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Abstract: Background: Type 2 diabetes (T2D) is a low-grade inflammatory condition with abnormal-
ities in the immune response mediated by T lymphocytes and macrophages. Drug repositioning
for immunomodulatory molecules is an attractive proposal for treating T2D. Nitazoxanide (NTZ)
is a broad-spectrum drug with promising immunomodulatory effects. Thus, we investigated the
immunomodulatory effect of NTZ on peripheral blood mononuclear cells (PBMCs) from patients
with T2D. Methods: Fifty patients with T2D were selected, and the proliferative response of T lym-
phocytes and the M1/M2 ratio of macrophages post cell culture were evaluated by flow cytometry, as
well as measuring the concentration of cytokines by ELISA and the relative expression of microRNAs
(miRNAs) related to the immune response by real-time PCR. Results: NTZ exerts an inhibitory effect
on the cell proliferation of T lymphocytes stimulated with anti-CD3 and anti-CD28 antibodies without
modifying cell viability, and significant decreases in the supernatant concentrations of interleukin
(IL)-1β, IL-2, IL-6, IL-10, and IL-12. Furthermore, NTZ negatively regulates the relative expression
of miR-155-5p without changes in miR-146a-5p. The M1/M2 ratio of monocytes/macrophages
decreased the M1 and increased the M2 subpopulation by NTZ. Conclusions: Our results suggest
that NTZ exerts immunomodulatory effects on PBMCs from T2D patients, and shows potential
alternative therapeutic benefits.
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1. Introduction

Type 2 diabetes (T2D) is a chronic degenerative inflammatory disorder characterized
by insulin dysfunction and chronic hyperglycemia [1]. In 2019, the International Diabetes
Federation (IDF) reported 463 million people with diabetes worldwide, with a prevalence
of more than 9%, 1 in 2 cases of which had not yet been diagnosed, and it is projected that
there will be 700 million cases in 2045. T2D represents 90% of all the cases of diabetes,
and its inadequate control leads to cardiovascular disease, kidney failure, neuropathy, and
lower limb amputation, resulting in frequent hospitalizations and premature death [2].
Although there are many pharmacological strategies for treating T2D, new therapies are
still needed. Chronic systemic inflammation is recognized as a causative factor of the
pathogenesis in T2D [3,4], producing abnormalities in the immune response [5], such as
proliferation and activation of T lymphocytes and macrophages; functional deterioration
of B lymphocytes and natural killer cells; and decreased chemotaxis, phagocytosis, and
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opsonization [6]. The activation of T cells plays a role in promoting and maintaining
inflammatory processes [7]. Chronic hyperglycemia has been reported to deregulate the
function of T cells [8], resulting in a significant loss to the natural regulatory mechanism
mediated by T regulatory cells (Treg) in T2D, which further exacerbates the activation and
inflammation for T cells [9]. Furthermore, an increase in proinflammatory cytokines is
associated with poor glycemic control and disease complications [10]. It is widely accepted
that macrophage activation is affected by T cells [11]. Patients with T2D have been reported
to have a significant increase in M1 proinflammatory macrophages and a decrease in M2
anti-inflammatory macrophages [12,13]. M1 macrophages induce an inflammatory and
insulin resistance state through the inhibition of insulin signaling, indirectly produced by
TNF-α, IL-6, and IL-1β [14,15], while M2 macrophages protect against insulin resistance
by an IL-10-dependent mechanism [16]. The cytokines secreted by immune cells are
dominant regulators of pathological inflammation in T2D; therefore, macrophage signaling
also affects polarization of the adaptive immune system to maintain a chronic T cell
response [17]. Recently, miRNAs have been recognized as key regulators of the immune
response, i.e., more than 100 different miRNAs are expressed by the cells of the immune
system [18], which together influence the pathways that control cell development and
function for innate and adaptive immune responses, which regulate cellular responses
by targeting multiple components of a biological pathway [19,20]. The miR-155-5p and
miR-146a-5p are transcriptionally regulated by NF-κB and have multiple functions. The
expression of miR-155-5p has been shown to be essential for the development and function
of T cells and macrophages, enhancing the inflammatory response, while miR-146a-5p
functions as an anti-inflammatory regulator in various types of immune cells, suppressing
the inflammatory process. These miRNAs both form a unique regulatory network to ensure
precise inflammatory responses by regulating the activity of NF-κB, essential to control
cell growth, proliferation, and differentiation, as well as the cytokine synthesis, whereas
its dysregulation leads to the development of chronic inflammation in T2D [21,22]. Due
to high failure rates, elevated costs, and the slowness in discovering and developing new
drugs, the repositioning of existing drugs is an attractive proposal that involves the use of
risk-free compounds, with lower overall development costs and shorter delivery timelines
for the treatment of various types of diseases [23]. Nitazoxanide (NTZ) is a thiazolide-
type drug synthesized by amidation from acetylsalicylic chloride acid and 2-amino-5-
nitrothiazole with a broad spectrum of anti-infective effects that notably modulate the
survival, growth, and proliferation of a variety of extracellular and intracellular protozoa,
helminths, anaerobic, and microaerophilic bacteria, as well as viruses [24–26]. NTZ is
rapidly hydrolyzed by esterases present in plasma to an active metabolite, i.e., tizoxanide
via deacetylation. Tizoxanide is a very polar molecule with low cell permeability, which
is the reason why NTZ is administered as its prodrug [27]. Moreover, a few studies
have reported that NTZ has prominent immunomodulatory functions, exerting inhibitory
effects in the production of IL-6 by RAW264.7 cells and lipopolysaccharide-stimulated
peritoneal macrophages, indicating its regulatory role at the transcriptional level [28].
Previously, NTZ was proposed as an agonist of PPAR-γ receptors [29], as well as a cytokine
inhibitor, emphasizing its potential role against the “cytokine storm” in COVID-19 [30].
Therefore, new approaches must be developed for the treatment of T2D that investigate
alternative mechanisms for regulating important immune functions. NTZ is an interesting
drug candidate for the treatment of meta-inflammation that characterizes T2D. Thus, the
objective of this study was to evaluate the immunomodulatory effects of NTZ in cultured
PBMCs from patients with T2D without complications, when stimulated with anti-CD3
and anti-CD28 antibodies.

2. Materials and Methods
2.1. Nitazoxanide Isolation from Commercial Tablets

Tablets containing 500 mg of NTZ were used. The covers were removed, and the
tablet cores were gently disintegrated and reduced to powder using a mortar. NTZ was



Biomolecules 2021, 11, 1817 3 of 16

isolated from excipients using a heterogeneous extraction with acetone and filtration at
room temperature, and NTZ was isolated from the mother liquor by evaporation, with a
yield of 72%. The purity of the isolated NTZ was confirmed by melting point comparison of
spectroscopic, spectrometric, and elemental analysis data. The melting point of the sample
obtained experimentally was 202 ◦C, which correlated with that reported in the literature
(202 ◦C) [31,32]. In addition, the nuclear magnetic resonance analysis of the isolated sample
provided the following data: 1H NMR (400 MHz, DMSO-d6) d 2.18 (s, 3H, CH3); 7.27 (dd,
1H, H-3′); 7.60 (td, 1H, H-4′); 7.28–7.30 (m, 1H, H-5′); 8.16 (dd, 1H, H-6′); 8.74 (s, 1H,
H-4); 10.81 (s, 1H, N-H). 13C NMR (100 MHz, DMSO-d6) d 20.9 (CH3), 117.8 (C-3′), 125.4
(C-5′), 131.4 (C-4′), 132.1 (C-6′), 132.9 (C-1′), 139.4 (C-5), 149.9 (C-2′), 153.2 (C-4), 162.3 (C-2),
163.2 (NHC=O), and 170.5 (OC=O) ppm. MS (FAB+): m/z 308 (M+H)+. The data collections
matched with those reported in the literature [33]. The elemental analysis confirmed ≥95%
sample purity (±0.3% of the calculated value): Anal. Calcd. for C12H9N3O5S: C, 43.90; H,
2.95; N, 13.67; S, 10.44. Found: C, 46.71; H, 2.94; N, 13.71; S, 10.39 [34].

2.2. Study Population

The sample size was obtained through a statistical adjustment, considering the design
of the study. The calculations were carried out by means of statistical adjustments when
determining variables and parameters previously evaluated by other research groups [35];
similar studies have used a sample size similar to that used in this study [36,37]. Fifty
consecutive, randomized, and willing-to-participate patients with a clinical diagnosis of
T2D without complications were invited to attend an external medical consultation at
the Instituto Nacional de Cardiología “Ignacio Chávez” in Mexico City. Patients with a
diagnosis of T2D equal to or less than ten years, with pharmacological treatment, and
without complications were included in our study. Patients with infectious diseases,
cancer, hemoglobinopathies, or advanced chronic complications were excluded. Sociode-
mographic, lifestyle, physical activity, and nutritional data were obtained using a question-
naire at the time of inclusion. The protocol was approved by the research and bioethics
committees of the Instituto Nacional de Cardiología “Ignacio Chávez” (No. 20-1183). All
participants signed an informed consent to participate.

2.3. Isolation and Culture of Peripheral Blood Mononuclear Cells (PBMCs)

After 8–10 h of fasting, for all patients, 15 mL of peripheral blood was obtained by
venipuncture with EDTA collector tubes (Becton Dickinson, Franklin Lakes, NJ, USA). The
HbA1c percentage was determined using a Cobas C111 analyzer (Roche, Basel, Switzer-
land). The PBMCs were obtained by centrifugation in Ficoll (Sigma-Aldrich, St. Louis, MO,
USA) at 1500 rpm for 30 min. Phosphate-buffered saline (PBS) washes were performed,
and viability was evaluated using trypan blue (0.04%) (Sigma-Aldrich, St. Louis, MO,
USA). A total of 5 × 105 PBMCs/well were cultured in sterile 24-well culture plates (clear,
polystyrene, and flat bottom) (Corning, New York, NY, USA) with RPMI-1640 medium
supplemented with L-glutamine, 1% of penicillin/streptomycin, and β-mercaptoethanol
(Sigma-Aldrich, St. Louis, MO, USA) and 10% fetal bovine serum (Thermo Fisher Scientific,
Rockford, IL, USA).

2.4. Cell Proliferation Assays

For the cell proliferation assays, 5 × 105 PBMCs exposed to different treatments were
labeled with CPDF-670 fluorophore (Cell Proliferation Dye eFluor, Thermo Fisher Scientific,
Rockford, IL, USA), which was used to monitor individual cell divisions by binding to
any cellular protein containing primary amines; then, the dye was equally distributed
among daughter cells, measured as a successive halving of the fluorescence intensity of
the dye up to 6 generations [38]. Cells without monoclonal antibody stimulation and
without treatment with NTZ formed the control treatment; cells treated with 100 µM NTZ
formed the NTZ treatment; cells stimulated with 100 ng/mL of anti-CD3 (mouse IgG2a,
clone OKT3) (American Type Culture Collection, Manassas, VA, USA) and 500 ng/mL
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of anti-CD28 antibodies (mouse IgG1, clone CD28.2) (BioLegend, San Diego, CA, USA)
formed the Abs treatment; cells stimulated with anti-CD3 and anti-CD28 antibodies treated
with 100 µM NTZ formed the Abs + NTZ treatment.

The NTZ concentration was selected based on research by Seong Keung Hong et al. [28]
and our previous standardization of the methodology, in which we found similar effects
between NTZ 100 µM and higher concentrations. For the cell cultures, NTZ was dissolved
as a 100 mM stock solution in dimethyl sulfoxide (DMSO), and titrations were made by
1:10 dilutions with PBS until reaching a concentration of 100 uM. The final concentration of
DMSO in culture media was less than 0.1%. Once the PBMCs were cultured, the anti-CD3
and anti-CD28 antibodies used for the stimulation of T cells and NTZ 100 µM were added
simultaneously. In the case of the different controls used in the study, only the NTZ or
antibodies were added immediately after cultivating the PBMCs. Proliferation tests were
performed in all the applied treatments. To ensure the activation of T cells through the
stimulation system with anti-CD3 and anti-CD28 antibodies (4 days or more) [39,40], and
because miRNAs involved in an immune response are differentially expressed after T
cell stimulation (3–7 days) [41], we selected 120 h of cell culture at 37 ◦C and 5% carbon
dioxide (CO2) in a humid atmosphere. The samples were measured and quantified by flow
cytometry (FACS Aria, BD Biosciences, Franklin Lakes, NJ, USA) through the incorporation
of the fluorophore CPDF-670. The cell viability assay was performed by staining and
counting live or dead cells with trypan blue dye (0.04%) to evaluate the integrity of the
cell membrane.

2.5. Cytokine Levels in Supernatants of Cell Cultures

Supernatants of all treated cell cultures were collected and concentrations of IL-1β (900-
K95), IL-2 (900-K12), IL-4 (900-K14), IL-6 (900-K16), IL-10 (900-K21), and IL-12 (900-K96)
were determined by enzyme-linked immunosorbent assays (ELISAs) using commercial
kits (PeproTech, Inc., Cranbury, NJ, USA), following the manufacturer’s instructions.

2.6. RNA Isolation from PBMCs and miRNA Determination by RT-qPCR

The total RNA was extracted from PBMCs by the QIAzol method, following the
manufacturer’s protocol (QIAGEN, Hilden, Germany). The RNA concentration and purity
were evaluated using a Nanodrop 1000 (Thermo Fisher Scientific, Rockford, IL, USA).
The miR-155-5p and miR-146a-5p expressions were determined using an RT primer assay
and hydrolysis probes (Applied Biosystems, CA, USA). The miRNAs were determined
using a two-step RT-qPCR with an RT primer specific assay in combination with TaqMan
probes (Applied Biosystems, CA, USA). Each RT reaction used 2.5 µL (30 ng of RNA) from
the 14 µL eluted RNA using a TaqMan MicroRNA Reverse Transcription Kit (Applied
Biosystems, CA, USA). The miRNAs were detected and quantified using miRNA assays
for miR-155-5p (assay ID 463509_mat, Applied Biosystems, CA, USA), miR-146a-5p (assay
ID 001187, Applied Biosystems, CA, USA), and U6 as reference gene (assay ID 001973,
Applied Biosystems, CA, USA); 1.5 µL of RT reaction was amplified in 10 µL reactions.
PCR was performed using a LightCycler TM 480 II System (Roche Applied Science, Basel,
Switzerland) with a LightCycler 480 Probes Master kit (Roche Applied Science). The
miRNA relative concentrations were normalized with the Ct values of U6, and values were
calculated using the 2−∆∆Ct method.

2.7. Determination of M1 and M2 Monocyte/Macrophage Subpopulations by Flow Cytometry

For each patient, 1 × 105 of antibody-stimulated PBMCs (Abs), as well as those
stimulated cells treated with NTZ (Abs NTZ) were cultured under the same conditions.
After 120 h, cells were harvested and washed with supplemented PBS with 1% fetal
bovine serum (FBS) (Thermo Fisher Scientific, Rockford, IL, USA) and 0.1% sodium azide
(Sigma-Aldrich, St. Louis, MO, USA) and then stained with PE-Cy7 Mouse Anti-Human
CD-14 (#557742), FITC Mouse Anti-Human CD-16 (#555406), and PE Mouse Anti-Human
CD-163 (#556018) monoclonal antibodies (Becton Dickinson, Franklin Lakes, NJ, USA).
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The expression of CD-163 was used to determine the presence of M2 or M1 populations.
Unlabeled cells and isotype control antibodies were used as references (controls). Cell
subpopulations were quantified on an FACS Aria cytometer (BD Biosciences), using FACS
Diva software (BD Biosciences) and FlowJo 7.6.2 program (Three Star, Ashland, OR, USA).

2.8. Statistical Analysis

Data are expressed as median. Friedman’s test followed by a Tukey’s test were used
for multiple sample analysis. Correlations between variables were determined by Pearson’s
test. p < 0.05 was considered statistically significant. Statistical analyzes were performed
with the GraphPad Prism v7.0 (GraphPad Inc., La Jolla, CA, USA) and SPSS v15.0 software
(SPSS Inc., Chicago, IL, USA).

3. Results
3.1. Description of the Population

The study population consisted of 38 women (76%) and 12 men (24%), with a median
age of 53 years. According to the self-report questionnaire, the referred patients presented
with the following: hypertension (56%), heart disease (20%), alcohol consumption (less
than 21 standard drink units/week) (24%), frequent consumption of sugar and/or soft
drinks (1000 mL minimum weekly) (50%), smoking (12%), moderate physical activity (3 to
6 MET) (58%), balanced diet (consistent 2000 kcal/day intake) (56%), and metformin as an
antihyperglycemic treatment (84%).

At the blood sample collection, 45 (90%) patients (35 women and 10 men) were
overweight or obese (body mass index ≥ 25.0 kg/m2) and 43 (86%) patients (35 women
and 8 men) had an increased waist-to-hip ratio (>0.84 for women and >0.94 for men).
According to the percentage of HbA1c and the American Diabetes Association (ADA)
guidelines, 15 (30%) patients were controlled, and 35 (70%) patients were uncontrolled,
with an average of 5.49% and 10.15%, respectively.

3.2. NTZ Inhibits CD3- and CD28-Induced T Cell Proliferation

As shown in Figure 1, the percentage of cell proliferation of antibody-stimulated cells
treated with NTZ (Abs + NTZ) was three times lower as compared with the percentage
found in the antibody-stimulated cells (antibodies) (p < 0.0001) and was similar to the
control group.
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Figure 1. NTZ inhibits cell proliferation induced by anti-CD3 and anti-CD28 in PBMCs. Cell
proliferation was evaluated after 5 days using CPDF-670 in PBMCs with RPMI-1640 cell media
(Control), treated with NT Z100 µM (NTZ), stimulated with anti-CD3 and anti-CD28 antibodies
(Antibodies), and antibodies plus NTZ (Abs + NTZ). The scattered dot plot shows individual
measurements, and the bar represents the median. Friedman test for paired samples p < 0.05, Tukey’s
DHS post hoc, and exact p values for individual tests are shown.
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Furthermore, cell viability was similar in all the evaluated conditions: control 91%,
antibodies 95%, NTZ 87%, and Abs + NTZ 89%. Figure 2 shows the histograms of cell
proliferation obtained by flow cytometry.
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cultured in the absence of stimulus or treatments (A), CPDF-670 labeled PBMCs cultured without stimulus or treatments
(B), following CPDF-670 labeled PBMCs with treatment NTZ 100 µM (C), CPDF-670 labeled PBMCs and stimulated
with anti-CD3 and anti-CD28 (D), and CPDF-670 labeled PBMCs with CPDF-670 and PBMCs stimulated with antibodies
anti-CD3, anti-CD28 and treatment with NTZ 100 µM (E).

3.3. NTZ Lowers Proinflammatory Cytokines in PBMC Supernatants

As compared with the cytokine levels produced by cells without treatment (con-
trol), the cells treated with NTZ showed significant decreases in IL-1β (p = 0.0291), IL-2
(p = 0.0417), and IL-6 (p = 0.0320) concentrations, while cells stimulated with antibodies
showed significant increases in IL-2 (p = 0.0155), IL-6 (p = 0.0462), IL-10 (p = 0.0318),
and IL-12 (p = 0.0035) concentrations. However, those increments were inhibited when
antibody-stimulated cells were treated with NTZ (IL-2, p < 0.0001; IL-6, p < 0.0001; IL-10,
p < 0.0001; and IL-12, p = 0.0155), re-establishing the concentration levels to those similarly
detected in cells treated with only NTZ, demonstrating the inhibitory effects of NTZ on
the production of cytokines induced by antibodies in PBMCs. Interestingly, concentra-
tions of IL-4 were not altered by any treatment, while IL-1β concentration levels were
decreased with NTZ (p = 0.0291) and did not show changes when treated with antibodies
or Abs + NTZ (Figure 3).

3.4. NTZ Downregulates miR-155-5p Expression in PBMCs

PBMCs treated with NTZ showed lower relative levels of miR-155-5p than unstimu-
lated cells (control) (p < 0.0001). Conversely, PBMCs stimulated with antibodies showed
higher levels of miR-155-5p expression as compared with the untreated cells (control)
(p = 0.0032). Moreover, the downregulation of the relative expression of miR-155-5p was
found in cells treated with antibodies plus NTZ (Abs + NTZ) as compared with PBMCs
stimulated only with antibodies (p < 0.0001). The relative expression of miR-146a-5p did
not show any differences between all evaluated conditions (Figure 4).
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the cytokines were evaluated according to the type of treatment carried out on the PBMCs: cells
with RPMI-1640 cell medium (Control), treated with NTZ 100 µM (NTZ), stimulated with anti-CD3
and anti-CD28 antibodies (Antibodies), and antibodies plus NTZ (Abs + NTZ). The scattered dot
plot shows individual measurements, and the bar represents the median. Friedman’s test for paired
samples p < 0.05, Tukey’s DHS post hoc, and exact p values for individual tests are shown.
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Figure 4. NTZ regulates the expression of miR-155-5p without causing changes in the expression of
miR-146a-5p in PBMCs. Total RNA was extracted from PBMCs in culture cells by QIAzol method,
and miRNAs were determined using two-step RT-qPCR with RT-primer specific assay in combination
with TaqMan probes. The expression of miRNAs in PBMCs was performed by RT-qPCR using U6 as
reference, miRNAs’ relative concentrations were normalized with Ct values of U6, and values were
calculated using 2−∆∆Ct and 2−∆Ct formulas. The evaluations carried out were cells with RPMI-1640
cell medium (Control), treated with 100 µM NTZ, stimulated with anti-CD3 and anti-CD28 antibodies,
and Abs + NTZ. The scattered dot plot shows individual measurements, and the bar represents the
mean. Friedman’s test for paired samples p < 0.05, Tukey’s DHS post hoc, and exact p values for
individual tests are shown.

3.5. NTZ Lowers the M1/M2 Ratio in PBMCs Stimulated with Anti-CD3 and Anti-CD28

PBMCs stimulated with antibodies and treated with NTZ (Abs + NTZ) showed
lower proinflammatory M1 monocytes/macrophages than cells stimulated only with
antibodies (p = 0.005), in addition to a concomitant increase in those anti-inflammatory M2
monocytes/macrophages (p = 0.007), resulting in a significant decrease in the M1/M2 ratio
(Abs vs. Abs + NTZ, p < 0.001) (Figures 5 and 6).
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Figure 5. NTZ modifies the abundance M1 and M2 monocytes/macrophages. The quantification
of proinflammatory M1 macrophages (CD14+, CD16+, and CD163−) and anti-inflammatory M2
macrophages (CD14+, CD16+, and CD163+) was made after 5 days of cell culture according to the
type of treatment carried out on the PBMCs: cells stimulated with anti-CD3 and anti-CD28 antibodies
and Abs + NTZ. The scattered dot plot shows individual measurements, and the bar represents the
mean. Friedman’s test for paired samples p < 0.05, Tukey’s DHS post hoc, and exact p values for
individual tests are shown.
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Figure 6. Strategy for the determination of monocytes/macrophages M1 and M2 by flow cytometry. (A) FSC (A) vs. SSC
(A) plot: cells on forward scatter area/side scatter area plot. (B) FSC (A) vs. FSC (H): gating the cells that have an equal area
and height: doublet exclusion gate. (C) CD16 vs. CD14 plot: gating to select monocytes based on their markers: selection of
the CD14+ and CD16+ subpopulation gate. (D) CD16 vs. CD163 plot: gating to determine and quantify M1 (CD14+, CD16+,
CD163−) and M2 (CD14+, CD16+, CD163+) monocytes/macrophages. For (A–D), the color represents cell density: from high
density (red) to low density (blue). Sequence above: cells stimulated with anti-CD3 and anti-CD28 antibodies (Antibodies).
Sequence below: cells stimulated with anti-CD3 and anti-CD28 antibodies and treated with 100 µM NTZ (Abs + NTZ).

Regarding glycemic control, no significant changes were observed between controlled
and uncontrolled patients with respect to the variables evaluated in this research.

4. Discussion

In the current study, we found evidence for repurposing NTZ as an immunomodu-
latory drug because it has been shown to exert immunomodulatory effects in PBMCs of
patients with T2D which show high proinflammatory cytokines [42], as well as increase
circulating proinflammatory T lymphocytes and alterations in their proliferative capacity
as compared with healthy subjects [43]. Our main findings are that NTZ inhibited cell
proliferation induced by anti-CD3 and anti-CD28 antibodies, reduced the concentration
of proinflammatory cytokines in cell culture supernatants, negatively regulated the ex-
pression of miR-155-5p without causing changes in miR-146a-5p concentration levels, and
decreased the M1/M2 ratio of monocytes/macrophages (Figure 7). It is important to
mention that the selection of subjects for this study included consecutive, randomized, and
willing-to-participate patients. It has been reported that women have a greater concern
for their medical care, which led to significantly greater use of health services and visits
to clinics and primary care services for diagnosis as compared with men [44,45], which
would explain why considerably more women than men participated in the study.
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Figure 7. Nitazoxanide exerts immunomodulatory effects on peripheral blood mononuclear cells from type 2 diabetes
patients. Fifty consecutive, randomized, and willing-to-participle patients with a clinical diagnosis of T2D without
complications were selected [38]. Cells without monoclonal antibodies stimulation and without treatment with NTZ formed
the control treatment; cells treated with 100 µM NTZ formed the NTZ treatment; cells stimulated with anti-CD3/anti-CD28
antibodies formed the Antibodies treatment, cells stimulated with anti-CD3/anti-CD28 antibodies treated with 100 µM NTZ
formed the Abs + NTZ treatment. NTZ exerts an inhibitory effect on the cell proliferation of T cells stimulated with anti-CD3
and anti-CD28 antibodies without modifying cell viability and significant decreases in the supernatant concentrations
of cytokines IL-2, IL-6, IL-10, and IL-12. Furthermore, NTZ negatively regulates the relative expression of miR-155-5p
without changes in miR-146a-5p. The M1/M2 ratio of monocytes/macrophages decreased the M1 and increased the M2
subpopulation by NTZ.

Although treatment with NTZ did not induce cytotoxic effects on PBMCs, it induced
an inhibitory effect on cell proliferation. Cell viability and cell toxicity assays are both
important tools for evaluating cellular responses to experimental compounds of inter-
est [46,47]. Our results reinforce the findings described by Giacometti et al., who reported
the absence of cytotoxicity by using different concentrations (1.6, 6.5, and 26 mmol/L)
of NTZ (cytotoxicity from 8.9 to 11.2%) and NTZ together with antibiotics (cytotoxicity
from 6.5 to 8.4%) in A-549 cell cultures [48]. Another study focused on evaluating NTZ
cytotoxicity in cell lines of human glioblastoma (LN229, A172, and U87) and reported that
concentrations of 1–20 µg/mL resulted in cell viability greater than 90% [33]. Furthermore,
it has been described that exposure to NTZ (100 µM) in cultured HepG 2.2.15 cells did not
induce cytotoxicity [49], indicating that this immunomodulatory effect of NTZ could be
of clinical relevance. In our study, the immunomodulatory effect of NTZ was observed
with a significant decrease in IL-2 levels with or without the stimuli of antibodies. This was
expected because IL-2 is produced by activated T lymphocytes and is essential for growth,
proliferation, differentiation, and survival of T cells. IL-2 is also crucial for the production
of IL-6 for maintenance of the inflammatory process, inducing other cytokines synthesis
also involved in T lymphocytes proliferation, independently of the expression/secretion
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of the IL-2 gene [50]. Our findings also show that NTZ produced a significant decrease in
the level of IL-6 supernatants from cultured PBMCs, while the concentration of IL-6 was
re-established with antibodies.

IL-6 is a pleiotropic cytokine that is considered to be a biomarker of inflammation [51]
and a therapeutic target for the treatment of T2D [52]; thus, it is possible that IL-6 may
act in a similar way to IL-12, determining the differentiation of naive CD4 T cells toward
effector cells [53]. NTZ has also been shown to limit increased IL-12 production induced
with or without antibody stimulation. IL-6 deficiency has been reported to lead to IL-12
depletion, resulting in a reduction in the inflammatory response, necessary to provide
proliferation and survival signals to murine CD4 + T cells through the phosphatidylinositol
3-kinase/Akt signaling pathway [54], which could explain the effect of NTZ on both cy-
tokines [55]. In addition, IL-1β is required as a T-cell-stimulating molecule for its activation
and inflammation induction, although the mechanism has not yet been elucidated [56].
Our study found that NTZ reduced IL-1β secretion in cell-culture PBMCs. With respect
to anti-inflammatory cytokines, NTZ did not modify IL-4 levels, while it re-established
IL-10 baseline levels in the antibody-stimulated PBMCs. Thus, it suggested that NTZ was
not involved in Th2 polarization because NTZ did not modify IL-4 production by exposed
PBMCs, possibly due to its inhibitory effects on IL-6 synthesis, depressed by the effects
of NTZ. However, previous studies had demonstrated that IL-6 induced an upregulation
of IL-4 after short preincubations (5 min) of T cells stimulated with anti-CD3/anti-CD28,
whereas with longer preincubation periods with IL-6 (12 and 24 h), the effect on IL-4 pro-
duction gradually disappeared [57], without inducing alterations in IL-4 levels, reinforcing
the results obtained in this study.

It is worth mentioning that the IL-6 levels in the supernatant of antibody-stimulated
PBMCs correlated positively with BMI (r = 0.363, p = 0.001) and with the waist/hip ratio
(r = 0.252, p = 0.007). These results also support the notion that the secretion of IL-6 in
obesity is proportional to the expansion of fat mass [58]. The immunomodulatory effects
of NTZ on cytokine concentrations are relevant because individual cytokine modulators
are frequently used for severe inflammatory diseases, such as tocilizumab (IL-6 inhibitor)
in rheumatoid arthritis [59], daclizumab (IL-2 inhibitor) in multiple sclerosis [60], and
anakinra (IL-1 inhibitor) in other autoimmune diseases [61]. According to our findings,
NTZ could become a potential candidate for anti-inflammatory treatment.

T cells have important functions in an acquired immune response; miRNAs regulate
this immune response by targeting the miRNAs of genes involved in T cell development,
proliferation, differentiation, and function. The miRNA expression changes during T cell
activation highlight that their function can be constrained by a specific spatiotemporal
frame related to the signals that induce T-cell-based effector functions [41]. T cell activation
is dependent on TCR and co-stimulatory molecules (such as CD28). After that, T cells pro-
liferate vigorously, leading to clonal expansion; miR-155-5p and miR-146a-5p are involved
in the regulation of T cell proliferation. Our findings show that NTZ significantly decreased
the concentration of miR-155-5p expression in cultured PBMCs, while diminished at base-
line, increased levels resulted when cells were stimulated with antibodies, suggesting a
transcriptional activity of NTZ in the NF-κB response. It is well known that miR-155-5p and
miR-146a-5p are transcriptionally regulated by NF-κB [62] and coordinate inflammation,
resulting in a defined inflammatory response [21]. We also found that NTZ treatment did
not modify the expression of miR-146a-5p. Recently, studies have reported a significant
decrease in miR-146a-5p expression as well as an increase in miR-155-5p expression in
the blood serum of patients with T2D [63,64], causing loss in the suppressive effects of
the Treg cells as a consequence of STAT1 overexpression [65] without repression in the
expression of IRAK1 and TRAF6, which are adapter kinases of essential pathways such
as MyD88 [66] for the maintenance of inflammation. The results obtained in this study
confirm the overexpression of miR-155-5p in T2D and that NTZ could modulate the effects
of miR-155-5p in PBMCs by repressing inositol-polyphosphate 5-phosphatase1 (SHIP1)
or via the suppressor of cytokine signaling 1 (SOCS1), attenuating the activity of NF-κB
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and avoiding a proliferative state, which are crucial in the development of the immune
response [67] and in the synthesis of immune effector molecules, e.g., cytokines. However,
the molecular targets of NTZ related to the expression of miR-155-5p have not yet been
elucidated.

Several studies have provided compelling evidence that microRNAs play pivotal roles
in modulating macrophage activation, polarization, tissue infiltration, and resolution of
inflammation and form a complex network that exerts widespread regulation of inflam-
matory pathways by targeting multiple components of the TLR signaling pathway and
thus affects the profile of downstream-induced inflammatory cytokines [68]. The above-
mentioned studies have shown that an increase in the expression of miR-155-5p promoted
polarization toward M1 macrophages while that of miR-146a-5p induced polarization
toward M2 macrophages in murine and human by targeting various transcription factors
and adapter proteins involved in IRF/STAT pathways [69]. This is important because
treatments that act on miRNAs and that modulate macrophage polarization may have
therapeutic potential in the treatment of inflammatory diseases. For the determination of
M1 and M2 monocyte/macrophage subpopulations, CD163 can be used as a differential
marker, which is expressed on the cell surface of activated monocytes/macrophages, ex-
erting anti-inflammatory functions such as IL-10 production [70,71], and is cleaved from
its surface in response to inflammatory stimuli (M1 macrophages) [72], suggesting that it
could be used as a biomarker of meta-inflammation [73]. Interestingly, NTZ likely exerts
immunomodulatory effects by decreasing the M1 proinflammatory subpopulation and
increasing the M2 anti-inflammatory subpopulation of monocytes/macrophages, influenc-
ing, importantly, the M1/M2 ratio balance in favor of limiting the inflammatory process
developed in T2D. Related to this result, peripheral blood monocytes from obese patients
with T2D, as reported previously, were less susceptible to differentiating into an alternative
phenotype, therefore contributing to a dysregulated and persistent inflammatory condi-
tion [74]. Our study revealed that NTZ could regulate the differentiation and activity of
the M1 and M2 macrophages. The above is important because the development of M2
macrophages depends on the STAT-6 transcription factor [75], favoring glucose tolerance
and reducing meta-inflammation [76], possibly being a therapeutic target of NTZ, and
therefore more related studies are needed.

NTZ has been proposed to be an agonist of PPAR-γ receptors, with agonistic post-
transcriptional effects capable of improving the glycemic profile in T2D [29]. Previously,
Diana Kovács et al. (2013) used the unidimensional drug profile matching (oDPM) method to
find possible PPARγ agonists [77]. It is worth mentioning that it is also possible that additional
independent mechanisms of PPARs allow NTZ to exert its immunomodulatory effects.

In addition, the pharmacokinetics of NTZ reveal that its metabolite could reach a Cmax
of 1.9 mg/L (7.1 mM) [27,78]; therefore, the 0.1 mM concentration used in our experiment
could be easily reachable in the blood following drug administration, a result that is relevant
for the evaluation of its effect as an immunomodulatory agent in in vivo models.

5. Conclusions

NTZ is positioned as a new approach for the treatment of T2D by regulating im-
portant immune functions. Our findings reveal the potential immunomodulatory and
anti-inflammatory effects of NTZ by inhibiting cell proliferation, significantly reducing
the serum levels of proinflammatory cytokines, decreasing the expression of miR-155-5p,
and regulating the M1/M2 ratio balance in monocytes/macrophages. However, more
studies are needed to reveal additional immunomodulatory effects of NTZ as well as
its potential targets. These findings suggest alternative therapeutic benefits that could
contribute to the future repositioning of NTZ, given the importance of the necessity for an
immune-regulatory and adjuvant drug for treating T2D and other chronic and inflamma-
tory diseases.



Biomolecules 2021, 11, 1817 13 of 16

Author Contributions: Conceptualization, M.C.-S., G.B.-F. and G.N.-V.; methodology, M.C.-S.,
G.B.-F., C.M.-C., C.T.-J., S.G.-J., R.S.d.V. and F.S.-M.; software M.C.-S., C.M.-C. and A.H.-D.; val-
idation, M.C.-S., G.N.-V., F.S.-M., G.B.-F. and R.S.d.V.; formal analysis, M.C.-S., F.S.-M., C.M.-C. and
A.H.-D.; investigation, M.C.-S., G.B.-F., F.S.-M. and G.N.-V.; resources, G.B.-F., C.M.-C., S.G.-J., R.S.d.V.
and F.S.-M.; data curation, M.C.-S., G.B.-F., A.H.-D. and F.S.-M.; writing—original draft preparation,
M.C.-S., G.B.-F., R.S.d.V. and G.N.-V.; writing—review and editing, M.C.-S., G.B.-F., R.S.d.V., G.N.-V.,
A.H.-D. and F.S.-M.; visualization, M.C.-S., G.B.-F., R.S.d.V. and F.S.-M.; supervision, G.B.-F., R.S.d.V.
and F.S.-M.; project administration, G.B.-F. All authors have read and agreed to the published version
of the manuscript.

Funding: This research received financial support from a scholarship from the Consejo Nacional de
Ciencia y Tecnología (CONACYT 473485) was received by Mauricio Castillo-Salazar. The costs of
cell cultures were covered by Universidad Autónoma del Estado de Morelos. Finally, the costs of
RT-qPCR experiments were covered by the Instituto Nacional de Cardiología Ignacio Chávez.

Institutional Review Board Statement: The study was conducted according to the guidelines of
the Declaration of Helsinki and approved by the Ethics Committee of the Instituto Nacional de
Cardiología (Protocol No. 29-1183).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Acknowledgments: Castillo-Salazar M. received a Consejo Nacional de Ciencia y Tecnología. (CONA-
CyT, Mexico) scholarship (473485) to carry out Doctoral studies. The authors thank Pharmacy Faculty,
UAEM, and Instituto Nacional de Cardiologia “Ignacio Chavez” for providing some research supplies
for this study. Investigation was taken in part from the Ph.D. thesis of M.C.-S.

Conflicts of Interest: The authors declare that the research was conducted in the absence of any
commercial or financial relationship that could be construed as a potential conflict of interest.

References
1. Zhang, C.; Xiao, C.; Wang, P.; Xu, W.; Zhang, A.; Li, Q.; Xu, X. The alteration of Th1/Th2/Th17/Treg paradigm in patients with

type 2 diabetes mellitus: Relationship with diabetic nephropathy. Hum. Immunol. 2014, 75, 289–296. [CrossRef] [PubMed]
2. Saeedi, P.; Petersohn, I.; Salpea, P.; Malanda, B.; Karuranga, S.; Unwin, N.; Colagiuri, S.; Guariguata, L.; Motala, A.A.; Ogurtsova,

K.; et al. Global and regional diabetes prevalence estimates for 2019 and projections for 2030 and 2045: Results from the
International Diabetes Federation Diabetes Atlas, 9th edition. Diabetes Res. Clin. Pract. 2019, 157. [CrossRef]

3. Caballero, A.E. Endothelial dysfunction, inflammation, and insulin resistance: A focus on subjects at risk for type 2 diabetes. Curr.
Diabetes Rep. 2004, 4, 237–246. [CrossRef] [PubMed]

4. Pickup, J.C. Inflammation and Activated Innate Immunity in the Pathogenesis of Type 2 Diabletes. Diabetes Care 2004, 27, 813–823.
[CrossRef]

5. Kintscher, U.; Hartge, M.; Hess, K.; Foryst-Ludwig, A.; Clemenz, M.; Wabitsch, M.; Fischer-Posovszky, P.; Barth, T.F.E.; Dragun,
D.; Skurk, T.; et al. T-lymphocyte infiltration in visceral adipose tissue: A primary event in adipose tissue inflammation and the
development of obesity-mediated insulin resistance. Arterioscler. Thromb. Vasc. Biol. 2008, 28, 1304–1310. [CrossRef] [PubMed]

6. Berbudi, A.; Rahmadika, N.; Tjahjadi, A.I.; Ruslami, R. Type 2 Diabetes and its Impact on the Immune System. Curr. Diabetes Rev.
2019, 16, 442–449. [CrossRef]

7. Xia, C.; Rao, X.; Zhong, J. Role of T Lymphocytes in Type 2 Diabetes and Diabetes-Associated Inflammation. J. Diabetes Res. 2017,
2017, 6494795. [CrossRef]

8. Francisco, C.O.; Catai, A.M.; Moura-Tonello, S.C.G.; Arruda, L.C.M.; Lopes, S.L.B.; Benze, B.G.; Del Vale, A.M.; Malmegrim,
K.C.R.; Leal, A.M.O. Cytokine profile and lymphocyte subsets in type 2 diabetes. Braz. J. Med. Biol. Res. 2016, 49. [CrossRef]

9. Nyambuya, T.M.; Dludla, P.V.; Nkambule, B.B. T cell activation and cardiovascular risk in type 2 diabetes mellitus: A protocol for
a systematic review and meta-analysis. Syst. Rev. 2018, 7, 167. [CrossRef] [PubMed]

10. Dandona, P.; Aljada, A.; Bandyopadhyay, A. Inflammation: The link between insulin resistance, obesity and diabetes. Trends
Immunol. 2004, 25, 4–7. [CrossRef] [PubMed]

11. Baltimore, D.; Boldin, M.P.; O’Connell, R.M.; Rao, D.S.; Taganov, K.D. MicroRNAs: New regulators of immune cell development
and function. Nat. Immunol. 2008, 9, 839–845. [CrossRef] [PubMed]

12. Lumeng, C.N.; Bodzin, J.L.; Saltiel, A.R. Obesity induces a phenotypic switch in adipose tissue macrophage polarization. J. Clin.
Investig. 2007, 117, 175–184. [CrossRef]

13. Makki, K.; Froguel, P.; Wolowczuk, I. Adipose Tissue in Obesity-Related Inflammation and Insulin Resistance: Cells, Cytokines,
and Chemokines. ISRN Inflamm. 2013, 2013, 1–12. [CrossRef] [PubMed]

http://doi.org/10.1016/j.humimm.2014.02.007
http://www.ncbi.nlm.nih.gov/pubmed/24530745
http://doi.org/10.1016/j.diabres.2019.107843
http://doi.org/10.1007/s11892-004-0074-9
http://www.ncbi.nlm.nih.gov/pubmed/15265464
http://doi.org/10.2337/diacare.27.3.813
http://doi.org/10.1161/ATVBAHA.108.165100
http://www.ncbi.nlm.nih.gov/pubmed/18420999
http://doi.org/10.2174/1573399815666191024085838
http://doi.org/10.1155/2017/6494795
http://doi.org/10.1590/1414-431X20155062
http://doi.org/10.1186/s13643-018-0835-1
http://www.ncbi.nlm.nih.gov/pubmed/30342529
http://doi.org/10.1016/j.it.2003.10.013
http://www.ncbi.nlm.nih.gov/pubmed/14698276
http://doi.org/10.1038/ni.f.209
http://www.ncbi.nlm.nih.gov/pubmed/18645592
http://doi.org/10.1172/JCI29881
http://doi.org/10.1155/2013/139239
http://www.ncbi.nlm.nih.gov/pubmed/24455420


Biomolecules 2021, 11, 1817 14 of 16

14. Chawla, A.; Nguyen, K.D.; Goh, Y.P.S. Macrophage-mediated inflammation in metabolic disease. Nat. Rev. Immunol. 2011, 11,
738–749. [CrossRef] [PubMed]

15. Donath, M.Y.; Shoelson, S.E. Type 2 diabetes as an inflammatory disease. Nat. Rev. Immunol. 2011, 11, 98–107. [CrossRef]
[PubMed]

16. Caspar-Bauguil, S.; Cousin, B.; Galinier, A.; Segafredo, C.; Nibbelink, M.; André, M.; Casteilla, L.; Pénicaud, L. Adipose tissues as
an ancestral immune organ: Site-specific change in obesity. FEBS Lett. 2005, 579, 3487–3492. [CrossRef] [PubMed]

17. Ouchi, N.; Parker, J.L.; Lugus, J.J.; Walsh, K. Adipokines in inflammation and metabolic disease. Nat. Rev. Immunol. 2011, 11,
85–97. [CrossRef]

18. Kloosterman, W.P.; Plasterk, R.H.A. The diverse functions of microRNAs in animal development and disease. Dev. Cell 2006, 11,
441–450. [CrossRef] [PubMed]

19. Raisch, J.; Darfeuille-Michaud, A.; Nguyen, H.T.T. Role of microRNAs in the immune system, inflammation and cancer. World J.
Gastroenterol. 2013, 19, 2985–2996. [CrossRef] [PubMed]

20. Mehta, A.; Baltimore, D. MicroRNAs as regulatory elements in immune system logic. Nat. Rev. Immunol. 2016, 16, 279–294.
[CrossRef]

21. Mann, M.; Mehta, A.; Zhao, J.L.; Lee, K.; Marinov, G.K.; Garcia-Flores, Y.; Baltimore, D. An NF-κB-microRNA regulatory network
tunes macrophage inflammatory responses. Nat. Commun. 2017, 8, 851. [CrossRef] [PubMed]

22. Testa, U.; Pelosi, E.; Castelli, G.; Labbaye, C. miR-146 and miR-155: Two key modulators of immune response and tumor
development. Non-Coding RNA 2017, 3, 22. [CrossRef]

23. Pushpakom, S.; Iorio, F.; Eyers, P.A.; Escott, K.J.; Hopper, S.; Wells, A.; Doig, A.; Guilliams, T.; Latimer, J.; McNamee, C.; et al.
Drug repurposing: Progress, challenges and recommendations. Nat. Rev. Drug Discov. 2018, 18, 41–58. [CrossRef]

24. Hemphill, A.; Mueller, J.; Esposino, M. Nitazoxanide, a broad-spectrum thiazolide anti-infective agent for the treatment of
gastrointestinal infections. Expert Opin. Pharmacother. 2006, 7, 953–964. [CrossRef]

25. Singh, N.; Narayan, S. Nitazoxanide: A broad spectrum antimicrobial. Med. J. Armed Forces India 2011, 67, 67–68. [CrossRef]
26. Rossignol, J.F. Nitazoxanide: A first-in-class broad-spectrum antiviral agent. Antiviral Res. 2014, 110, 94–103. [CrossRef] [PubMed]
27. Shou, J.; Wang, M.; Cheng, X.; Wang, X.; Zhang, L.; Liu, Y.; Fei, C.; Wang, C.; Gu, F.; Xue, F.; et al. Tizoxanide induces autophagy by

inhibiting PI3K/Akt/mTOR pathway in RAW264.7 macrophage cells. Arch. Pharm. Res. 2020, 43, 257–270. [CrossRef] [PubMed]
28. Hong, S.K.; Kim, H.J.; Song, C.S.; Choi, I.S.; Lee, J.B.; Park, S.Y. Nitazoxanide suppresses IL-6 production in LPS-stimulated

mouse macrophages and TG-injected mice. Int. Immunopharmacol. 2012, 13, 23–27. [CrossRef] [PubMed]
29. Elaidy, S.M.; Hussain, M.A.; El-Kherbetawy, M.K. Time-dependent therapeutic roles of nitazoxanide on high-fat diet/streptozotocin-

induced diabetes in rats: Effects on hepatic peroxisome proliferator-activated receptor-gamma receptors. Can. J. Physiol.
Pharmacol. 2018, 96, 485–497. [CrossRef]

30. Mahmoud, D.B.; Shitu, Z.; Mostafa, A. Drug repurposing of nitazoxanide: Can it be an effective therapy for COVID-19? J. Genet.
Eng. Biotechnol. 2020, 18, 35. [CrossRef] [PubMed]

31. Glisoni, R.J.; Sosnik, A. Encapsulation of the antimicrobial and immunomodulator agent nitazoxanide within polymeric micelles.
J. Nanosci. Nanotechnol. 2014, 14, 4670–4682. [CrossRef] [PubMed]

32. Nitazoxanide|C12H9N3O5S. Available online: https://pubchem.ncbi.nlm.nih.gov/compound/Nitazoxanide (accessed on 8
December 2020).

33. Malesuik, M.D.; Gonalves, H.M.L.; Garcia, C.V.; Trein, M.R.; Nardi, N.B.; Schapoval, E.E.S.; Steppe, M. Identification, characteriza-
tion and cytotoxicity in vitro assay of nitazoxanide major degradation product. Talanta 2012, 93, 206–211. [CrossRef]

34. Abbasalipourkabir, R.; Fallah, M.; Sedighi, F.; Maghsood, A.H.; Javid, S. Nanocapsulation of nitazoxanide in solid lipid
nanoparticles as a new drug delivery system and in vitro release study. J. Biol. Sci. 2016, 16, 120–127. [CrossRef]

35. Bhalerao, S.; Kadam, P. Sample size calculation. Int. J. Ayurveda Res. 2010, 1, 55. [CrossRef]
36. Guzmán-Flores, J.M.; Ramírez-Emiliano, J.; Pérez-Vázquez, V.; López-Briones, S. Th17 and regulatory T cells in patients with

different time of progression of type 2 diabetes mellitus. Cent. J. Immunol. 2020, 45, 29–36. [CrossRef]
37. Guzman-Flores, J.M.; Cortez-Espinosa, N.; Cortés-Garcia, J.D.; Vargas-Morales, J.M.; Cataño-Cañizalez, Y.G.; Rodríguez-Rivera,

J.G.; Portales-Perez, D.P. Expression of CD73 and A2A receptors in cells from subjects with obesity and type 2 diabetes mellitus.
Immunobiology 2015, 220, 976–984. [CrossRef] [PubMed]

38. eBioscienceTM Cell Proliferation Dye eFluorTM 670. Available online: https://www.thermofisher.com/order/catalog/product/
65-0840-85 (accessed on 22 November 2021).

39. Trickett, A.; Kwan, Y.L. T cell stimulation and expansion using anti-CD3/CD28 beads. J. Immunol. Methods 2003, 275, 251–255.
[CrossRef]

40. Riddell, S.R.; Greenberg, P.D. The use of anti-CD3 and anti-CD28 monoclonal antibodies to clone and expand human antigen-
specific T cells. J. Immunol. Methods 1990, 128, 189–201. [CrossRef]

41. Rodríguez-Galán, A.; Fernández-Messina, L.; Sánchez-Madrid, F. Control of immunoregulatory molecules by miRNAs in T cell
activation. Front. Immunol. 2018, 9, 2148. [CrossRef]

42. Jagannathan-Bogdan, M.; McDonnell, M.E.; Shin, H.; Rehman, Q.; Hasturk, H.; Apovian, C.M.; Nikolajczyk, B.S. Elevated
Proinflammatory Cytokine Production by a Skewed T Cell Compartment Requires Monocytes and Promotes Inflammation in
Type 2 Diabetes. J. Immunol. 2011, 186, 1162–1172. [CrossRef]

http://doi.org/10.1038/nri3071
http://www.ncbi.nlm.nih.gov/pubmed/21984069
http://doi.org/10.1038/nri2925
http://www.ncbi.nlm.nih.gov/pubmed/21233852
http://doi.org/10.1016/j.febslet.2005.05.031
http://www.ncbi.nlm.nih.gov/pubmed/15953605
http://doi.org/10.1038/nri2921
http://doi.org/10.1016/j.devcel.2006.09.009
http://www.ncbi.nlm.nih.gov/pubmed/17011485
http://doi.org/10.3748/wjg.v19.i20.2985
http://www.ncbi.nlm.nih.gov/pubmed/23716978
http://doi.org/10.1038/nri.2016.40
http://doi.org/10.1038/s41467-017-00972-z
http://www.ncbi.nlm.nih.gov/pubmed/29021573
http://doi.org/10.3390/ncrna3030022
http://doi.org/10.1038/nrd.2018.168
http://doi.org/10.1517/14656566.7.7.953
http://doi.org/10.1016/S0377-1237(11)80020-1
http://doi.org/10.1016/j.antiviral.2014.07.014
http://www.ncbi.nlm.nih.gov/pubmed/25108173
http://doi.org/10.1007/s12272-019-01202-4
http://www.ncbi.nlm.nih.gov/pubmed/31894502
http://doi.org/10.1016/j.intimp.2012.03.002
http://www.ncbi.nlm.nih.gov/pubmed/22430099
http://doi.org/10.1139/cjpp-2017-0533
http://doi.org/10.1186/s43141-020-00055-5
http://www.ncbi.nlm.nih.gov/pubmed/32725286
http://doi.org/10.1166/jnn.2014.8647
http://www.ncbi.nlm.nih.gov/pubmed/24738446
https://pubchem.ncbi.nlm.nih.gov/compound/Nitazoxanide
http://doi.org/10.1016/j.talanta.2012.02.014
http://doi.org/10.3923/jbs.2016.120.127
http://doi.org/10.4103/0974-7788.59946
http://doi.org/10.5114/ceji.2020.94670
http://doi.org/10.1016/j.imbio.2015.02.007
http://www.ncbi.nlm.nih.gov/pubmed/25770019
https://www.thermofisher.com/order/catalog/product/65-0840-85
https://www.thermofisher.com/order/catalog/product/65-0840-85
http://doi.org/10.1016/S0022-1759(03)00010-3
http://doi.org/10.1016/0022-1759(90)90210-M
http://doi.org/10.3389/fimmu.2018.02148
http://doi.org/10.4049/jimmunol.1002615


Biomolecules 2021, 11, 1817 15 of 16

43. Mahabadi-Ashtiyani, E.; Sheikh, V.; Borzouei, S.; Salehi, I.; Alahgholi-Hajibehzad, M. The increased T helper cells proliferation
and inflammatory responses in patients with type 2 diabetes mellitus is suppressed by sitagliptin and vitamin D3 in vitro. Inflamm.
Res. 2019, 68, 857–866. [CrossRef] [PubMed]

44. Redondo-Sendino, A.; Guallar-Castillón, P.; Banegas, J.R.; Rodríguez-Artalejo, F. Gender differences in the utilization of health
care. BMC Public Health 2006, 6, 155. [CrossRef] [PubMed]

45. Wexler, D.J.; Grant, R.W.; Meigs, J.B.; Nathan, D.M.; Cagliero, E. Sex disparities in treatment of cardiac risk factors in patients
with type 2 diabetes. Diabetes Care 2005, 28, 514–520. [CrossRef]

46. Borra, R.C.; Lotufo, M.A.; Gagioti, S.M.; de Mesquita Barros, F.; Andrade, P.M. A simple method to measure cell viability in
proliferation and cytotoxicity assays. Braz. Oral Res. 2009, 23, 255–262. [CrossRef]

47. Adan, A.; Kiraz, Y.; Baran, Y. Cell Proliferation and Cytotoxicity Assays. Curr. Pharm. Biotechnol. 2016, 17, 1213–1221. [CrossRef]
48. Giacometti, A.; Cirioni, O.; Barchiesi, F.; Ancarani, F.; Scalise, G. Activity of nitazoxanide alone and in combination with

azithromycin and rifabutin against Cryptosporidium parvum in cell culture. J. Antimicrob. Chemother. 2000, 45, 453–456.
[CrossRef] [PubMed]

49. Hu, Y.; Zhu, W.; Tang, G.; Mayweg, A.V.; Yang, G.; Wu, J.Z.; Shen, H.C. Novel Therapeutics in Discovery and Development for
Treatment of Chronic HBV Infection. Ann. Rep. Med. Chem. 2013, 48, 265–281. [CrossRef]

50. Lotz, M.; Jirik, F.; Kabouridis, P.; Tsoukas, C.; Hirano, T.; Kishimoto, T.; Carson, D.A. B cell stimulating factor 2/interleukin 6 is a
costimulant for human thymocytes and T lymphocytes. J. Exp. Med. 1988, 167, 1253–1258. [CrossRef] [PubMed]

51. Vainer, N.; Dehlendorff, C.; Johansen, J.S. Systematic literature review of IL-6 as a biomarker or treatment target in patients with
gastric, bile duct, pancreatic and colorectal cancer. Oncotarget 2018, 9, 29820–29841. [CrossRef]

52. Unver, N.; McAllister, F. IL-6 family cytokines: Key inflammatory mediators as biomarkers and potential therapeutic targets.
Cytokine Growth Factor Rev. 2018, 41, 10–17. [CrossRef]

53. Rincón, M.; Anguita, J.; Nakamura, T.; Fikrig, E.; Flavell, R.A. Interleukin (IL)-6 directs the differentiation of IL-4-producing CD4+
T cells. J. Exp. Med. 1997, 185, 461–469. [CrossRef]

54. Yoo, J.K.; Cho, J.H.; Lee, S.W.; Sung, Y.C. IL-12 Provides Proliferation and Survival Signals to Murine CD4 + T Cells Through
Phosphatidylinositol 3-Kinase/Akt Signaling Pathway. J. Immunol. 2002, 169, 3637–3643. [CrossRef]

55. Leal, I.S.; Smedegård, B.; Andersen, P.; Appelberg, R. Interleukin-6 and interleukin-12 participate in induction of a type 1
protective T-cell response during vaccination with a tuberculosis subunit vaccine. Infect. Immun. 1999, 67, 5747–5754. [CrossRef]

56. Nambu, A.; Nakae, S.; Iwakura, Y. IL-1β, but not IL-1α, is required for antigen-specific T cell activation and the induction of local
inflammation in the delayed-type hypersensitivity responses. Int. Immunol. 2006, 18, 701–712. [CrossRef] [PubMed]

57. Heijink, I.H.; Vellenga, E.; Borger, P.; Postma, D.S.; De Monchy, J.G.R.; Kauffman, H.F. Interleukin-6 promotes the production
of interleukin-4 and interleukin-5 by interleukin-2-dependent and -independent mechanisms in freshly isolated human T cells.
Immunology 2002, 107, 316–324. [CrossRef]

58. Khaodhiar, L.; Ling, P.R.; Blackburn, G.L.; Bistrian, B.R. Serum levels of interleukin-6 and C-reactive protein correlate with body
mass index across the broad range of obesity. J. Parenter. Enter. Nutr. 2004, 28, 410–415. [CrossRef]

59. Kaneko, A. Tocilizumab in rheumatoid arthritis: Efficacy, safety and its place in therapy. Ther. Adv. Chronic Dis. 2013, 4, 15–21.
[CrossRef]

60. Bielekova, B. Daclizumab therapy for multiple sclerosis. Cold Spring Harb. Perspect. Med. 2019, 9, a034470. [CrossRef] [PubMed]
61. Cavalli, G.; Dinarello, C.A. Anakinra therapy for non-cancer inflammatory diseases. Front. Pharmacol. 2018, 9, 1157. [CrossRef]

[PubMed]
62. Taganov, K.D.; Boldin, M.P.; Chang, K.J.; Baltimore, D. NF-κB-dependent induction of microRNA miR-146, an inhibitor targeted

to signaling proteins of innate immune responses. Proc. Natl. Acad. Sci. USA 2006, 103, 12481–12486. [CrossRef] [PubMed]
63. Baldeón R, L.; Weigelt, K.; de Wit, H.; Ozcan, B.; van Oudenaren, A.; Sempértegui, F.; Sijbrands, E.; Grosse, L.; Freire, W.; Drexhage,

H.A.; et al. Decreased Serum Level of miR-146a as Sign of Chronic Inflammation in Type 2 Diabetic Patients. PLoS ONE 2014, 9,
e115209. [CrossRef]

64. Mensà, E.; Giuliani, A.; Matacchione, G.; Gurău, F.; Bonfigli, A.R.; Romagnoli, F.; De Luca, M.; Sabbatinelli, J.; Olivieri, F.
Circulating miR-146a in healthy aging and type 2 diabetes: Age- and gender-specific trajectories. Mech. Ageing Dev. 2019, 180,
1–10. [CrossRef]

65. Lu, L.F.; Boldin, M.P.; Chaudhry, A.; Lin, L.L.; Taganov, K.D.; Hanada, T.; Yoshimura, A.; Baltimore, D.; Rudensky, A.Y. Function
of miR-146a in Controlling Treg Cell-Mediated Regulation of Th1 Responses. Cell 2010, 142, 914–929. [CrossRef]

66. Hou, J.; Wang, P.; Lin, L.; Liu, X.; Ma, F.; An, H.; Wang, Z.; Cao, X. MicroRNA-146a Feedback Inhibits RIG-I-Dependent Type I
IFN Production in Macrophages by Targeting TRAF6, IRAK1, and IRAK2. J. Immunol. 2009, 183, 2150–2158. [CrossRef]

67. O’Connell, R.M.; Taganov, K.D.; Boldin, M.P.; Cheng, G.; Baltimore, D. MicroRNA-155 is induced during the macrophage
inflammatory response. Proc. Natl. Acad. Sci. USA 2007, 104, 1604–1609. [CrossRef]

68. Curtale, G.; Rubino, M.; Locati, M. MicroRNAs as molecular switches in macrophage activation. Front. Immunol. 2019, 10, 1–13.
[CrossRef] [PubMed]

69. Essandoh, K.; Li, Y.; Huo, J.; Fan, G.C. MiRNA-mediated macrophage polarization and its potential role in the regulation of
inflammatory response. Shock 2016, 46, 122–131. [CrossRef] [PubMed]

70. Buechler, C.; Ritter, M.; Orsó, E.; Langmann, T.; Klucken, J.; Schmitz, G. Regulation of scavenger receptor CD163 expression in
human monocytes and macrophages by pro- and antiinflammatory stimuli. J. Leukoc. Biol. 2000, 67, 97–103. [CrossRef] [PubMed]

http://doi.org/10.1007/s00011-019-01265-5
http://www.ncbi.nlm.nih.gov/pubmed/31236602
http://doi.org/10.1186/1471-2458-6-155
http://www.ncbi.nlm.nih.gov/pubmed/16780576
http://doi.org/10.2337/diacare.28.3.514
http://doi.org/10.1590/S1806-83242009000300006
http://doi.org/10.2174/1389201017666160808160513
http://doi.org/10.1093/jac/45.4.453
http://www.ncbi.nlm.nih.gov/pubmed/10747821
http://doi.org/10.1016/B978-0-12-417150-3.00017-X
http://doi.org/10.1084/jem.167.3.1253
http://www.ncbi.nlm.nih.gov/pubmed/3127525
http://doi.org/10.18632/oncotarget.25661
http://doi.org/10.1016/j.cytogfr.2018.04.004
http://doi.org/10.1084/jem.185.3.461
http://doi.org/10.4049/jimmunol.169.7.3637
http://doi.org/10.1128/IAI.67.11.5747-5754.1999
http://doi.org/10.1093/intimm/dxl007
http://www.ncbi.nlm.nih.gov/pubmed/16569679
http://doi.org/10.1046/j.1365-2567.2002.01501.x
http://doi.org/10.1177/0148607104028006410
http://doi.org/10.1177/2040622312466908
http://doi.org/10.1101/cshperspect.a034470
http://www.ncbi.nlm.nih.gov/pubmed/29661806
http://doi.org/10.3389/fphar.2018.01157
http://www.ncbi.nlm.nih.gov/pubmed/30459597
http://doi.org/10.1073/pnas.0605298103
http://www.ncbi.nlm.nih.gov/pubmed/16885212
http://doi.org/10.1371/journal.pone.0115209
http://doi.org/10.1016/j.mad.2019.03.001
http://doi.org/10.1016/j.cell.2010.08.012
http://doi.org/10.4049/jimmunol.0900707
http://doi.org/10.1073/pnas.0610731104
http://doi.org/10.3389/fimmu.2019.00799
http://www.ncbi.nlm.nih.gov/pubmed/31057539
http://doi.org/10.1097/SHK.0000000000000604
http://www.ncbi.nlm.nih.gov/pubmed/26954942
http://doi.org/10.1002/jlb.67.1.97
http://www.ncbi.nlm.nih.gov/pubmed/10648003


Biomolecules 2021, 11, 1817 16 of 16

71. Moniuszko, M.; Bodzenta-Lukaszyk, A.; Kowal, K.; Lenczewska, D.; Dabrowska, M. Enhanced frequencies of CD14++CD16+, but
not CD14+CD16+, peripheral blood monocytes in severe asthmatic patients. Clin. Immunol. 2009, 130, 338–346. [CrossRef]

72. Thomsen, J.H.; Etzerodt, A.; Svendsen, P.; Moestrup, S.K. The haptoglobin-cd163-heme oxygenase-1 pathway for hemoglobin
scavenging. Oxid. Med. Cell. Longev. 2013, 2013, 523652. [CrossRef]

73. Kawarabayashi, R.; Motoyama, K.; Nakamura, M.; Yamazaki, Y.; Morioka, T.; Mori, K.; Fukumoto, S.; Imanishi, Y.; Shioi, A.; Shoji,
T.; et al. The Association between Monocyte Surface CD163 and Insulin Resistance in Patients with Type 2 Diabetes. J. Diabetes
Res. 2017, 2017, 6549242. [CrossRef] [PubMed]

74. Bories, G.; Caiazzo, R.; Derudas, B.; Copin, C.; Raverdy, V.; Pigeyre, M.; Pattou, F.; Staels, B.; Chinetti-Gbaguidi, G. Impaired
alternative macrophage differentiation of peripheral blood mononuclear cells from obese subjects. Diabetes Vasc. Dis. Res. 2012, 9,
189–195. [CrossRef]

75. Ricardo-Gonzalez, R.R.; Eagle, A.R.; Odegaard, J.I.; Jouihan, H.; Morel, C.R.; Heredia, J.E.; Mukundan, L.; Wu, D.; Locksley, R.M.;
Chawla, A. IL-4/STAT6 immune axis regulates peripheral nutrient metabolism and insulin sensitivity. Proc. Natl. Acad. Sci. USA
2010, 107, 22617–22622. [CrossRef] [PubMed]

76. Wu, D.; Molofsky, A.B.; Liang, H.E.; Ricardo-Gonzalez, R.R.; Jouihan, H.A.; Bando, J.K.; Chawla, A.; Locksley, R.M. Eosinophils
sustain adipose alternatively activated macrophages associated with glucose homeostasis. Science 2011, 332, 243–247. [CrossRef]
[PubMed]

77. Kovács, D.; Simon, Z.; Hári, P.; Málnási-Csizmadia, A.; Hegedus, C.; Drimba, L.; Németh, J.; Sári, R.; Szilvássy, Z.; Peitl, B.
Identification of PPARγ ligands with one-dimensional drug profile matching. Drug Des. Dev. Ther. 2013, 7, 917–928. [CrossRef]

78. Stockis, A.; Deroubaix, X.; Lins, R.; Jeanbaptiste, B.; Calderon, P.; Rossignol, J.F. Pharmacokinetics of nitazoxanide after single oral
dose administration in 6 healthy volunteers. Int. J. Clin. Pharmacol. Ther. 1996, 34, 349–351. [PubMed]

http://doi.org/10.1016/j.clim.2008.09.011
http://doi.org/10.1155/2013/523652
http://doi.org/10.1155/2017/6549242
http://www.ncbi.nlm.nih.gov/pubmed/29445750
http://doi.org/10.1177/1479164111430242
http://doi.org/10.1073/pnas.1009152108
http://www.ncbi.nlm.nih.gov/pubmed/21149710
http://doi.org/10.1126/science.1201475
http://www.ncbi.nlm.nih.gov/pubmed/21436399
http://doi.org/10.2147/DDDT.S47173
http://www.ncbi.nlm.nih.gov/pubmed/8864798

	Introduction 
	Materials and Methods 
	Nitazoxanide Isolation from Commercial Tablets 
	Study Population 
	Isolation and Culture of Peripheral Blood Mononuclear Cells (PBMCs) 
	Cell Proliferation Assays 
	Cytokine Levels in Supernatants of Cell Cultures 
	RNA Isolation from PBMCs and miRNA Determination by RT-qPCR 
	Determination of M1 and M2 Monocyte/Macrophage Subpopulations by Flow Cytometry 
	Statistical Analysis 

	Results 
	Description of the Population 
	NTZ Inhibits CD3- and CD28-Induced T Cell Proliferation 
	NTZ Lowers Proinflammatory Cytokines in PBMC Supernatants 
	NTZ Downregulates miR-155-5p Expression in PBMCs 
	NTZ Lowers the M1/M2 Ratio in PBMCs Stimulated with Anti-CD3 and Anti-CD28 

	Discussion 
	Conclusions 
	References

