
including the paraventricular nucleus of the thalamus, bed nucleus of stria terminalis,
etc. [69]. Also, as indicated above, the 12 h or greater period between the end of SF and
sacrifice could have allowed time for any upregulation of CRF to normalize.

5. Conclusions

We demonstrate that short-term SF dysregulates autophagy in the striatum and hip-
pocampus and increased microglial activation in the striatum. These findings suggest that
dysregulated autophagy might be one of the first changes that can herald the substantial
neuroinflammation and brain dysfunction that occur in the context of chronic sleep disor-
ders. More investigations are needed to confirm the roles of autophagy dysregulation in
neurological symptoms associated with sleep disorders.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/life11101098/s1, Figure S1: Short-term sleep fragmentation (SF) dysregulated autophagy
in the striatum; Figure S2: Short-term SF dysregulated autophagy in the hippocampus; Figure S3:
Short-term SF had no impact on autophagy in the frontal cortex; Figure S4: Short-term SF activated
microglia in a region-specific manner in vivo; Figure S5: The effects of short-term SF on CRF signaling
in extrahypothalamic regions.

Author Contributions: Conceptualization, W.-K.K., M.-L.G. and L.D.S.; methodology, Y.C.; formal
analysis, M.-L.G.; writing—original draft preparation, M.-L.G.; writing—review and editing, W.-K.K.,
L.D.S., L.L.W. and M.-L.G.; project administration, M.-L.G.; funding acquisition, L.D.S. and M.-L.G.
All authors have read and agreed to the published version of the manuscript.

Funding: This research received no external funding and the APC was funded by EVMS presidential
funding (M.-L.G.).

Institutional Review Board Statement: The study was conducted in accordance with the National
Institutes of Health Guide for the Care and Use of Experimental Animals and were approved by
Eastern Virginia Medical School’s Institutional Animal Care and Use Committee (20-010).

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Acknowledgments: This project was supported by EVMS recruitment startup funds (M.-L.G.) and
EVMS Multidisciplinary Research (MDR) Teaming Grant (M.-L.G., L.D.S., L.L.W.).

Conflicts of Interest: The authors declared no conflict of interests.

References
1. Xie, L.; Kang, H.; Xu, Q.; Chen, M.J.; Liao, Y.; Thiyagarajan, M.; O’Donnell, J.; Christensen, D.J.; Nicholson, C.; Iliff, J.J.; et al. Sleep

drives metabolite clearance from the adult brain. Science 2013, 342, 373–377. [CrossRef]
2. Stickgold, R.; Walker, M.P. Memory consolidation and reconsolidation: What is the role of sleep? Trends Neurosci. 2005, 28,

408–415. [CrossRef]
3. Kahn-Greene, E.T.; Killgore, D.B.; Kamimori, G.H.; Balkin, T.J.; Killgore, W. The effects of sleep deprivation on symptoms of

psychopathology in healthy adults. Sleep Med. 2007, 8, 215–221. [CrossRef]
4. Rosen, I.M.; Gimotty, P.A.; Shea, J.A.; Bellini, L.M. Evolution of sleep quantity, sleep deprivation, mood disturbances, empathy,

and burnout among interns. Acad. Med. 2006, 81, 82–85. [CrossRef]
5. Fernández, M.D.R.; Ortega-Galan, A.M. Evaluation of the perceived health of caregivers of patients in mild-to-moderate stage

Alzheimer’s disease. Perspect. Psychiatr. Care 2018, 55, 87–94. [CrossRef]

https://www.mdpi.com/article/10.3390/life11101098/s1
https://www.mdpi.com/article/10.3390/life11101098/s1
http://doi.org/10.1126/science.1241224
http://doi.org/10.1016/j.tins.2005.06.004
http://doi.org/10.1016/j.sleep.2006.08.007
http://doi.org/10.1097/00001888-200601000-00020
http://doi.org/10.1111/ppc.12306


Life 2021, 11, 1098 13 of 15

6. Malhotra, R.K. Neurodegenerative disorders and sleep. Sleep Med. Clin. 2018, 13, 63–70. [CrossRef]
7. Bubu, O.M.; Brannick, M.; Mortimer, J.; Umasabor-Bubu, O.; Sebatiao, Y.V.; Wen, Y.; Scawartz, S.; Borenstein, A.R.; Wu, Y.;

Morgan, D.; et al. Sleep, cognitive impairment, and Alzheimer’s disease: A systematic review and meta-analysis. Sleep 2017,
40, zsw032. [CrossRef]

8. Zhong, Z.; Sanchez-Lopez, E.; Karin, M. Autophagy, inflammation, and immunity: A troika governing cancer and its treatment.
Cell 2016, 166, 288–298. [CrossRef]

9. Levine, B. Eating oneself and uninvited guests: Autophagy-related pathways in cellular defense. Cell 2005, 120, 159–162.
10. Galluzzi, L.; Pietrocola, F.; Levine, B.; Kroemer, G. Metabolic control of autophagy. Cell 2014, 159, 1263–1276. [CrossRef]
11. Holland, L.K.; Nielsen, I.; Maeda, K.; Jäättelä, M. SnapShot: Lysosomal functions. Cell 2020, 181, 748–748.e1. [CrossRef]
12. Ruivo, R.; Anne, C.; Sagné, C.; Gasnier, B. Molecular and cellular basis of lysosomal transmembrane protein dysfunction. Biochim.

Biophys. Acta (BBA)-Bioenerg. 2009, 1793, 636–649. [CrossRef]
13. Prinz, M.; Jung, S.; Priller, J. Microglia biology: One century of evolving concepts. Cell 2019, 179, 292–311. [CrossRef]
14. Salter, M.W.; Beggs, S. Sublime microglia: Expanding roles for the guardians of the CNS. Cell 2014, 158, 15–24. [CrossRef]
15. Picard, K.; St-Pierre, M.-K.; Vecchiarelli, H.A.; Bordeleau, M.; Tremblay, M.-E. Neuroendocrine, neuroinflammatory and patholog-

ical outcomes of chronic stress: A story of microglial remodeling. Neurochem. Int. 2021, 5, 104987. [CrossRef]
16. Gomez Morillas, A.; Besson, V.C.; Lerouet, D. Microglia and Neuroinflammation: What Place for P2RY12? Int. J. Mol. Sci. 2021,

22, 1636. [CrossRef]
17. Lee, S.Y.H.; Yates, N.J.; Tye, S.J. Inflammatory mechanisms in Parkinson’s disease: From pathogenesis to targeted therapies.

Neuroscientist 2021, 2, 1073858421992265.
18. Leng, F.; Edison, P. Neuroinflammation and microglial activation in Alzheimer disease: Where do we go from here? Nat. Rev.

Neurol. 2021, 17, 157–172. [CrossRef] [PubMed]
19. Agrawal, I.; Jha, S. Mitochondrial dysfunction and Alzheimer’s disease: Role of microglia. Front. Aging Neurosci. 2020, 12, 252.

[CrossRef]
20. Cho, K.S.; Lee, J.H.; Cho, J.; Cha, G.-H.; Song, G.J. Autophagy modulators and neuroinflammation. Curr. Med. Chem. 2020, 27,

955–982. [CrossRef] [PubMed]
21. Garofalo, S.; Picard, K.; Limatola, C.; Nadjar, A.; Pascual, O.; Tremblay, M. Role of Glia in the regulation of sleep in health and

disease. Compr. Physiol. 2020, 10, 687–712.
22. Wadhwa, M.; Chauhan, G.; Roy, K.; Sahu, S.; Deep, S.; Jain, V.; Kishore, K.; Ray, K.; Thakur, L.; Panjwani, U. Caffeine and

modafinil ameliorate the neuroinflammation and anxious behavior in rats during sleep deprivation by inhibiting the microglia
activation. Front. Cell. Neurosci. 2018, 12, 49. [CrossRef]

23. Wadhwa, M.; Prabhakar, A.; Ray, K.; Roy, K.; Kumari, P.; Jha, P.K.; Kishore, K.; Kumar, S.; Panjwani, U. Inhibiting the microglia
activation improves the spatial memory and adult neurogenesis in rat hippocampus during 48 h of sleep deprivation. J.
Neuroinflammation 2017, 14, 1–18. [CrossRef]

24. Cao, Y.; Yang, Y.; Wu, H.; Lu, Y.; Wu, S.; Liu, L.; Wang, C.; Huang, F.; Shi, H.; Zhang, B.; et al. Stem-leaf saponins from Panax
notoginseng counteract aberrant autophagy and apoptosis in hippocampal neurons of mice with cognitive impairment induced
by sleep deprivation. J. Ginseng Res. 2019, 44, 442–452. [CrossRef]

25. Cao, Y.; Li, Q.; Liu, L.; Wu, H.; Huang, F.; Wang, C.; Lan, Y.; Zheng, F.; Xing, F.; Zhou, Q.; et al. Modafinil protects hippocampal
neurons by suppressing excessive autophagy and apoptosis in mice with sleep deprivation. Br. J. Pharmacol. 2019, 176, 1282–1297.
[CrossRef]

26. Ahrens, A.M.; Ahmed, O.J. Neural circuits linking sleep and addiction: Animal models to understand why select individuals are
more vulnerable to substance use disorders after sleep deprivation. Neurosci. Biobehav. Rev. 2020, 108, 435–444. [CrossRef]

27. Lattova, Z.; Keckeis, M.; Maurovich-Horvat, E.; Wetter, T.C.; Wilde-Frenz, J.; Schuld, A.; Pollmächer, T. The stress hormone system
in various sleep disorders. J. Psychiatr. Res. 2011, 45, 1223–1228. [CrossRef] [PubMed]

28. Guyon, A.; Morselli, L.L.; Balbo, M.L.; Tasali, E.; Leproult, R.; L’Hermite-Balériaux, M.; Van Cauter, E.; Spiegel, K. Effects of
insufficient sleep on pituitary–adrenocortical response to CRH stimulation in healthy men. Sleep 2017, 40. [CrossRef]

29. Sakamoto, K.; Higo-Yamamoto, S.; Egi, Y.; Miyazaki, K.; Oishi, K. Memory dysfunction and anxiety-like behavior in a mouse
model of chronic sleep disorders. Biochem. Biophys. Res. Commun. 2020, 529, 175–179. [CrossRef] [PubMed]

30. Nair, D.; Zhang, S.X.; Rames, V.; Hakim, F.; Kaushal, N.; Wang, Y.; Gozal, D. Sleep fragmentation induces cognitive deficits via
nicotinamide adenine dinucleotide phosphate oxidase-dependent pathways in mouse. Am. J. Respir. Crit. Care Med. 2011, 184,
1305–1312. [CrossRef] [PubMed]

31. Ramesh, V.; Nair, D.; Zhang, S.X.L.; Hakim, F.; Kaushal, N.; Kayali, F.; Wang, Y.; Li, R.C.; Carreras, A.; Gozal, D. Disrupted
sleep without sleep curtailment induces sleepiness and cognitive dysfunction via the tumor necrosis factor-alpha pathway. J.
Neuroinflammation 2012, 9, 91. [CrossRef]

32. Hakim, F.; Wang, Y.; Zhang, S.X.L.; Zheng, J.; Yolcu, E.S.; Carreras, A.; Khalyfa, A.; Shirwan, H.; Almendros, I.; Gozal, D.
Fragmented sleep accelerates tumor growth and progression through recruitment of tumor-associated macrophages and TLR4
signaling. Cancer Res. 2014, 74, 1329–1337. [CrossRef]

33. Wang, Y.; Carreras, A.; Lee, S.; Hakim, F.; Zhang, S.X.; Nair, D.; Ye, H.; Gozal, D. Chronic sleep fragmentation promotes obesity in
young adult mice. Obesity 2013, 22, 758–762. [CrossRef]

http://doi.org/10.1016/j.jsmc.2017.09.006
http://doi.org/10.1093/sleep/zsw032
http://doi.org/10.1016/j.cell.2016.05.051
http://doi.org/10.1016/j.cell.2014.11.006
http://doi.org/10.1016/j.cell.2020.03.043
http://doi.org/10.1016/j.bbamcr.2008.12.008
http://doi.org/10.1016/j.cell.2019.08.053
http://doi.org/10.1016/j.cell.2014.06.008
http://doi.org/10.1016/j.neuint.2021.104987
http://doi.org/10.3390/ijms22041636
http://doi.org/10.1038/s41582-020-00435-y
http://www.ncbi.nlm.nih.gov/pubmed/33318676
http://doi.org/10.3389/fnagi.2020.00252
http://doi.org/10.2174/0929867325666181031144605
http://www.ncbi.nlm.nih.gov/pubmed/30381067
http://doi.org/10.3389/fncel.2018.00049
http://doi.org/10.1186/s12974-017-0998-z
http://doi.org/10.1016/j.jgr.2019.01.009
http://doi.org/10.1111/bph.14626
http://doi.org/10.1016/j.neubiorev.2019.11.007
http://doi.org/10.1016/j.jpsychires.2011.03.013
http://www.ncbi.nlm.nih.gov/pubmed/21501849
http://doi.org/10.1093/sleep/zsx064
http://doi.org/10.1016/j.bbrc.2020.05.218
http://www.ncbi.nlm.nih.gov/pubmed/32703407
http://doi.org/10.1164/rccm.201107-1173OC
http://www.ncbi.nlm.nih.gov/pubmed/21868506
http://doi.org/10.1186/1742-2094-9-91
http://doi.org/10.1158/0008-5472.CAN-13-3014
http://doi.org/10.1002/oby.20616


Life 2021, 11, 1098 14 of 15

34. Britten, R.A.; Fesshaye, A.S.; Duncan, V.D.; Wellman, L.L.; Sanford, L.D. Sleep fragmentation exacerbates executive function
impairments induced by low doses of si ions. Radiat. Res. 2020, 194, 116–123. [CrossRef]

35. Britten, R.A.; Duncan, V.D.; Fesshaye, A.S.; Wellman, L.L.; Fallgren, C.M.; Sanford, L.D. Sleep fragmentation exacerbates executive
function impairments induced by protracted low dose rate neutron exposure. Int. J. Radiat. Biol. 2019, 97, 1077–1087. [CrossRef]
[PubMed]

36. Xie, Y.; Ba, L.; Wang, M.; Deng, S.-Y.; Chen, S.-M.; Huang, L.-F.; Zhang, W.; Ding, F.-F. Chronic sleep fragmentation shares
similar pathogenesis with neurodegenerative diseases: Endosome-autophagosome-lysosome pathway dysfunction and microglia-
mediated neuroinflammation. CNS Neurosci. Ther. 2020, 26, 215–227. [CrossRef] [PubMed]

37. Hasegawa, H.; Selway, R.; Gnoni, V.; Beniczky, S.; Williams, S.C.R.T.; Kryger, M.; Ferini-Strambi, L.; Goadsby, P.; Leschziner, G.D.;
Ashkan, K.; et al. The subcortical belly of sleep: New possibilities in neuromodulation of basal ganglia? Sleep Med. Rev. 2020, 52,
101317. [CrossRef] [PubMed]

38. Harkness, J.H.; Bushana, P.N.; Todd, R.P.; Clegern, W.C.; Sorg, B.; Wisor, J.P. Sleep disruption elevates oxidative stress in
parvalbumin-positive cells of the rat cerebral cortex. Sleep 2018, 42. [CrossRef] [PubMed]

39. Kuhn, M.; Wolf, E.; Maier, J.G.; Mainberger, F.; Feige, B.; Schmid, H.; Bürklin, J.; Maywald, S.; Mall, V.; Jung, N.H.; et al. Sleep
recalibrates homeostatic and associative synaptic plasticity in the human cortex. Nat. Commun. 2016, 7, 12455. [CrossRef]

40. Bonfiglio, J.J.; Inda, C.; Refojo, D.; Holsboer, F.; Arzt, E.; Silberstein, S. The corticotropin-releasing hormone network and the
hypothalamic-pituitary-adrenal axis: Molecular and cellular mechanisms involved. Neuroendocrinology 2011, 94, 12–20. [CrossRef]
[PubMed]

41. Buysse, D.J. Sleep health: Can we define it? Does it matter? Sleep 2014, 37, 9–17. [CrossRef] [PubMed]
42. Ohayon, M.M. Epidemiology of insomnia: What we know and what we still need to learn. Sleep Med. Rev. 2002, 6, 97–111.

[CrossRef]
43. Fifel, K.; Videnovic, A. Circadian and sleep dysfunctions in neurodegenerative disorders—An update. Front. Neurosci. 2021, 14.

[CrossRef]
44. Bishir, M.; Bhat, A.; Essa, M.M.; Ekpo, O.; Ihunwo, A.O.; Veeraraghavan, V.P.; Mohan, S.K.; Mahalakshmi, A.M.; Ray, B.; Tuladhar,

S.; et al. Sleep deprivation and neurological disorders. BioMed Res. Int. 2020, 2020, 1–19. [CrossRef]
45. Wadhwa, M.; Kumari, P.; Chauhan, G.; Roy, K.; Alam, S.; Kishore, K.; Ray, K.; Panjwani, U. Sleep deprivation induces spatial

memory impairment by altered hippocampus neuroinflammatory responses and glial cells activation in rats. J. Neuroimmunol.
2017, 312, 38–48. [CrossRef]

46. Hurtado-Alvarado, G.; Becerril-Villanueva, E.; de Oca, A.C.-M.; Domínguez-Salazar, E.; Salinas-Jazmín, N.; Pérez-Tapia, S.;
Pavon, L.; Velázquez-Moctezuma, J.; Gómez-González, B. The yin/yang of inflammatory status: Blood-brain barrier regulation
during sleep. Brain Behav. Immun. 2018, 69, 154–166. [CrossRef]

47. Kincheski, G.C.; Valentim, I.S.; Clarke, J.R.; Cozachenco, D.; Castelo-Branco, M.T.L.; Ramos-Lobo, A.M.; Rumjanek, V.M.B.D.;
Donato, J., Jr.; De Felice, F.G.; Ferreira, S.T. Chronic sleep restriction promotes brain inflammation and synapse loss, and
potentiates memory impairment induced by amyloid-beta oligomers in mice. Brain Behav. Immun. 2017, 64, 140–151. [CrossRef]

48. Manchanda, S.; Singh, H.; Kaur, T.; Kaur, G. Low-grade neuroinflammation due to chronic sleep deprivation results in anxiety
and learning and memory impairments. Mol. Cell. Biochem. 2018, 449, 63–72. [CrossRef]

49. Li, Y.; Zhang, Y.; Ji, G.; Shen, Y.; Zhao, N.; Liang, Y.; Wang, Z.; Liu, M.; Lin, L. Autophagy triggered by oxidative stress appears to
be mediated by the AKT/mTOR signaling pathway in the liver of sleep-deprived rats. Oxidative Med. Cell. Longev. 2020, 2020,
1–11. [CrossRef]

50. Yujra, V.Q.; Antunes, H.K.M.; Monico-Neto, M.; Quintana, H.T.; de Oliveira, F.; Galvani, M.G.; Lee, K.S.; Oshima, C.T.F.; Ribeiro,
D.A. Paradoxical sleep deprivation induces differential biological response in rat masticatory muscles: Inflammation, autophagy
and myogenesis. J. Oral Rehabil. 2020, 47, 289–300. [CrossRef] [PubMed]

51. Chauhan, A.K.; Mallick, B.N. Association between autophagy and rapid eye movement sleep loss-associated neurodegenerative
and patho-physio-behavioral changes. Sleep Med. 2019, 63, 29–37. [CrossRef]

52. Yang, S.-Q.; Jiang, L.; Lan, F.; Wei, H.-J.; Xie, M.; Zou, W.; Zhang, P.; Wang, C.-Y.; Xie, Y.-R.; Tang, X.-Q. Inhibited endogenous
H2S generation and excessive autophagy in hippocampus contribute to sleep deprivation-induced cognitive impairment. Front.
Psychol. 2019, 10, 53. [CrossRef]

53. Berro, L.; Santos, R.; Hollais, A.; Wuo-Silva, R.; Fukushiro, D.; Mári-Kawamoto, E.; Costa, J.; Trombin, T.; Patti, C.; Grapiglia,
S.; et al. Acute total sleep deprivation potentiates cocaine-induced hyperlocomotion in mice. Neurosci. Lett. 2014, 579, 130–133.
[CrossRef] [PubMed]

54. Bjorness, T.E.; Greene, R.W. Sleep deprivation enhances cocaine conditioned place preference in an orexin receptor-modulated
manner. Eneuro 2020, 7, 283–294. [CrossRef] [PubMed]

55. Woodcock, E.A.; Hillmer, A.T.; Mason, G.F.; Cosgrove, K.P. Imaging biomarkers of the neuroimmune system among substance
use disorders: A systematic review. Mol. Neuropsychiatry 2019, 5, 125–146. [CrossRef] [PubMed]

56. Harricharan, R.; Abboussi, O.; Daniels, W.M. Addiction: A dysregulation of satiety and inflammatory processes. Prog. Brain Res.
2017, 235, 65–91. [CrossRef] [PubMed]

57. Northcutt, A.; Hutchinson, M.; Wang, X.; Baratta, M.; Hiranita, T.; Cochran, T.; Pomrenze, M.B.; Galer, E.; A Kopajtic, T.; Li,
C.; et al. DAT isn’t all that: Cocaine reward and reinforcement require Toll-like receptor 4 signaling. Mol. Psychiatry 2015, 20,
1525–1537. [CrossRef]

http://doi.org/10.1667/RADE-20-00080.1
http://doi.org/10.1080/09553002.2019.1694190
http://www.ncbi.nlm.nih.gov/pubmed/31724895
http://doi.org/10.1111/cns.13218
http://www.ncbi.nlm.nih.gov/pubmed/31549780
http://doi.org/10.1016/j.smrv.2020.101317
http://www.ncbi.nlm.nih.gov/pubmed/32446196
http://doi.org/10.1093/sleep/zsy201
http://www.ncbi.nlm.nih.gov/pubmed/30371896
http://doi.org/10.1038/ncomms12455
http://doi.org/10.1159/000328226
http://www.ncbi.nlm.nih.gov/pubmed/21576930
http://doi.org/10.5665/sleep.3298
http://www.ncbi.nlm.nih.gov/pubmed/24470692
http://doi.org/10.1053/smrv.2002.0186
http://doi.org/10.3389/fnins.2020.627330
http://doi.org/10.1155/2020/5764017
http://doi.org/10.1016/j.jneuroim.2017.09.003
http://doi.org/10.1016/j.bbi.2017.11.009
http://doi.org/10.1016/j.bbi.2017.04.007
http://doi.org/10.1007/s11010-018-3343-7
http://doi.org/10.1155/2020/6181630
http://doi.org/10.1111/joor.12904
http://www.ncbi.nlm.nih.gov/pubmed/31701551
http://doi.org/10.1016/j.sleep.2019.04.019
http://doi.org/10.3389/fpsyg.2019.00053
http://doi.org/10.1016/j.neulet.2014.07.028
http://www.ncbi.nlm.nih.gov/pubmed/25067829
http://doi.org/10.1523/ENEURO.0283-20.2020
http://www.ncbi.nlm.nih.gov/pubmed/33139319
http://doi.org/10.1159/000499621
http://www.ncbi.nlm.nih.gov/pubmed/31312635
http://doi.org/10.1016/bs.pbr.2017.07.012
http://www.ncbi.nlm.nih.gov/pubmed/29054292
http://doi.org/10.1038/mp.2014.177


Life 2021, 11, 1098 15 of 15

58. Iacono, L.L.; Catale, C.; Martini, A.; Valzania, A.; Viscomi, M.T.; Chiurchiù, V.; Guatteo, E.; Bussone, S.; Perrone, F.; Di Sabato, P.;
et al. From traumatic childhood to cocaine abuse: The critical function of the immune system. Biol. Psychiatry 2018, 84, 905–916.
[CrossRef]

59. Ingiosi, A.M.; Hayworth, C.R.; Harvey, D.O.; Singletary, K.G.; Rempe, M.J.; Wisor, J.P.; Frank, M.G. A role for astroglial calcium in
mammalian sleep and sleep regulation. Curr. Biol. 2020, 30, 4373–4383.e7. [CrossRef]
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