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The Fanconi anemia DNA repair pathway is pivotal for the efficient repair of DNA interstrand cross-links. Here, we show that
FA-defective (Fancc�) DT40 cells arrest in G2 phase following cross-link damage and trigger apoptosis. Strikingly, cell death was
reduced in Fancc� cells by additional deletion of the BRCA1 tumor suppressor, resulting in elevated clonogenic survival. In-
creased resistance to cross-link damage was not due to loss of toxic BRCA1-mediated homologous recombination but rather
through the loss of a G2 checkpoint. This proapoptotic role also required the BRCA1-A complex member ABRAXAS (FAM175A).
Finally, we show that BRCA1 promotes G2 arrest and cell death by prolonging phosphorylation of Chk1 on serine 345 after DNA
damage to sustain arrest. Our data imply that DNA-induced cross-link death in cells defective in the FA pathway is dependent on
the ability of BRCA1 to prolong cell cycle arrest in G2 phase.

The Fanconi anemia (FA) repair pathway is dedicated to the
repair of replication blocking lesions, such as interstrand DNA

cross-links (ICL) and DNA-protein cross-links, which pose a ma-
jor threat to the maintenance of genomic stability. Defects in any
of 17 FA genes in patients confer the hematological disease Fan-
coni anemia. Characteristically, defects in any of these genes ren-
der patients’ cells exquisitely sensitive to DNA cross-linking
agents such as mitomycin C, cis-diamminedichloridoplatinum
(II) (cisplatin), diepoxybutane (1), and reactive aldehydes that
cause DNA-protein cross-links (2, 3). The FA pathway is also con-
served in organisms as diverse as dictyostelium, nematodes, am-
phibians, birds, and mammals.

Genetic and biochemical evidence suggests that DNA cross-
links represent a strong physical block to replicative polymerases;
however, the molecular pathway whereby DNA cross-links are
removed and the chromosomes restored by the FA pathway is only
partially understood. Eight FA proteins (FANCA, -B, -C, -E, -F,
-G, -L, and -M) form a core complex that is recruited to sites of
ICL damage, where it ubiquitylates FANCD2 and FANCI (4–6).
Although not fully understood, the recruitment of FA proteins to
ICLs or to DNA-protein cross-links (DPC) signals for the recruit-
ment of nucleases that incise and unhook DNA cross-links, en-
abling replication across these noncoding lesions using a transle-
sion polymerase (7, 8). The process is completed with the repair of
any resultant DNA breaks through homologous recombination
(HR).

Failure to repair DNA cross-link damage in cells defective in
the FA pathway results in greatly elevated cell death. Although cell
death may arise through failure to complete cell division leading
to mitotic catastrophe, a significant proportion occurs through
apoptosis following prolonged cell cycle arrest in G2 phase. The
genetic determinants regulating this proapoptotic response to ICL
and DPC damage are poorly understood.

The BRCA1 tumor suppressor protein is known to play a role
in DNA cross-link repair in a variety of cell types (4), primarily
through its role in promoting HR. However, Bunting et al. re-
cently proposed that BRCA1 has another role in the FA pathway,

upstream of its function in HR (9), to facilitate retention of
FANCD2 at sites of cross-link repair by influencing local chroma-
tin structure (4, 9, 10).

In addition to its role in promoting repair of DNA damage by
HR, BRCA1 has been shown to play a role in ionizing radiation
(IR)-induced cell cycle checkpoints at S and G2 phases (11).
Yarden et al. reported that expression of BRCA1 also restored an
IR-induced G2 arrest to the BRCA1-defective cancer cell line
HCC1937 (12). Moreover, the restoration of G2/M checkpoint
function correlated with increased activation of Chk1 for the
phosphorylation of the cell cycle regulator Cdc25C. In contrast,
the p53-dependent G1-S cell cycle checkpoint is intact in BRCA1-
defective cells (13).

We wanted to understand how BRCA1 might also contribute
to cell cycle checkpoint arrest and viability in the FA pathway. To
do this, we used the genetically tractable avian cell line DT40,
which has previously been established as a good model for FA
mediated cross-link repair (10, 14). We report that the lethal effect
of cisplatin treatment in Fancc� mutant DT40 cells is ameliorated
by defects in BRCA1, BARD1, and ABRAXAS (ABRA1). More-
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over, we found that increased survival is not linked to repair of
lesions by homologous recombination but arises through a failure
to maintain cell cycle arrest in G2 phase. Together, our data sup-
port an important role for BRCA1 to regulate the proliferation of
vertebrate cells containing DNA damage and promote genome
stability.

MATERIALS AND METHODS
Cell culture. DT40 chicken cells were propagated in standard RPMI me-
dium-supplemented medium at 37°C and 5% CO2. Where indicated, 500
�M indole-3-acetic acid was used to deplete BRCA1-DEG protein. The
generation of Abra1�/� and Fancc� Abra1�/� DT40 mutant cells was
described by D. du Plessis in 2012 (unpublished data).

Antibodies. Antibodies against Chk1 (Sc-8408), phosphoserine
345Chk1 (catalog no. 2348), and BRCA1 (Ab-1) were purchased from
Santa Cruz Biotech, Cell Signaling, and Calbiochem, respectively.

Clonogenic survival assay. Cells were incubated for 1 h at 37°C with
medium containing 1 to 40 �M cisplatin as indicated. Cells were washed
and suspended in fresh medium, and serial dilutions were plated in me-
dium containing 1% methylcellulose. Where indicated, 2 mM caffeine
(Sigma) was included for 1 h prior to addition of cisplatin. Colonies were
counted after 8 to 10 days of incubation.

Cell cycle analysis. Cells were treated with cisplatin as described
above. At different times, the cells were pulsed with 20 �M bromodeoxy-
uridine (BrdU; Sigma) for 20 min, washed twice with phosphate-buffered
saline (PBS), and fixed overnight in 70% ethanol at �20°C. We stained
cells with antibody to BrdU conjugated to fluorescein isothiocyanate as
previously described (14) and analyzed by using a FACScan cytometer
(Becton Dickinson).

Mitotic index. A 1 �M concentration of nocodazole (Sigma) was
added to cells 15 to 16 h after treatment with cisplatin, followed by incu-
bation for 6 to 7 h. The cells were washed in PBS and fixed overnight in
70% ethanol at �20°C. The cells were stained with rabbit polyclonal an-
tibody to histone H3 (phospho-S10; AbCam) and then with antibody to
rabbit conjugated to fluorescein isothiocyanate (Southern Biotechnol-
ogy) for 30 min, resuspended in PBS containing 25 �g of propidium
iodide/ml, and analyzed by using a FACScan cytometer (Becton Dickin-
son).

Comet assay. A modification of alkaline comet assay was performed.
Cells were harvested by centrifugation (800 rpm) and kept on ice. Ap-
proximately 9 � 104 cells were resuspended in 30 �l of PBS and 300 �l of
low-melting-point agarose (LMA; 0.5%) and then placed on a slide per-
colated with agarose. Cells were lysed using lysis buffer (2.5 mM NaCl, 100
mM EDTA, 10% Tris [pH 10]; 1% Triton and 10% dimethyl sulfoxide
were added fresh) for 1 to 2 h at 4°C. Slides were preincubated in alkaline
solution for 30 min to 1 h and electrophoresed for 30 min at 21 V (0.86
V/cm) and 300 mA. Slides were neutralized, dried, stained with SYBR
green, and analyzed using a fluorescence microscope (LSM 500; Zeiss).
Tail moment was measured using Comet Score software. 100 cells per
slide were evaluated, and the mean of tail moment (TM) was determined.

Elutriation. A total of 3 �108 DT40 cells were collected by centrifu-
gation and resuspended in 50 ml of PBS plus 1% fetal bovine serum and
then drawn into a standard (4-ml) chamber at 2,500 rpm in a Beckman
JE-5.0 centrifugal elutriation rotor at a flow rate of 15 ml/min. The cells in
G1 were harvested by altering the flow rate to 21 ml/min. A 150-ml frac-
tion was collected, and the cells were harvested by centrifugation and then
resuspended in fresh RPMI medium.

MTS assay. DT40 cells were treated with different concentrations of
cisplatin. In one experiment, the cisplatin was washed off after 1 h. Cell
lines were plated into 96-well plates at a density of 15,000 cells per well.
The plates were put in an incubator for 48 h, and then 20 �l of CellTiter 96
Aqueous One solution reagent (Promega) was added to each well, fol-
lowed by incubation for 4 h at 37°C and 5% CO2. The absorbance was
measured at 490 nm.

Chromosome break analysis. Chromosome breaks were analyzed by
metaphase spread from cells incubated with or without treatment with 1
�M cisplatin for 1 h. After 15 h, colcemid was added for 1.5 h, and the cells
were harvested and then incubated with 75 mM KCl for 25 min. The cells
were fixed with methanol-acetic acid (3:1) four times and then stored at
�20°C. Cells were dropped onto slides and stained with DAPI (4=,6=-
diamidino-2-phenylindole). A total of 50 metaphases were scored for each
treatment. Scoring was restricted to chicken macrochromosomes only.

RESULTS
The lethal effect of ICL damage in Fancc� cells is ameliorated by
defects in BRCA1/BARD1. To investigate the function of BRCA1
in DNA cross-link repair, we compared the cisplatin sensitivity of
Fancc�, Brca1�/�, and Fancc� Brca1�/� double-mutant DT40
cells in clonogenic and MTS survival assays. We previously re-
ported that, like cells from FA patients, Fancc� and Brip1�/� (also
called Fancj�/�) mutant DT40 cells exhibit acute sensitivity to
cisplatin-induced DNA damage (14). We confirmed this again for
Fancc� mutant cells (Fig. 1A). In marked contrast, Brca1�/� mu-
tant DT40 were minimally sensitive to treatment with doses of
cisplatin up to 2.5 �M in a clonogenic survival assay and more
resistant than wild-type cells to cisplatin in a MTS assay (Fig. 1A;
see Fig. S1 in the supplemental material) (14). This result was
surprising, since other HR-defective DT40 mutants, such as
Xrcc2�/� cells, are sensitive to ICL damage (10, 15). Nevertheless,
we confirmed our findings using multiple clones from two inde-
pendently constructed BRCA1�/� mutant cell lines (data not
shown).

The lack of cisplatin sensitivity observed in BRCA1�/� mutant
DT40 contrasts with the cisplatin sensitivity reported for a range
of BRCA1-defective mammalian cell lines (16–18). We can think
of several reasons why this might be the case. First, BRCA1 might
function differently in the repair of cisplatin-induced damage in
avian and mammalian cells. Second, differences might reflect the
fact that DT40 is a transformed B-cell line compared to most
cancer cell lines, which are of epithelial origin. Finally, the sensi-
tivity of cells to DNA damage is profoundly affected by genetic
background in different cell lines. For example, whereas some
BRCA2 defective human tumors exhibit sensitivity to treatment
with DNA cross-linking agents, cells from mice specifically mu-
tated in BRCA2 are largely insensitive to this damage (19). Like-
wise, the profound sensitivity of BRCA1-defective cells to PARP
inhibitors is diminished or lost in cells that also carry a defect in
53BP1.

We previously reported that our Brca1�/� mutant cells are
impaired in homologous recombination (10, 14, 20). To confirm
that this cell line exhibits another important phenotype character-
istic of mammalian cells defective in BRCA1, we tested its sensi-
tivity to the PARP inhibitor olaparib. Consistent with the behavior
of cells from BRCA1-defective patients and cells from Brca1�11/�11

mice, our Brca1�/� DT40 mutant was profoundly sensitive to
treatment with olaparib. Moreover, sensitivity to olaparib was
corrected by expression of a BRCA1 transgene (see Fig. S1 in the
supplemental material). Furthermore, as in mammals, sensitivity
to olaparib was also partially reversed in Brca1�/� mutant DT40
with an additional defect in 53BP1 (21, 22). From this we infer that
Brca1�/� DT40 cells share fundamental characteristics with mam-
malian cell lines defective in BRCA1.

Perhaps more surprising than the insensitivity of Brca1�/�

DT40 to cisplatin treatment was the decreased cisplatin sensitivity
observed in Fancc� Brca1�/� double-mutant cells. These mutant
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FIG 1 Defects in BRCA1 ameliorate the sensitivity of Fancc� DT40 cells to cisplatin treatment. (A and B) Graphs showing clonogenic survival curves for indicated DT40
mutant cells after treatment with different concentrations of cisplatin. Fancc� Brca1�/� and Fancc� Bard1�/� are less sensitive to treatment with low doses of cisplatin
compared to Fancc� cells. (A) Fifty percent inhibitory concentration values (IC50): wild-type cells, 3.5 �M; Fancc� cells, 0.8 �M; Brca1�/� cells, 3.4 �M; and Fancc�

Brca1�/� cells, 3.8 �M. (B) IC50 values: wild-type cells, 3.2 �M; Fancc� cells, 0.47 �M; Bard1�/� cells, 1.1 �M; and Fancc� Bard1�/� cells, 0.7 �M. The data presented
are means from three experiments; error bars indicate one standard deviation. (C) A comet assay showed the increased tail moment and therefore the persistence of DNA
breaks in wild-type and mutant DT40 cells, as indicated. Cells were treated with 1 �M cisplatin for 1 h, allowed to recover in fresh medium for 15 h, and then analyzed
by alkaline comet assay. Tail moments (TM) were calculated for �100 comets from each sample, and the percentage of cells showing a specific TM was plotted. (D)
Mutant cells were treated with 1 �M cisplatin for 1 h, allowed to recover in fresh medium for 12 h, and then stained with primary antibody against �H2AX and secondary
antibody conjugated to fluorescein isothiocyanate. �H2AX was quantified by fluorescence-activated cell sorting (FACS), where the FL1 channel corresponds to
fluorescein. A green histogram represents untreated cells, and a white histogram represents cells treated with 1 �M cisplatin. (E) Quantification of �H2AX staining in
panel D measured in arbitrary units. Further information is contained in Fig. S1 and S3 in the supplemental material.
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cells exhibited normal survival after treatment with 2.5 �M cispla-
tin, a dose at which only 5 to 10% Fancc� cells survive (Fig. 1A and
B). This suggested that loss of BRCA1 function abrogated the toxic
effect of 2.5 �M cisplatin in Fancc� cells. It is noteworthy that the
ameliorating affect of BRCA1 defects in Fancc� cells was dimin-
ished after treatment with higher concentrations of cisplatin (up
to 40 �M), where the burden of DNA lesions is likely sufficient to
cause cell death through mitotic catastrophe (see Fig. S1 in the
supplemental material).

In vivo, BRCA1 functions as a heterodimeric complex with its
interacting partner BARD1 (23). Therefore, we next measured
clonogenic survival of Bard1�/� and Fancc� Bard1�/� mutant
cells treated with cisplatin (Fig. 1B). Like Brca1�/� mutant cells,
Bard1�/� mutant cells were much less sensitive to cisplatin treat-
ment than were Fancc� cells. Moreover, the survival was markedly
improved in Fancc� Bard1�/� cells compared to the Fancc� single
mutant. Hence, the loss of functional BARD1, like the loss of
BRCA1, ameliorated the toxic effects of cisplatin in FANCC-defi-
cient cells. However, we note that Fancc� Bard1�/� mutant cells
remained slightly more sensitive to cisplatin than the Fancc�

Brca1�/� compared to a wild-type control.
It was previously reported that inhibition of nonhomologous

end joining (NHEJ) suppressed ICL sensitivity in Caenorhabditis
elegans mutants defective in the FA pathway, and also in FA-de-
fective DT40 and mammalian cell lines (24, 25). Inhibition of
NHEJ in these cells also reduced DNA cross-link-induced chro-
mosome breakage and promoted HR. It was inferred that double-
strand breaks (DSBs) generated in the absence of a functional FA
pathway are diverted into abortive and toxic repair by NHEJ. In-
hibition of NHEJ restored repair fidelity to these cells by permit-
ting more accurate processing of DSB intermediates through HR,
resulting in increased cell survival.

We next investigated whether defects in BRCA1 could similarly
restore efficient and accurate repair of ICL damage in Fancc� mu-
tant cells. To do this, we measured the level of unrepaired breaks
in cisplatin-treated cells, using a comet assay (Fig. 1C). We found
that treatment with 1 �M cisplatin for 1 h produced an increased
comet tail moment in Fancc�, Brca1�/�, Bard1�/�, Fancc�

Brca1�/�, and Fancc� Bard1 mutant cells 15 h later compared to a
wild-type control. This indicated the persistence of unrepaired
DNA damage (Fig. 1C). The distribution of cells with increased
tail moment was slightly different in Fancc� Brca1�/� mutant cells
compared to Fancc� mutant cells, with the latter comprising more
cells with a tail moment of �10. Mutant cells also exhibited in-
creased �H2AX staining compared to wild-type cells (Fig. 1D and
E), indicating the persistence of unrepaired DNA lesions. Hence,
the improved survival afforded to Fancc� cells by defects in
BRCA1 or BARD1 could not be explained by enhanced repair of
ICL-induced DNA breaks.

Defects in BRCA1/BARD1 abrogate ICL-induced cell cycle
arrest in Fancc� cells. Increased resistance to cisplatin induced-
damage in Fancc� Brca1�/� and Fancc� Bard1�/� cells was not
mediated through enhanced repair efficiency. Therefore, we hy-
pothesized that these mutant cells might have an increased toler-
ance to unrepaired DNA damage. Agents such as cisplatin and
mitomycin C are known to cause FA-defective cells to undergo
prolonged arrest in G2 phase, with a concomitant increase in
apoptotic cell death (26, 27). We next investigated the progression
of different mutant cells through the cell cycle after cisplatin treat-
ment. Cells were treated with cisplatin for 1 h, and the proportion

of cells accumulating in G2 phase was measured over time by
staining with propidium iodide (Fig. 2A and B). We also measured
the accumulation of cells in mitosis (mitotic index) by staining for
phospho-histone H3 after addition of nocodazole (Fig. 2C).
Lastly, we measured apoptotic cell death by staining for annexin V
(Fig. 2D) and by quantifying sub-G1 cells stained with propidium
iodide (Fig. 2B).

As expected, Fancc� mutant DT40 exhibited a profound cell
cycle delay in response to cisplatin treatment compared to wild-
type cells, with ca. 70% of cells accumulating in G2 phase (4C)
after 21 h (Fig. 2A). This contrasted markedly with wild-type cells
that exhibited a slight increase in G2 population approximately 12
to 15 h after cisplatin treatment but returned to starting levels at 21
h (Fig. 2A and B), with little or no increase in apoptosis (Fig. 2D).

These experiments were performed on an asynchronous pop-
ulation of cycling cells. However, different mutant cell lines may
exhibit minor differences in cell cycle progression (see Fig. S2 in
the supplemental material). To confirm that differences in transit
into mitosis after cisplatin treatment was caused by cell cycle ar-
rest/delay and not by inherent differences in cell cycle progression
between wild-type and mutant cells, we measured the accumula-
tion of mitotic cells in the presence of the mitotic spindle poison,
nocodazole. This permitted us to quantify the accumulation of
cells in mitosis several hours after treatment with the DNA-dam-
aging agent and calculate the proportion of the cell population in
mitosis after a specific time. Treatment of Fancc� cells with cispla-
tin caused a clear decrease in mitotic index compared to wild-type
control, indicating impaired transit of cells into M phase. This is
consistent with the execution of a DNA-damage-induced check-
point at G2 phase (Fig. 2C). Furthermore, arrest was accompanied
by a marked increase in apoptotic cell death, presumably through
the failure of arrested cells to repair DNA damage (Fig. 2B to D).

Despite significant levels of unrepaired DNA breaks, cisplatin-
treated Brca1�/� and Bard1�/� cells progressed through the cell
division cycle and into mitosis with very little delay in G2. We
measured only a small increase in apoptotic cell death for
Brca1�/� cells (Fig. 2B and D; see Fig. S1 in the supplemental
material). The lack of G2 arrest was even more apparent when
comparing Fancc� cells with Fancc� Brca1�/� and Fancc�

Bard1�/� double mutants. Whereas 70 to 80% Fancc� cells accu-
mulated in G2 phase 21 h after cisplatin treatment, only 40 to 45%
of Fancc� Brca1�/� and Fancc� Bard1�/� mutants were in G2

(Fig. 2A; see Fig. S1 in the supplemental material). Moreover, we
measured no ICL-induced decrease in mitotic index in Fancc�

Brca1�/� mutant cells, a finding consistent with their unhindered
progression into mitosis (Fig. 2C). The failure of cisplatin-treated
Fancc� Brca1�/� cells to arrest in G2 was accompanied by a sig-
nificant decrease in apoptotic cell death compared to Fancc� cells
(Fig. 2B and D). The proliferation of cells with persistent unre-
paired DNA damage is consistent with the increased levels of
chromosome abnormalities measured in DT40 cells with defects
in BRCA1 and FANCC (see Fig. S3 in the supplemental material)
(10, 15). Since entry into mitosis with unrepaired DNA damage is
characteristic of a defective cell cycle checkpoint, we reasoned that
BRCA1 and BARD1 might be required to promote an ICL-in-
duced G2/M checkpoint in the FA pathway.

Defects in ABRAXAS but not BRIP1 abrogate accumula-
tion of cells in G2. Although BRCA1 has been implicated in a
G2/M checkpoint induced by ionizing radiation, its mechanism of
action is unclear (11). However, BRCA1 is known to interact in a
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cell cycle-dependent manner with the ABRAXAS (Fam175A),
BRIP1 (FANCJ), and CtIP proteins, forming the BRCA1-A,
BRCA1-B, and BRCA1-C complexes, respectively (28–30). Al-
though CtIP plays an important role in the resection of DSB to
promote homologous recombination, BRIP1 and ABRAXAS have
been implicated in ionizing radiation (IR)-induced checkpoint
function (31–35). We hypothesized that ABRAXAS and/or BRIP1
proteins might contribute to cell cycle arrest in cisplatin-treated
FA cells.

We previously reported that Fancc� Brip1�/� double mutant
cells are more sensitive to ICL damage than either Brip1�/� or
Fancc� single mutants (14). Accordingly, we found that treatment
of Fancc� Brip1�/� cells with cisplatin caused an even more pro-

found decrease in mitotic index than observed in Fancc� mutant
cells. We concluded that the G2 checkpoint was functioning nor-
mally in these cells (Fig. 3A). In contrast, Fancc� Abra1�/� mu-
tant cells were much less sensitive to cisplatin-induced damage
than Fancc� cells (Fig. 3B). Moreover, neither Abra1�/� nor
Fancc� Abra1�/� mutant cell lines exhibited prolonged accumu-
lation in G2 phase after exposure to 1 �M cisplatin (Fig. 3C).
Consistent with this, we measured little decrease in mitotic index
in Abra1�/� or Fancc� Abra1�/� cells treated with cisplatin (Fig.
3D). This again indicated a failure to arrest in G2 despite elevated
levels of unrepaired DNA breaks (Fig. 3E). Reintroduction of
ABRAXAS into Fancc� Abra1�/� cells restored cisplatin-induced
decrease in mitotic index in these cells, indicating a functional cell

FIG 2 Fancc� mutant cells, but not Brca1�/� or Fancc� Brca1�/� cells, arrest with 4C DNA content and undergo apoptotic cell death after treatment with
cisplatin. (A and B) Wild-type and mutant cells were damaged by 1 �M cisplatin, pulse-labeled with BrdU, and harvested at the times indicated. Cells were
analyzed for BrdU incorporation and propidium iodide staining by FACS to determine the DNA content. The percentages of cells with near 4C DNA content and
therefore in G2/M phase (green boxes) of the cell cycle are shown at different times after DNA damage treatment. (C) Fancc� mutant cells, but not Brca1�/� or
Fancc� Brca1�/� cells, arrest prior to entering mitosis after treatment with cisplatin. The mitotic index of cells treated with 1 �M cisplatin is shown. Nocodazole
was added 15 h after damage treatment to trap cells entering mitosis. Mitotic cells were quantified 24 h after treatment by staining for pSer-H3 and measured by
FACS. The mitotic index is calculated as the ratio of treated to untreated cells staining positive for pSer-H3. (D) Loss of BRCA1 function reduces apoptotic cell
death in Fancc� mutant cells. The percentage of cells that stained for annexin V, 22 h after treatment 1 �M cisplatin, was used as a measurement of apoptosis. The
data shown in panels A, C, and E show the means from three experiments; error bars indicate the standard deviations. See also Fig. S1 in the supplemental
material.
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cycle arrest. We concluded that, like defects in BRCA1/BARD1,
the loss of ABRAXAS function is linked to impaired cell cycle
arrest in Fancc� mutant cells treated with cisplatin. It is of partic-
ular note that, whereas BRCA1 mutant cells are impaired for ho-
mologous recombination, human and DT40 cells defective in
ABRAXAS are not HR defective (36). This indicates that the ICL-
induced checkpoint might be genetically separable from HR.

BRCA1 and ABRAXAS are required for the maintenance but
not the initiation of G2 arrest in FA cells. DNA damage-induced
checkpoints are established through the activity of the checkpoint
kinases ATM and ATR. Treatment with caffeine, which inhibits
the action of these kinases, has previously been shown to modulate
G2 accumulation in response to X-rays (37). Therefore, we exam-
ined the effect of inhibiting these kinases on ICL-induced G2 arrest
in Fancc� cells. We treated wild-type and mutant cells with 1 �M
cisplatin for 1 h in the presence or absence of caffeine to inhibit
ATM and ATR and measured clonogenic survival and the mitotic
index. We found that inclusion of caffeine markedly improved the

survival of Fancc� cells treated with 0.5 to 2 �M cisplatin (Fig. 4A
and B). Survival in caffeine-treated Fancc� cells was almost iden-
tical to that of Fancc� Bard1�/� mutant cells. The mitotic index of
these cells was also similar to the wild type, an observation consis-
tent with a progression into mitosis without delay (Fig. 4C). Im-
portantly, caffeine had little additional impact on either the sur-
vival or mitotic index in Fancc� Bard1�/� cells. We observed a
similar defect in cell cycle arrest upon treatment of Fancc� cells
with specific inhibitors of ATM and ATR, i.e., KU55933 and ETP
46464, respectively (see Fig. S4 in the supplemental material). We
infer that BRCA1/BARD1 probably functions in a pathway in-
volving ATM and ATR kinases to promote ICL-induced G2 arrest.

A key effector in the G2/M checkpoint is the CHK1 kinase.
CHK1 functions downstream of ATR in the checkpoint pathway
and is activated upon DNA damage by its phosphorylation on
serine 345. It has been proposed that BRCA1 is required to activate
CHK1 in response to IR-induced DNA damage (12).

We next investigated whether BRCA1 was also required for the

FIG 3 Loss of ABRAXAS but not BRIP1 abrogates G2/M arrest in FANCC-defective cells. (A) Mitotic index of mutant cells treated and not treated with 1 �M
cisplatin and stained for pSer-H. (B) Clonogenic survival curves for indicated DT40 mutant cells after treatment with different concentrations of cisplatin. Fancc�

Abra�/� mutants are less sensitive to treatment with low doses of cisplatin than Fancc� cells. (C) Fancc� cells, but not Abra1�/� or Fancc� Abra1�/� cells, arrest
in G2/M with near 4C DNA content after cisplatin treatment. DNA content was quantified by using FACS after incorporation of BrdU into cells and after staining
with propidium iodide. The percentage of cells with 4C content and therefore in G2/M phase are shown. (D) Mitotic index of cells treated or not treated with 5
�M cisplatin. The percentage of cells positive for pSer-H3 is shown. The experiments from panels C and D were performed at the same time as those depicted in
Fig. 2A and C. The wild-type control in the latter experiments can be used for comparison. (E) A comet assay of mutant cells (as indicated) shows the persistence
of DNA strand breaks 15 h after treatment with 1 �M cisplatin. Tail moments were calculated for �100 comets and are shown as a percentage in the total cell
population. The data shown in panels A to D are the means from three experiments; error bars indicate the standard deviations.
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activation of CHK1 in response to DNA cross-link damage, or
whether the kinetics of CHK1 activation was altered in these cells.
To do this, we isolated synchronous populations of different mu-
tant cells in G1 phase using centrifugal elutriation, treated them
with 1 �M cisplatin for 1 h and measured the activation of CHK1
over time by Western blotting using antibody against
pCHK1(ser345) (Fig. 5A). As expected, wild-type cells had ele-
vated levels of pCHK1(ser345) 12 h after cisplatin treatment,
which diminished by 15 h. In Fancc� cells, CHK1 was also acti-
vated but persisted at 18 h, reflecting their failure to repair DNA
damage. Interestingly, pCHK1(ser345) was also observed 12 h af-
ter cisplatin treatment in Brca1�/� and Fancc� Brca1�/� cells, but,
unlike Fancc� mutant cells, this was largely diminished after 18 h.
This suggested that initial activation of CHK1 through phosphor-
ylation of serine 345 was not defective in Brca1�/� and Fancc�

Brca1�/� cells, and it did not explain the failure of these mutant
cells to arrest in G2 phase. Instead, the progression of Brca1�/�

and Fancc� Brca1�/� cells into mitosis seemed to correlate with a
failure to maintain pCHK1(ser345).

To investigate the contribution of BRCA1 to the maintenance
of pCHK1(ser345), we used the auxin-inducible degron system,
generating BRCA1 protein that could be rapidly depleted upon
addition of the plant auxin indole-3-acetic acid (IAA) (38). We
fused BRCA1 to an auxin-inducible degron (BRCA1-DEG) and
introduced it as a transgene into Fancc� Brca1�/� mutant DT40

cells. We next confirmed that �90% BRCA1-DEG protein was
depleted in cells 15 min after addition of 500 �M IAA (Fig. 5B). To
measure the consequences of rapid BRCA1 depletion, we treated a
synchronized G1 culture of Fancc� Brca1�/� cells expressing the
BRCA1-DEG transgene with cisplatin for 1 h in the presence or
absence of IAA and monitored their progression through the cell
cycle as described previously (Fig. 5C). We confirmed that, in the
absence of IAA, Fancc� Brca1�/� expressing BRCA1-DEG be-
haved as Fancc� mutant cells, arresting in G2 phase 15 h after
cisplatin treatment (Fig. 5D and E). These cells also had elevated
levels of pCHK1(ser345) at 15 h, which persisted 22 h posttreat-
ment (Fig. 5F, lanes i, k, and n), confirming that the BRCA1-DEG
transgene was functional.

We then repeated the experiment, including 500 �M IAA in
the medium throughout, to deplete BRCA1-DEG. As expected,
depletion of BRCA1-DEG resulted in the failure of cells to accu-
mulate in G2 with no observed decrease in mitotic index, mirror-
ing the behavior of Fancc� Brca1�/� mutant cells (Fig. 5D, col-
umn e). Moreover, while the level of pCHK1(ser345) in these cells
was elevated 15 h after cisplatin treatment, it was significantly
diminished after 18 to 21 h (Fig. 5F, lanes j, l, and o), confirming
impaired cell cycle arrest in these cells. It was again of note that
constitutive depletion of BRCA1 throughout the experiment did
not impair the initial activation of CHK1 by phosphorylation of

FIG 4 Caffeine treatment improves survival in Fancc� DT40 mutant cells treated with cisplatin. (A and B) Clonogenic survival assays were performed for mutant
cells treated with different concentrations of cisplatin and in the presence or absence of 2 mM caffeine. The inclusion of 2 mM caffeine in the media improves
survival in Fancc� cells treated with different concentrations of cisplatin. (C) Mitotic index of cells treated and not treated with 5 �M cisplatin with or without
2 mM caffeine. The percentage of cells positive for pSer-H3 is shown. Caffeine improves cell cycle progression into mitosis in Fancc� cells. The data presented are
the mean of three experiments; error bars indicate one standard deviation. See also Fig. S4 in the supplemental material.
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serine 345, but the persistence of pCHK1(ser345) was affected at
later time points.

To determine whether loss of BRCA1 function is directly
linked to exit from cell cycle arrest in G2, we treated a G1 popula-
tion of Fancc� Brca1�/� cells expressing BRCA1-DEG with cispla-
tin for 1 h and incubated them for a further 22 h to permit the cells
sufficient time to arrest in G2 (Fig. 5E). During this incubation,
we added 500 �M IAA to different samples at different time
points—15, 18, and 21 h—in order to deplete BRCA1. The cells
were harvested at 22 h, and the mitotic index was determined.
We found that depletion of BRCA1 resulted in a clear time-
dependent increase in mitotic index, with most cells progress-
ing into mitosis within 6 h after BRCA1 depletion (Fig. 5D,
compare columns a to d). Moreover, G2 exit coincided with a
rapid and significant reduction in pCHK1(ser345) (Fig. 5F,
compare lanes l, m, and p). This contrasted sharply with the cell
cycle arrest and persistence of pCHK1(ser345) in cells express-
ing functional BRCA1.

We conclude that BRCA1, BARD1, and ABRAXAS help
maintain cell cycle arrest/delay in FA cells treated with cisplatin
and that this requirement persists many hours after the initial
exposure to DNA damage. This failure to arrest correlates with
improved survival of FA cells to low levels of DNA cross-link
damage.

DISCUSSION

BRCA1 has been implicated in the repair of interstrand DNA
cross-links by promoting homology-dependent repair of DNA
breaks in the FA pathway (4, 10). We present evidence that, in
DT40, BRCA1/BARD1 may play another important role, by help-
ing to maintain G2/M phase cell cycle arrest in FA cells with unre-
paired DNA damage.

We report that cell cycle arrest and subsequent apoptotic cell
death, which occurs in FA-defective DT40 cells after treatment
with DNA cross-linking agents, is lost in BRCA1-deficient cells.
Instead, cisplatin-treated FA cells lacking functional BRCA1 tran-
sit through G2 phase and mitosis with unrepaired DNA damage,
leading to an increase in overall viability.

Our initial observation that Brca1�/� DT40 cells are not very
sensitive to cisplatin-induced DNA damage is at variance with
studies in mammalian cancer cell lines. Nevertheless, we con-
firmed our observations using independently derived Brca1�/�

mutant cell lines (data not shown). It is possible that avian and
mammalian cells deal differently with DNA cross-link damage.
However, this is unlikely, because DT40 has previously provided

an excellent model for the FA pathway in vertebrates. Alterna-
tively, there might be differences in the DNA damage response
(DDR) between lymphocytes and epithelial cancer cells. Finally,
the discrepancy might reflect differences in genetic background of
these cell lines, which is known to have a profound influence on
sensitivity to DNA damage (as discussed above). Nevertheless,
despite the overlapping biological mechanisms of the FA and
BRCA1 pathways in DT40 and human cells, the clinical relevance
of these findings in cancer should be treated with caution.

That Fancc� Brca1�/� DT40 cells are defective for the repair of
DNA cross-link damage but are minimally sensitive to 1 �M cis-
platin treatment, is reconciled by our demonstration that defects
in BRCA1 impair cross-link-induced G2/M checkpoint activity.
We note that this is most apparent after relatively short exposure
(1 h) to moderate levels of cisplatin, where cell death occurs largely
through apoptosis as part of the DDR, rather than through cata-
strophic mitosis. The link between repair of DNA lesions and cell
cycle progression is critical to prevent the proliferation of cells
with unrepaired DNA damage. Our data indicate that BRCA1
plays a key role to promote DDR-mediated cell death in cells with
unrepaired cross-link damage. It is likely that the combination of
defective DSB repair and failure to promote death in BRCA1�/�

cells with unrepaired DNA damage accounts for the profound
increase in chromosomal aberrations observed in these cells (10).

The resolution of DNA cross-link damage is multifaceted, in-
volving interplay between several DNA repair pathways. Several
years ago, the Patel and La Volpe groups reported that suppression
of NHEJ in FA cells resulted in increased resistance to treatment
with DNA cross-linking agents. These researchers hypothesized
that the suppression of NHEJ promoted the accurate repair of
DNA breaks through HR, rather than abortive and toxic repair
that ensues when NHEJ is functional (12, 24, 25). Our data indi-
cate that the relationship between the FA pathway and BRCA1 is
different, with resistance to DNA cross-link damage promoted
through abrogation of DNA damage-induced checkpoint func-
tion, rather than interplay between potentially conflicting repair
pathways.

BRCA1 has previously been implicated in the G2/M checkpoint
in response to IR (11). A key effector in IR-induced cell cycle arrest
is the checkpoint kinase Chk1, which is activated through phos-
phorylation on serine residue 345. Yarden et al. reported that
BRCA1-defective HCC1937 cells fail to arrest in G2/M after treat-
ment with IR and that reexpression of BRCA1 in these cells re-
stored IR-induced G2 arrest with a concomitant increase in the
activation Chk1 (12). It was subsequently shown that BRCA1 con-

FIG 5 BRCA1 is required to maintain CHK1 activation in response to DNA damage. (A) CHK1 is activated through phosphorylation at serine 345 in response
to cisplatin-induced DNA damage in wild-type and mutant cell lines (as indicated). A G1 population of cells for each mutant cell line was collected by centrifugal
elutriation and treated with cisplatin for 1 h. The cells were incubated for the indicated times and analyzed for the presence of unmodified and phosphorylated
(activated) CHK1 by Western blotting. (B) BRCA1-tagged with an auxin-inducible degron sequence (BRCA1-DEG) was expressed as a transgene in Fancc�

Brca1�/� cells. Depletion of BRCA1-DEG with time after addition of 500 �M IAA was measured by Western blotting. Approximately 90% of the BRCA1-DEG
protein was depleted within 15 min. (C) Schematic diagram depicting the experiments described in panels D and F. A 1 �M concentration of cisplatin was added
to Fancc� Brca1�/� cells for 1 h at time zero, and the cells were grown for a further 22 h before harvesting them for analysis as described in panels D and F. BRCA1
was depleted in different samples of cells at 0, 15, 18, and 21 h by the addition of 500 �M IAA. (D) Depletion of BRCA1 correlates with impaired cell cycle arrest
and progression into mitosis. Fancc� Brca1�/� cells expressing a Brca1-DEG transgene arrest in G2, as indicated by a decrease in the mitotic index. Depletion of
BRCA1-DEG at 0, 15, 18, or 21 h after DNA damage results correlates with progression into mitosis as indicated by increased mitotic index. G1-synchronized
Fancc� Brca1�/� cells plus BRCA1-DEG cells were treated with cisplatin for 1 h and then incubated for 22 h in fresh media. Next, 500 �M IAA was added to
different samples. Cells were harvested after 22 h, and the mitotic index was determined (as described above). The data presented are the means from three
experiments; error bars indicate one standard deviation. (E) Cell cycle profile of cisplatin-treated cells in panel D after the addition of IAA. Cells were fixed and
stained with propidium iodide and analyzed by FACS to determine the DNA content. (F) Phosphorylation of CHK1 at Ser345 was determined in cell populations
treated as for panel D. Loss of pCHK1 correlates with progression of cells into mitosis as determined by mitotic index (described above).
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tributes directly to the phosphorylation of Chk1 by promoting its
association with claspin (12, 39). Together, these studies indicated
a role for BRCA1 in the initiation of onset of IR-induced check-
point signaling by promoting activation of Chk1.

This is clearly not the case in DT40 treated with DNA cross-
linking agents. Fancc� Brca1�/� and Brca1�/� mutant cells initi-
ate normal checkpoint signaling after cisplatin treatment with
concomitant increased levels of pCHK1(ser345). Instead, we
found that BRCA1 is required to prolong G2 arrest and that de-
pletion of BRCA1 coincides with rapid exit of cells from G2 and
entry into mitosis, with a significant reduction in pCHK1(ser345).
Therefore, BRCA1 is required to maintain checkpoint function
many hours after the initial exposure to DNA damage. It is cur-
rently not clear whether BRCA1 contributes directly to the main-
tenance of the pCHK1(ser345) signal or if the pCHK1(ser345)
diminishes as a consequence of entry into mitosis as the check-
point is relieved. Recently, Venkitaraman and coworkers identi-
fied a role for ubiquitin ligase function of BRCA1 in the activation
of Chk1 after treatment with topoisomerase poisons but not with
mitomycin C (40). Although our data indicate that BRCA1 might
be required to maintain Chk1 activation in response to DNA
cross-link damage, we have observed no dependence on the E3
function of BRCA1 (data not shown).

In cells treated with the replication inhibitor aphidicolin, Chk1
is required to maintain viable replication structures, and it is the
persistence of these structures, rather than Chk1 activation per se,
which maintains the checkpoint until replication is complete (41).
Our data are consistent with a similar model in the repair of DNA
cross-link damage, where stalled forks induced by DNA cross-
linking damage are stabilized and maintained by Chk1, pending
their repair by the FA pathway. Failure to repair these structures
eventually leads to their degeneration and subsequent loss of
checkpoint signal (41). In this model, defects in BRCA1 might
provide a link between preservation of stalled replication forks
and their ability to restart replication after DNA damage. Lack of
BRCA1 might lead to the premature degeneration of stalled rep-
lication structures, the loss of Chk1 signaling, and aberrant entry
into mitosis.

This is supported by work from Ceccaldi et al. (42), who de-
scribed a group of FA patients with attenuated phenotype. Cells
from attenuated FA patients exhibit characteristics very similar to
those reported here for Fancc� Brca1�/� DT40 mutants (42). Al-
though these patients had nearly normal blood counts, their pe-
ripheral blood lymphocytes failed to arrest in G2 phase after treat-
ment with mitomycin C. Their cells also exhibited numerous
chromosomal breaks. Although the levels of pChk1(ser345) were
not quantified in these patients, they did exhibit lower than nor-
mal levels of Chk1. Importantly, the defective G2 checkpoint
linked to cellular proliferation with increased genome stability
observed in patients’ cells directly mirrors our findings with FA-
defective DT40 cells lacking BRCA1. Ceccaldi et al. suggested that
the enhanced genome instability observed in attenuated FA pa-
tients might contribute to the subsequent development of leuke-
mia in these patients.

Recently, Bunting et al. showed that Brca1�ex11/�ex11 53bp1�/�

cells are proficient in homologous recombination but sensitive to
ICL damage. This indicated that, in addition to its function in HR,
BRCA1 has a role in cross-link repair (9). The authors suggest that
BRCA1 helps to promote the localization of FANCD2 to chroma-
tin at sites of DNA damage. However, it is not clear why failure to

efficiently recruit FANCD2 to sites of DNA damage would not also
impact on downstream homologous recombination events. Our
data provide another explanation by showing that BRCA1 is re-
quired to maintain G2 arrest in FA cells. This also explains the
reduced levels of FANCD2 nuclear foci observed in BRCA1-de-
fective cells exposed to ICL. Since the relocalization of FANCD2
occurs mainly in the S and G2 phases of the cell cycle, the escape of
BRCA1-defective cells from G2 phase and their progression into
mitosis would reduce in the proportion of cells exhibiting
FANCD2 foci.

BRCA1 interacts with several partner proteins in a cell cycle
dependent manner through its BRCT domains. Of these, we have
identified a role for ABRAXAS in checkpoint signaling in FA-
deficient cells. Like Fancc� Brca1�/� mutants, Fancc� Abra1�/�

cells exhibit increased cisplatin resistance and failure to maintain
pCHK1(ser345) levels in G2 compared to FANCC-defective cells.
On the other hand, defects in BRIP1 are not linked with these
phenotypes, indicating that components of the BRCA1-A com-
plex but not of the BRCA1-B complex contribute this G2 check-
point function. Future studies will be required to determine
whether BRCA1-A plays a direct or indirect role in the mainte-
nance of Chk1 activation. However, it is noteworthy that both
DT40 and human cells that are defective in ABRAXAS are profi-
cient in homologous recombination. Since Abra1�/� cells do not
maintain G2 arrest, we infer that its function in ICL-induced G2

arrest is genetically separable form homologous recombination.
Hence, our observations might provide an explanation for the
homologous recombination-independent function of BRCA1 re-
ported by Bunting et al. and explain how the loss of BRCA1 can
promote the proliferation and survival of FA cells harboring DNA
damage.

Together, our data uncover an important role for BRCA1 in
the FA pathway in DT40 by promoting the maintenance of DNA-
cross-link-induced G2 arrest many hours after exposure to DNA
damage. This function provides quality control for FA cells enter-
ing into mitosis and promotes apoptotic death in cells with per-
sistent unrepaired DNA damage. Moreover, it is clear that im-
paired DNA repair function coupled with loss of G2 checkpoint
function might have clinical implications for the treatment of at-
tenuated FA patients.

ACKNOWLEDGMENTS

This study was supported by funds from the Medical Research Council
(United Kingdom), Cancer Research UK, the Ninewells Cancer Cam-
paign, Worldwide Cancer Research, and the Science Foundation of Ire-
land.

We thank M. Kanemaki (National Institute of Genetics, Mishima,
Japan) for kindly providing the AID system and K. J. Patel for the FANCC
knockout constructs. We are grateful to Stephen Keyse (Dundee, Scot-
land) for advice in the preparation of the manuscript.

REFERENCES
1. Kim H, D’Andrea AD. 2012. Regulation of DNA cross-link repair by the

Fanconi anemia/BRCA pathway. Genes Dev 26:1393–1408. http://dx.doi
.org/10.1101/gad.195248.112.

2. Rosado IV, Langevin F, Crossan GP, Takata M, Patel KJ. 2011. Form-
aldehyde catabolism is essential in cells deficient for the Fanconi anemia
DNA-repair pathway. Nat Struct Mol Biol 18:1432–1434. http://dx.doi
.org/10.1038/nsmb.2173.

3. Langevin F, Crossan GP, Rosado IV, Arends MJ, Patel KJ. 2011. Fancd2
counteracts the toxic effects of naturally produced aldehydes in mice. Na-
ture 475:53–58. http://dx.doi.org/10.1038/nature10192.

Draga et al.

3838 mcb.asm.org November 2015 Volume 35 Number 22Molecular and Cellular Biology

http://dx.doi.org/10.1101/gad.195248.112
http://dx.doi.org/10.1101/gad.195248.112
http://dx.doi.org/10.1038/nsmb.2173
http://dx.doi.org/10.1038/nsmb.2173
http://dx.doi.org/10.1038/nature10192
http://mcb.asm.org


4. Garcia-Higuera I, Taniguchi T, Ganesan S, Meyn MS, Timmers C,
Hejna J, Grompe M, D’Andrea AD. 2001. Interaction of the Fanconi
anemia proteins and BRCA1 in a common pathway. Mol Cell 7:249 –262.
http://dx.doi.org/10.1016/S1097-2765(01)00173-3.

5. Smogorzewska A, Matsuoka S, Vinciguerra P, McDonald ER, III, Hu-
rov KE, Luo J, Ballif BA, Gygi SP, Hofmann K, D’Andrea AD, Elledge
SJ. 2007. Identification of the FANCI protein, a monoubiquitinated
FANCD2 paralog required for DNA repair. Cell 129:289 –301. http://dx
.doi.org/10.1016/j.cell.2007.03.009.

6. Sims AE, Spiteri E, Sims RJ, III, Arita AG, Lach FP, Landers T, Wurm
M, Freund M, Neveling K, Hanenberg H, Auerbach AD, Huang TT.
2007. FANCI is a second monoubiquitinated member of the Fanconi ane-
mia pathway. Nat Struct Mol Biol 14:564 –567. http://dx.doi.org/10.1038
/nsmb1252.

7. Knipscheer P, Raschle M, Smogorzewska A, Enoiu M, Ho TV, Scharer
OD, Elledge SJ, Walter JC. 2009. The Fanconi anemia pathway promotes
replication-dependent DNA interstrand cross-link repair. Science 326:
1698 –1701. http://dx.doi.org/10.1126/science.1182372.

8. Raschle M, Knipscheer P, Enoiu M, Angelov T, Sun J, Griffith JD,
Ellenberger TE, Scharer OD, Walter JC. 2008. Mechanism of replica-
tion-coupled DNA interstrand crosslink repair. Cell 134:969 –980. http:
//dx.doi.org/10.1016/j.cell.2008.08.030.

9. Bunting SF, Callen E, Kozak ML, Kim JM, Wong N, Lopez-Contreras
AJ, Ludwig T, Baer R, Faryabi RB, Malhowski A, Chen HT, Fernandez-
Capetillo O, D’Andrea A, Nussenzweig A. 2012. BRCA1 functions inde-
pendently of homologous recombination in DNA interstrand crosslink
repair. Mol Cell 46:125–135. http://dx.doi.org/10.1016/j.molcel.2012.02
.015.

10. Vandenberg CJ, Gergely F, Ong CY, Pace P, Mallery DL, Hiom K, Patel
KJ. 2003. BRCA1-independent ubiquitination of FANCD2. Mol Cell 12:
247–254. http://dx.doi.org/10.1016/S1097-2765(03)00281-8.

11. Xu B, Kim S, Kastan MB. 2001. Involvement of Brca1 in S-phase and
G2-phase checkpoints after ionizing irradiation. Mol Cell Biol 21:3445–
3450. http://dx.doi.org/10.1128/MCB.21.10.3445-3450.2001.

12. Yarden RI, Pardo-Reoyo S, Sgagias M, Cowan KH, Brody LC. 2002.
BRCA1 regulates the G2/M checkpoint by activating Chk1 kinase upon
DNA damage. Nat Genet 30:285–289. http://dx.doi.org/10.1038/ng837.

13. Xu X, Qiao W, Linke SP, Cao L, Li WM, Furth PA, Harris CC, Deng
CX. 2001. Genetic interactions between tumor suppressors Brca1 and p53
in apoptosis, cell cycle, and tumorigenesis. Nat Genet 28:266 –271. http:
//dx.doi.org/10.1038/90108.

14. Bridge WL, Vandenberg CJ, Franklin RJ, Hiom K. 2005. The BRIP1
helicase functions independently of BRCA1 in the Fanconi anemia path-
way for DNA crosslink repair. Nat Genet 37:953–957. http://dx.doi.org/10
.1038/ng1627.

15. Niedzwiedz W, Mosedale G, Johnson M, Ong CY, Pace P, Patel KJ.
2004. The Fanconi anaemia gene FANCC promotes homologous recom-
bination and error-prone DNA repair. Mol Cell 15:607– 620. http://dx.doi
.org/10.1016/j.molcel.2004.08.009.

16. Bhattacharyya A, Ear US, Koller BH, Weichselbaum RR, Bishop DK.
2000. The breast cancer susceptibility gene BRCA1 is required for sub-
nuclear assembly of Rad51 and survival following treatment with the DNA
cross-linking agent cisplatin. J Biol Chem 275:23899 –23903. http://dx.doi
.org/10.1074/jbc.C000276200.

17. Silver DP, Richardson AL, Eklund AC, Wang ZC, Szallasi Z, Li Q, Juul
N, Leong CO, Calogrias D, Buraimoh A, Fatima A, Gelman RS, Ryan
PD, Tung NM, De Nicolo A, Ganesan S, Miron A, Colin C, Sgroi DC,
Ellisen LW, Winer EP, Garber JE. 2010. Efficacy of neoadjuvant cisplatin
in triple-negative breast cancer. J Clin Oncol 28:1145–1153. http://dx.doi
.org/10.1200/JCO.2009.22.4725.

18. Hill SJ, Clark AP, Silver DP, Livingston DM. 2014. BRCA1 pathway
function in basal-like breast cancer cells. Mol Cell Biol 34:3828 –3842.
http://dx.doi.org/10.1128/MCB.01646-13.

19. Patel KJ, Yu VP, Lee H, Corcoran A, Thistlethwaite FC, Evans MJ,
Colledge WH, Friedman LS, Ponder BA, Venkitaraman AR. 1998.
Involvement of Brca2 in DNA repair. Mol Cell 1:347–357. http://dx.doi
.org/10.1016/S1097-2765(00)80035-0.

20. Yun MH, Hiom K. 2009. CtIP-BRCA1 modulates the choice of DNA
double-strand-break repair pathway throughout the cell cycle. Nature
459:460 – 463. http://dx.doi.org/10.1038/nature07955.

21. Bouwman P, Aly A, Escandell JM, Pieterse M, Bartkova J, van der
Gulden H, Hiddingh S, Thanasoula M, Kulkarni A, Yang Q, Haffty BG,
Tommiska J, Blomqvist C, Drapkin R, Adams DJ, Nevanlinna H,

Bartek J, Tarsounas M, Ganesan S, Jonkers J. 2010. 53BP1 loss rescues
BRCA1 deficiency and is associated with triple-negative and BRCA-
mutated breast cancers. Nat Struct Mol Biol 17:688 – 695. http://dx.doi
.org/10.1038/nsmb.1831.

22. Bunting SF, Callen E, Wong N, Chen HT, Polato F, Gunn A, Bothmer
A, Feldhahn N, Fernandez-Capetillo O, Cao L, Xu X, Deng CX, Finkel
T, Nussenzweig M, Stark JM, Nussenzweig A. 2010. 53BP1 inhibits
homologous recombination in Brca1-deficient cells by blocking resection
of DNA breaks. Cell 141:243–254. http://dx.doi.org/10.1016/j.cell.2010.03
.012.

23. Wu LC, Wang ZW, Tsan JT, Spillman MA, Phung A, Xu XL, Yang MC,
Hwang LY, Bowcock AM, Baer R. 1996. Identification of a RING protein
that can interact in vivo with the BRCA1 gene product. Nat Genet 14:430 –
440. http://dx.doi.org/10.1038/ng1296-430.

24. Pace P, Mosedale G, Hodskinson MR, Rosado IV, Sivasubramaniam M,
and Patel KJ. 2010. Ku70 corrupts DNA repair in the absence of the
Fanconi anemia pathway. Science 329:219 –223. http://dx.doi.org/10
.1126/science.1192277.

25. Adamo A, Collis SJ, Adelman CA, Silva N, Horejsi Z, Ward JD,
Martinez-Perez E, Boulton SJ, La Volpe A. 2010. Preventing nonhomol-
ogous end joining suppresses DNA repair defects of Fanconi anemia. Mol
Cell 39:25–35. http://dx.doi.org/10.1016/j.molcel.2010.06.026.

26. Seyschab H, Friedl R, Sun Y, Schindler D, Hoehn H, Hentze S, Schr-
oeder-Kurth T. 1995. Comparative evaluation of diepoxybutane sensitiv-
ity and cell cycle blockage in the diagnosis of Fanconi anemia. Blood 85:
2233–2237.

27. Seyschab H, Sun Y, Friedl R, Schindler D, Hoehn H. 1993. G2 phase cell
cycle disturbance as a manifestation of genetic cell damage. Hum Genet
92:61– 68. http://dx.doi.org/10.1007/BF00216146.

28. Cantor SB, Bell DW, Ganesan S, Kass EM, Drapkin R, Grossman S,
Wahrer DC, Sgroi DC, Lane WS, Haber DA, Livingston DM. 2001.
BACH1, a novel helicase-like protein, interacts directly with BRCA1 and
contributes to its DNA repair function. Cell 105:149 –160. http://dx.doi
.org/10.1016/S0092-8674(01)00304-X.

29. Yu X, Chini CC, He M, Mer G, Chen J. 2003. The BRCT domain is a
phospho-protein binding domain. Science 302:639 – 642. http://dx.doi
.org/10.1126/science.1088753.

30. Manke IA, Lowery DM, Nguyen A, Yaffe MB. 2003. BRCT repeats as
phosphopeptide-binding modules involved in protein targeting. Science
302:636 – 639. http://dx.doi.org/10.1126/science.1088877.

31. Eid W, Steger M, El-Shemerly M, Ferretti LP, Pena-Diaz J, Konig C,
Valtorta E, Sartori AA, Ferrari S. 2010. DNA end resection by CtIP and
exonuclease 1 prevents genomic instability. EMBO Rep 11:962–968. http:
//dx.doi.org/10.1038/embor.2010.157.

32. Sartori AA, Lukas C, Coates J, Mistrik M, Fu S, Bartek J, Baer R, Lukas
J, Jackson SP. 2007. Human CtIP promotes DNA end resection. Nature
450:509 –514. http://dx.doi.org/10.1038/nature06337.

33. Wang B, Matsuoka S, Ballif BA, Zhang D, Smogorzewska A, Gygi SP,
Elledge SJ. 2007. Abraxas and RAP80 form a BRCA1 protein complex
required for the DNA damage response. Science 316:1194 –1198. http://dx
.doi.org/10.1126/science.1139476.

34. Liu Z, Wu J, Yu X. 2007. CCDC98 targets BRCA1 to DNA damage sites.
Nat Struct Mol Biol 14:716 –720. http://dx.doi.org/10.1038/nsmb1279.

35. Kim H, Huang J, Chen J. 2007. CCDC98 is a BRCA1-BRCT domain-
binding protein involved in the DNA damage response. Nat Struct Mol
Biol 14:710 –715. http://dx.doi.org/10.1038/nsmb1277.

36. Coleman KA, Greenberg RA. 2011. The BRCA1-RAP80 complex regu-
lates DNA repair mechanism utilization by restricting end resection. J Biol
Chem 286:13669 –13680. http://dx.doi.org/10.1074/jbc.M110.213728.

37. Seyschab H, Bretzel G, Friedl R, Schindler D, Sun Y, Hoehn H. 1994.
Modulation of the spontaneous G2 phase blockage in Fanconi anemia cells
by caffeine: differences from cells arrested by X-irradiation. Mutat Res
308:149 –157. http://dx.doi.org/10.1016/0027-5107(94)90150-3.

38. Nishimura K, Fukagawa T, Takisawa H, Kakimoto T, Kanemaki M.
2009. An auxin-based degron system for the rapid depletion of proteins in
nonplant cells. Nat Methods 6:917–922. http://dx.doi.org/10.1038/nmeth
.1401.

39. Lin SY, Li K, Stewart GS, Elledge SJ. 2004. Human claspin works with
BRCA1 to both positively and negatively regulate cell proliferation. Proc
Natl Acad Sci U S A 101:6484 – 6489. http://dx.doi.org/10.1073/pnas
.0401847101.

40. Sato K, Sundaramoorthy E, Rajendra E, Hattori H, Jeyasekharan AD,
Ayoub N, Schiess R, Aebersold R, Nishikawa H, Sedukhina AS, Wada H,

BRCA1-Dependent G2 Arrest in DNA Cross-Link Repair

November 2015 Volume 35 Number 22 mcb.asm.org 3839Molecular and Cellular Biology

http://dx.doi.org/10.1016/S1097-2765(01)00173-3
http://dx.doi.org/10.1016/j.cell.2007.03.009
http://dx.doi.org/10.1016/j.cell.2007.03.009
http://dx.doi.org/10.1038/nsmb1252
http://dx.doi.org/10.1038/nsmb1252
http://dx.doi.org/10.1126/science.1182372
http://dx.doi.org/10.1016/j.cell.2008.08.030
http://dx.doi.org/10.1016/j.cell.2008.08.030
http://dx.doi.org/10.1016/j.molcel.2012.02.015
http://dx.doi.org/10.1016/j.molcel.2012.02.015
http://dx.doi.org/10.1016/S1097-2765(03)00281-8
http://dx.doi.org/10.1128/MCB.21.10.3445-3450.2001
http://dx.doi.org/10.1038/ng837
http://dx.doi.org/10.1038/90108
http://dx.doi.org/10.1038/90108
http://dx.doi.org/10.1038/ng1627
http://dx.doi.org/10.1038/ng1627
http://dx.doi.org/10.1016/j.molcel.2004.08.009
http://dx.doi.org/10.1016/j.molcel.2004.08.009
http://dx.doi.org/10.1074/jbc.C000276200
http://dx.doi.org/10.1074/jbc.C000276200
http://dx.doi.org/10.1200/JCO.2009.22.4725
http://dx.doi.org/10.1200/JCO.2009.22.4725
http://dx.doi.org/10.1128/MCB.01646-13
http://dx.doi.org/10.1016/S1097-2765(00)80035-0
http://dx.doi.org/10.1016/S1097-2765(00)80035-0
http://dx.doi.org/10.1038/nature07955
http://dx.doi.org/10.1038/nsmb.1831
http://dx.doi.org/10.1038/nsmb.1831
http://dx.doi.org/10.1016/j.cell.2010.03.012
http://dx.doi.org/10.1016/j.cell.2010.03.012
http://dx.doi.org/10.1038/ng1296-430
http://dx.doi.org/10.1126/science.1192277
http://dx.doi.org/10.1126/science.1192277
http://dx.doi.org/10.1016/j.molcel.2010.06.026
http://dx.doi.org/10.1007/BF00216146
http://dx.doi.org/10.1016/S0092-8674(01)00304-X
http://dx.doi.org/10.1016/S0092-8674(01)00304-X
http://dx.doi.org/10.1126/science.1088753
http://dx.doi.org/10.1126/science.1088753
http://dx.doi.org/10.1126/science.1088877
http://dx.doi.org/10.1038/embor.2010.157
http://dx.doi.org/10.1038/embor.2010.157
http://dx.doi.org/10.1038/nature06337
http://dx.doi.org/10.1126/science.1139476
http://dx.doi.org/10.1126/science.1139476
http://dx.doi.org/10.1038/nsmb1279
http://dx.doi.org/10.1038/nsmb1277
http://dx.doi.org/10.1074/jbc.M110.213728
http://dx.doi.org/10.1016/0027-5107(94)90150-3
http://dx.doi.org/10.1038/nmeth.1401
http://dx.doi.org/10.1038/nmeth.1401
http://dx.doi.org/10.1073/pnas.0401847101
http://dx.doi.org/10.1073/pnas.0401847101
http://mcb.asm.org


Ohta T, Venkitaraman AR. 2012. A DNA-damage selective role for BRCA1
E3 ligase in claspin ubiquitylation, CHK1 activation, and DNA repair. Curr
Biol 22:1659–1666. http://dx.doi.org/10.1016/j.cub.2012.07.034.

41. Zachos G, Rainey MD, Gillespie DA. 2005. Chk1-dependent S-M check-
point delay in vertebrate cells is linked to maintenance of viable replication
structures. Mol Cell Biol 25:563–574. http://dx.doi.org/10.1128/MCB.25
.2.563-574.2005.

42. Ceccaldi R, Briot D, Larghero J, Vasquez N, Dubois d’Enghien C,
Chamousset D, Noguera ME, Waisfisz Q, Hermine O, Pondarre C,
Leblanc T, Gluckman E, Joenje H, Stoppa-Lyonnet D, Socie G,
Soulier J. 2011. Spontaneous abrogation of the G(2)DNA damage
checkpoint has clinical benefits but promotes leukemogenesis in Fan-
coni anemia patients. J Clin Invest 121:184 –194. http://dx.doi.org/10
.1172/JCI43836.

Draga et al.

3840 mcb.asm.org November 2015 Volume 35 Number 22Molecular and Cellular Biology

http://dx.doi.org/10.1016/j.cub.2012.07.034
http://dx.doi.org/10.1128/MCB.25.2.563-574.2005
http://dx.doi.org/10.1128/MCB.25.2.563-574.2005
http://dx.doi.org/10.1172/JCI43836
http://dx.doi.org/10.1172/JCI43836
http://mcb.asm.org

	BRCA1 Is Required for Maintenance of Phospho-Chk1 and G2/M Arrest during DNA Cross-Link Repair in DT40 Cells
	MATERIALS AND METHODS
	Cell culture.
	Antibodies.
	Clonogenic survival assay.
	Cell cycle analysis.
	Mitotic index.
	Comet assay.
	Elutriation.
	MTS assay.
	Chromosome break analysis.

	RESULTS
	The lethal effect of ICL damage in Fancc− cells is ameliorated by defects in BRCA1/BARD1.
	Defects in BRCA1/BARD1 abrogate ICL-induced cell cycle arrest in Fancc− cells.
	Defects in ABRAXAS but not BRIP1 abrogate accumulation of cells in G2.
	BRCA1 and ABRAXAS are required for the maintenance but not the initiation of G2 arrest in FA cells.

	DISCUSSION
	ACKNOWLEDGMENTS
	REFERENCES


