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Simple Summary: Colorectal cancer is a global issue with millions of patients in need for new
treatment options. Surgical resection is often the first clinical intervention and can be, especially for
primary tumours, curative. However, advanced tumours, recurrences, and metastases require drug
treatment. Our aim was to compare material of primary tumours and corresponding metastases
to draw conclusions from the first one to the latter. The feasibility of therapy prediction using
the primary tumour material for the metastatic situation creates a time window for functional
testing, which can realistically be integrated into the strict timeframe of clinical procedures. A
reliable treatment recommendation, based on the tumour drug response, would improve treatment
success in patients with metachronous metastases and spare them from unnecessary side effects of
unsuccessful therapies.

Abstract: The prognosis of metastatic colorectal cancer (CRC) remains poor. Patients and physi-
cians are in need of individual therapies and precise response predictions. We investigated the
predictive capacity of primary tumour material for treatment response of metastases. Mutational
landscapes of primary tumours and corresponding metastases of 10 CRC patients were compared.
Cell line characteristics and chemosensitivity were investigated pairwise for primary and metastatic
tumours of four patients. PDX models of one patient were treated in vivo for proof of concept.
Driver mutations did not differ between primaries and metastases, while the latter accumulated
additional mutations. In vitro chemosensitivity testing revealed no differences for responses to 5-FU
and oxaliplatin between primary and metastatic cell lines. However, irinotecan response differed
significantly: the majority of metastases-derived cell lines was less sensitive to irinotecan than their
matching primary counterpart. Therapy recommendations based on these findings were compared
to clinical treatment response and mostly in line with the predicted outcome. Therefore, primary
tumour cell models seem to be a good tool for drug response testing and conclusion drawing for later
metastases. With further data from tumour-derived cell models, such predictions could improve
clinical treatment decisions, both recommending likely effective therapeutic options while excluding
ineffective treatments.

Keywords: colorectal cancer; metastasis; chemosensitivity; therapy prediction; matching cell line
pairs of primaries and metastases

1. Introduction

Colorectal cancer (CRC) is one of the most commonly diagnosed cancers, with
1.4 million new cases annually and almost 700,000 deaths worldwide [1]. At the time
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of diagnosis, around 20% of CRC patients present with synchronous metastases and up to
60% develop distant metastases within five years [2]. Treatment of CRC is composed of
surgical resection and/or medical treatment, whereas solely surgery is curative only for
a smaller amount of CRC patients, especially with early tumour stages. The majority of
patients are in need of pharmacological therapy, in most cases starting with a variety of
chemotherapeutics as first line treatment.

These agents can be applied in a neoadjuvant or adjuvant setting and even in cases
of advanced tumour progression or in the metastatic situation. A common first-line
chemotherapeutic agent for CRC is fluorouracil (5-FU) which is often applied in com-
bination with oxaliplatin and/or irinotecan to increase response rates [3]. Even though
the triple chemotherapy can increase the response rate from 50% [4] to 70% [5,6], there
is still a substantial group of patients not benefitting from this treatment. Especially the
treatment of metastases urgently needs improvement as patients with distant metastases
face a five-year survival of only 14% compared to 90% for patients with local disease [7].
Furthermore, drug resistance, intrinsic or acquired, is observed in around 90% of patients
with metastatic CRC [8]. Therefore, it would be of the utmost interest to draw conclusions
from the patient’s primary tumour and predict the sensitivity of the metastasis towards
different (chemo)therapeutic substances.

To further this individualised therapeutic approach, we established patient-derived
cancer models from primary tumours as well as matched metastases from CRC patients
with different tumour locations, molecular subtypes and mutational profiles. Either pa-
tient tumour material or patient-derived xenograft tissues were used to start the cell line
establishment process [9].

We could successfully establish cell line pairs of primary carcinomas and their corre-
sponding metastases from seven different CRC patients. In one of those cases, we were
even able to generate a cell line out of the primary tumour, a synchronous as well as a
metachronous metastasis. Four of these cell line pairs were analysed in detail with regard
to growth behaviour, molecular pattern and chemosensitivity. We studied the response of
these matching cell lines side-by-side to the first-line chemotherapeutics 5-FU, oxaliplatin
and irinotecan in vitro. For the set consisting of primary, synchronous and metachronous
model, we additionally analysed drug responses in PDX models in vivo.

The aim of the study was to unveil commonalities and differences between primaries
and metastases. And more importantly, we explored the feasibility of drawing conclusions
from primary tissue characteristics (growth behaviour, chemosensitivity etc.) to metastasis.
This option would pave the way for predicting treatment success for metastases using the
primary material and thus save precious time in the clinical context.

2. Materials and Methods
2.1. Cell Line Establishment

Cell lines were established as described in detail before [9]. In short, primary CRC
resection specimens or corresponding metastases were received fresh from surgery, with
informed written patient consent. All procedures were approved by the Ethics Committee
of the University of Rostock University Medical Centre (Reference numbers: II HV 43 /2004
and A 45/2007) in accordance with generally accepted guidelines for the use of human
material. A single cell suspension was generated using crossed scalpels and passing of
tissue through a 100 um cell strainer. Cells were then seeded on a collagen-coated 6-well
plate and continually growing cells were passaged and stocked regularly. This process was
applied to patient tumour samples as well as PDX samples. Cells were routinely tested for
mycoplasma contamination.

Names of the cell lines consist of the following information: Place of material collection
(HRO = Hanse City of Rostock), tumour entity (C = Colon), patient number. In the case of
a collected metastasis, “Met” is added after the patients’ ID, and in the case of xenograft-
derived cell lines number of tumour transfer in mice (e.g., T1) and mouse identifier (e.g.,
M2) are included in the cell line name.
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2.2. Mice and Tumour Xenografting

PDX were established as described in detail before [10]. Under specified pathogen-
free conditions mice breeding was done in the animal facility of the Rostock University
Medical Center. All experiments were performed according to the guidelines of the local
animal use and care committee (Landesamt fiir Landwirtschaft, Lebensmittelsicherheit
und Fischerei Mecklenburg-Vorpommern, permit number: LALLF M-V /TSD/7221.3-1.1-
098/12). Experiments were performed on approximately 6-8-week-old female and male
NMRI-FoxnI™ mice (NMRI nu/nu, n = 72) weighing 18-22 g. Mice received standard
pellet food and water ad libitum. Tumour pieces from previously xenografted patients’
tumours with less than 5 mouse transfers were used and implanted subcutaneously into
the animals’ right flank under anaesthesia (ketamine/xylazine, 90/6 mg/kg bw). Tumour
growth was regularly monitored, and therapy was initiated upon tumour establishment
(ca. 65 mm?3). Tumour size was measured using a slide scale, and tumour volume was
calculated with the following formula:

tumour length  tumour width?

. M

2.3. Chemosensitivity In Vivo

Mice with solid tumours (65 mm?®) were randomised into four treatment groups:
(1) 5-FU (30 mg/kg bw) (2) irinotecan (20 mg/kg bw) (3) FIRI (5-FU 30 mg/kg bw and
irinotecan 20 mg/kg bw) (4) control group receiving equal amount of 0.9% NaCl solution.
All therapeutic regimens were applied i.p. thrice weekly for a total of 6 injections. Tumour
growth was monitored thrice weekly, within therapy as well as during one week of follow
up time. Termination criteria were weight loss >20% vs. start of therapy, impaired socio-
physiological behaviour, or tumour sizes >1500 mm?. For detailed examinations, tumour
tissues were resected, dissected, and cryopreserved as well as embedded in paraffin. H&E
sections (4 pm) were prepared for histopathological examinations, according to standard
protocols for surgical pathology reports. In a blinded study, morphology of tumour
architecture, cytological features, and signs of therapy-induced necrosis/apoptosis of all
obtained PDX material was examined and scored (0: no histological response to therapy
and 5: very strong therapy response) by an expert pathologist (E.P.).

2.4. Chemosensitivity In Vitro by Crystal Violet Staining

Tumour cells (10-15,000 cells/well) were seeded in triplicates in 150 uL/well standard
medium in a flat 96-well plate and allowed to attach overnight. Then, chemotherapeutics
were added in 50 pL medium yielding the following final concentration ranges: (1) 1 nM-
5000 uM 5-FU; (2) 0.1 nM-1000 puM irinotecan; (3) 1.3 nM-20 pM oxaliplatin and (4) FIRL
Medium exchange was performed after 72 h with the addition of fresh chemotherapeutics.
After a second 72 h treatment period, viability of the cells was measured.

Wells were washed with PBS to remove dead cells and fragments before the staining.
For 96-well plates, 50 uL/well crystal violet staining solution was used. After 20 min
incubation at room temperature, wells were washed three times with PBS and dried. To
solubilize the colorant, 100 puL of 1% sodium dodecyl sulfate solution was added and
incubated for 10 min on a plate shaker. Measurement of absorbance at 590 nm was
performed using a Tecan Infinite 200 Pro plate reader and percentage of living cells was
determined as follows:

. ... OD[sample] -OD|blank]
Viability = OD[living control]—OD|blank]

@

IC50 values were calculated using GraphPad Prism 5 and heatmaps were created
using TBtool [11].



Cancers 2021, 13, 4717

40f16

2.5. Colony Formation Assay

After the preparation of a single cell suspension 100 cells/well were seeded in quadru-
plets in a 96-well plate in 200 pL standard medium. Outgrowing colonies were stained
after 14-20 days with crystal violet as described above and counted manually.

2.6. Spheroid Formation Assay

After the preparation of a single cell suspension, 100,000 cells/well were seeded in
a 6-well plate for suspension cell culture in 5 mL defined serum free medium. Spheroid
formation was evaluated qualitatively after 7-14 days and photographically documented.

2.7. Next Generation Sequencing Analyses

Tumour DNA was isolated from PDX samples snap frozen in liquid nitrogen by using
the Precellys Tissue DNA Kit (PEQLAB Life Science, Erlangen, Germany). Quality criteria
for DNA included a concentration >25 ng/uL and a DNA integrity number >5. Next
Generation Sequencing was than performed by Centogene (Rostock, Germany) applying
the augmented Solid Tumour Panel including 105 fully sequenced genes plus mutational
hot spots from additional 146 genes (see Table S1). A coverage of >200x at >97% of targeted
regions was reached with a specificity of >99.9% for all reported variants. Sensitivity of
single nucleotide variants detection was >5% allele frequency. Pathogenicity classification
was verified by an automated query to ClinVar (https://www.ncbinlm.nih.gov/clinvar/,
accessed on 28 August 2021) followed by a manual evaluation.

Concerning the NGS data, for this study, we focused on mutations classified as either
pathogenic or likely pathogenic as well as mutations of uncertain significance. Excluded
were all synonymous and benign as well as likely benign mutations. Quality criteria
included a variant allele frequency of at least 25.

3. Results
3.1. Patient Characteristics

We collected tumour and corresponding metastatic material of 10 patients (three
female and seven male) aged 44-82 years (mean 68.7 years; median 74 years). Detailed
patient characteristics and clinical information can be depicted from Table S2.

TNM classification of the primary tumours revealed medium and high-grade adeno-
carcinomas (T2, T3 and T4) classified to UICC III (3 patients) or IV (7 patients). The majority
of metastases were found in the liver (9), but three patients developed metastases either
in the peritoneum (2) or in the brain (1) (see Table 1). Six patients showed synchronous
metastases whereas three patients were diagnosed with metachronous metastases years
after the initial diagnosis. One patient displayed synchronous as well as metachronous
metastases (HROC277).

Most tumours and metastases were untreated when resected. Only one patient
(HROC348) received neo-adjuvant irradiation and only HROC277Met2 was drug-treated
before metastatic resection (see Table 1 and Table S2). Following excision of the tumour,
patients were treated with the following compounds: 5-FU, irinotecan, oxaliplatin, beva-
cizumab, cetuximab and trifluridine/tipiracil (for detailed information, see Table S2).

3.2. Molecular Characterisation of Tumour Material

The ten analysed patient tumours’” molecular subtype could be classified as sporadic
standard CRC (6/10), CpG island methylator phenotype high and microsatellite stable
CRC (3/10) as well as sporadic microsatellite instable CRC (1/10) [12].

The analysis of genetic aberrations in tumours and metastases revealed a relatively
low number of mutations detected in the selected panel. This included 251 tumour relevant
genes. After application of quality and exclusion criteria we detected 30 genetic aberrations
(1-6 per sample, see Table S3). Of the 30 detected non-synonymous mutations, 27 were
single base substitutions and 3 were deletions/insertions.
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Table 1. Characteristics of tumours and metastases.

Tumour ID Collection Site Metastasis Appearance Pretreatment Molecular Subtype
HROC48 Transverse Colon - no spMSI
HROC48Met1 Multivisceral (small intestine, metachronous (56 months) no -
stomach, pancreas)
HROC72 Transverse Colon - no spStd
HROC72Metl Liver synchronous no -
HROC103 Rectum - no spStd
HROC103Met1 Liver metachronous (48 months) no -
HROC103Met2 Liver metachronous (67 months) no -
HROC111 Left Colon - no spStd
HROC111Metl Brain metachronous (30 months) no -
HROC147 Sigmoid colon - no CIMP-H, non-MSI
HROC147Met1 Liver synchronous no -
HROC277 Right colon/Appendix - no spStd
HROC277Met1 Liver synchronous no -
HROC277Met2 Liver metachronous (14 months) yes -
HROC278 Right colon - no CIMP-H, non-MSI
HROC278Met1 Peritoneum synchronous no -
HROC300 Rectum - no CIMP-H, non MSI
HROC300Met1 Liver synchronous no -
HROC348 Sigmoid - yes spStd
HROC348Met1 Liver synchronous yes -
HROC405 Right colon - no spStd
HROC405Met1 Liver synchronous no -

CIMP: CpG island methylator phenotype; ID: identification number; MSI: microsatellite instable; spMSI: sporadic microsatellite instable,

spStd: sporadic standard.

In four of the ten cases, the number of mutations did not vary between tumour and
metastasis, whereas six pairs presented with more mutations in the metastasis. The tumour
and Met2 of HROC103 showed one mutation while the Met1 had an additional mutation.
There were commonalities as well as differences between tumours and metastases regarding
the mutated genes. Comparing their mutational profile, three sets of tumour and metastases
were similar, whereas the detected mutations of seven patients differed between tumour
and metastasis (see Figure 1). We found in both material sets mutations in nine genes
(APC, KRAS, TP53, ERCC2, FGFR3, BRAF, HNF1A, MUTYH, SMAD4) including well-
known driver mutations like G12D in the oncogene KRAS and truncating mutations of
the tumour suppressor gene APC. Furthermore, there were two genes (FBXW7, RET)
mutated exclusively in tumours and eight (BLM, GJB2, NOTCH2, NOTCH3, NTRK1, POLE,
S0OS1, TSC2) solely in metastases. Especially in the metastases, there was an increase
of mutations classified as “uncertain significance’, which represent more than 40% of all
detected alterations.

Focusing on (likely) pathogenic mutations, we identified 33 mutations in nine genes
(0-3 mutations per sample). The most frequently mutated genes were APC, KRAS and TP53.
Mutations in the APC gene were detected in the samples of four patients, which showed
all individual mutations (see Table S3). Notably, four of these mutations were terminating
mutations and one was a frameshift mutation. KRAS, a typical mutation site in CRC, was
mutated in four patients individually: G12D, G12V, G12A and G13R. Furthermore, (likely)
pathogenic mutations were detected in BRAF, HNF1A, SMAD4, MUTYH, FBXW7 and
TSC2. Pathogenic and likely pathogenic mutations were mainly consistent in tumours and
metastases. Interestingly, HROC103 showed only mutations of uncertain significance and
no (likely) pathogenic mutation was detected.

3.3. Morphology and Cell Doubling Time of Selected Cell Lines

For in vitro experiments, cell line pairs of the following patients were selected based
on feasibility criteria (especially growth patterns and cell doubling times) and further
characterised: HROC147, HROC277, HROC278, and HROC348. For an overview, see
Table 2.
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Gene

HROC48Metl T2 M7

HROC48 T2 M3
HROC72 T1 M2

HROC348Met1 T2 M2
HROC405Met1 T1 M1

HROC300Met1 T3 M2
HROC405T2 M1

HROC278Metl T1 M2
HROC348 T1 M2

HROC277Met2 T2 M15
HROC300 T1 M1

HROC278 T1 M1

HROC277Metl T2 M25

HROC72Metl T2 M7
HROC103 TO M1
HROC103Metl T1 M2
HROC103Met2 T1 M5
HROC111 T3 M3
HROC111Metl T2 M1
HROC147 T1 M1
HROC147Metl T2 M1
HROC277 T1 M2

APC
KRAS
TP53
BRAF
HNF1A
SMAD4
MUTYH
FBXW7
T7SC2

(likely) pathogenic mutations

APC
FGFR3
ERCC2
TP53
BLM
GJB2
NOTCH2
NOTCH3
NTRK1
POLE
RET
S0OS1

F

mutations with uncertain significance

Figure 1. Mutated genes in samples of patient-derived xenografts. Depicted are the genes with >1 detected mutation

(marked as black boxes) in the Solid Tumour Panel consisting of 105 fully sequenced genes plus mutational hot spots from

additional 146 genes with an allele frequency >25. Xenograft names consist of patient ID (HROCxxx), number of transfers

(Tx) and mouse identifier (Mx).

HROC147 TO M1 was established from a xenograft, whereas the cell line of the
corresponding metastasis HROC147Met1 originates directly from patient material. Cells of
both cell lines grew in dense, clearly outlined round colonies limited in size and did not
form a confluent monolayer. Doubling times of HROC147 T0 M1 and HROC147Met1 were
63 h and 58 h, respectively.

The cell lines of patient HROC277 differed in their morphology as well as their
proliferation rate. HROC277 TO M1 and HROC277Met2 appeared to grow in colonies
without contact inhibition, leading to the establishment of a confluent monolayer. On the
other hand, HROC277Met1 T0 M2 favoured growth in single colonies not spreading over
the culture vessel. The lowest proliferation rate in this set of cell lines was observed for
HROC277Met1 T0 M2 with a doubling time of 66 h. The doubling times of HROC277 T0
M1 and HROC277Met1 TO M2 were similar with 62 h.

The xenograft-derived matching cell lines of patient HROC278 were dissimilar in their
cultivation appearance. The cell line of the tumour, HROC278 T0 M1, formed small and
dense colonies with miniature adjacent colonies. HROC278Met1 T2 M2 grew in bigger
and less dense colonies. According to their morphology, their rate of proliferation differed,
too. The cell line of the metastasis, HROC278Met1 T2 M2, grew slightly faster than the
tumour-derived cell line (54 h versus 61 h).
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Table 2. Cell Line Characterisation. Pictures were taken at 10X magnification with a light microscope.

Cell Line 2D Cell Culture 3D Cell Culture Doubling Time (h) Colony Formation (%)

HROC147 TO M1 62.6 (+4.2) 6.7 (+4.0)
HROC147Met1 57.8 (+3.2) 5.5 (+2.2)
HROC277 TO M1 61.6 (+11.3) 17.6 (£5.1)
HROC277Met] TO M2 66.3 (+3.6) 3.3 (£17)
HROC277Met2 61.6 (+3.7) 11.9 (+£3.0)
HROC278 TO M1 61.0 (£9.8) 3.2 (£3.1)
HROC278Met1 T2 M2 54.1 (+4.4) 42 (+4.1)
HROC348 742 (£7.2) 1.1 (£1.5)
HROC348Met1 66.1 (+£6.7) 3.2 (+£2.3)

Detailed information on cell line nomenclature can be found in material and methods section. Tx: Number of transfers;
Mx: Mouse identifier.
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HROC348 and the corresponding metastasis HROC348Met1 were directly patient-
derived cell lines. They both favoured growth on collagen-coated cell culture vessels and
built similar irregularly shaped colonies that were characterised by small cells. Doubling
times of HROC348 and HROC348Met1 were 74 h and 66 h, respectively.

3.4. Colony Formation and Spheroid Formation

All cell lines used were tested positive in the colony formation assay, thereby proving
their capacity to form colonies out of single cells (see Table 2). A significant difference
between tumours and their metastases was only seen in two sets of cell lines. The number
of colonies formed by HROC277Met1 TO M2 was significantly lower than for its matching
tumour counterpart (p < 0.001). The opposite was observed in the cell line pair of HROC348.
Here, the metastasis-derived cell line formed significantly more colonies than the tumour
(p < 0.001).

In the spheroid formation assay, most tested cell line pairs grew into spheroids with
no morphological differences between tumour-derived and metastasis-derived cell lines.
Only the spheroids of HROC278 TO M2 and HROC278Met1 T2 M2 did not resemble each
other. HROC278 T0 M2 formed spheroids of irregular shape with dark inclusions, whereas
spheroids of HROC278Met1 T2 M2 were round and of light colour.

3.5. Chemosensitivity In Vitro

The in vitro chemosensitivity testing revealed 5-FU sensitivity of all tested cell lines
(see Figure 2A). ICs values ranged from 0.5 to 9.2 uM (see Table 3) and notable differences
of ICs values could be detected for matching cell line pairs of HROC147 and HROC277.
Here, ICs values of the metastatic cell lines were decreased compared to the tumour cell
lines but without reaching significance. The 5-FU IC5( values of HROC278 and HROC348
did not differ between tumour- and metastasis-derived cell lines.

Table 3. IC5( values of colorectal cancer (CRC) cell lines. Calculations were based on chemosensitivity
in vitro assays (n = 5-8 biological replicates consisting of technical triplicates).

Cell Line 5-FU [uM] Irinotecan [uM] Oxaliplatin [uM]
HROC147 TO M1 2.5 0.8 45
HROC147Metl 0.5 22 3.9
HROC277 TO M1 9.2 0.1 29
HROC277Met1 TO M2 1.6 9.2 2.6
HROC277Met2 3.7 15.6 49
HROC278 TO M1 32 0.8 4.1
HROC278Met1 T2 M2 32 0.3 2.8
HROC348 4.4 2.1 2.2
HROC348Met 42 16.8 2.0

A remarkable difference was observed for the responses to irinotecan (see Figure 2B).
HROC147Met1 showed a significantly higher IC5y than HROC147 TO M1 (ICs0{rROC147 TO M1]
= 0.8 uM; ICsoiHROC147Met1] = 2.2 UM; p < 0.05). The results for the cell lines from case
HROC277 were even more diverse. HROC277Met2 was least responsive (ICsoiaroC277Met2]
= 15.6 uM; p = 0.02 versus HROC277 TO M1), followed by HROC277Metl TO M2
(ICs0iHROC277Met1 To M2} = 9.2 uM; p = 0.05 versus HROC277 TO M1) and HROC277 TO
M1, which was relatively sensitive (ICsoiroC277 T0 M1] = 0.1 UM).

Further, HROC348 and its matching metastasis-derived cell line tended to behave
similar (ICSO[HROC348] =21 LLM,‘ ICSO[HROC348Met1} =16.8 },LM,' p= 008) In summary, in three
of four clinical cases, the metastasis showed lower chemosensitivity to irinotecan than the
primary tumour in vitro.
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Figure 2. Viability of CRC cell lines after treatment with 5-FU (5-Fluorouracil), irinotecan and oxaliplatin in vitro. Cell lines
were treated for 7 days with (a) 0.1 nM-5000 uM 5-FU, (b) 0.1 nM-1000 M irinotecan or (c) 1.3 nM-20 pM oxaliplatin. Cell
lines were treated with low doses of 5-FU, irinotecan and FIRI (d,e). The cell lines (f) HROC277 T0 M1, (g) HROC277Met1
TO M2 and (h) HROC277Met2 were treated for 7 days with 100 nM 5-FU, 10 nM irinotecan or 100 nM 5-FU + 10 nM
irinotecan (FIRI). Viable cells were measured in triplicates with crystal violet assay in three independent experiments. For
the calculation of viability, the optical density of treated cells was normalised to untreated cells. Results are depicted as
mean with standard deviation. Detailed information on cell line nomenclature can be found in material and methods

section. Tx: Number of transfers; Mx: Mouse identifier.

The range of ICs for oxaliplatin was 2.0-4.9 uM (see Table 3). Metastatic cell lines of
HROC147, HROC278 and HROC348 showed a slightly higher sensitivity against oxaliplatin
than their corresponding primary tumour cell lines (see Figure 2C). However, the metastatic
cell lines of HROC277 responded differently. HROC277Met1 T0 M2 had a lower ICs( than
the primary tumour cell line, whereas HROC277Met2’s ICs was significantly higher than
the primary tumour and the synchronous metastasis cell lines.

In summary, all tested cell lines reacted sensitive to 5-FU, irinotecan and oxaliplatin
and no intrinsic resistance could be observed.

Combinations of the used chemotherapeutics in low doses did not lead to a synergistic
effect but to additive effects at best (Figure 2D-H). Exemplarily, the results of HROC277
are depicted in Figure 2F-H. In this set of cell lines, the effects of 5-FU and irinotecan even
seem to annihilate each other.
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3.6. Patient HROC277

For a proof of concept study in vivo, one patient set (HROC277) was selected since this
case includes a synchronous and a metachronous metastasis and PDX models are available
for all three specimen (primary tumour and both metastases). The 77-year-old male patient
underwent preventive colonoscopy when a tubular adenocarcinoma protruding from the
orifice of vermiform appendix was detected. A right hemicolectomy with en bloc resection
of an infiltrated intestinal loop was performed and intraoperatively a singular metastasis of
hepatic segment I1I was completely resected. Histopathological analyses revealed two large
moderately differentiated adenocarcinomas of the appendix vermiformis with extramural
venous invasion, but without involvement of the regional lymph nodes. A complete
resection of the singular liver metastasis (G2 pT4a (2) pN0(0/12) LO V1 pM1 (liver) RO;
UICC IV A) was successful. Adjuvant chemotherapy was implemented with four courses
of 5-FU, folinic acid, and oxaliplatin (FOLFOX4) and continued with seven courses of 5-FU
and folinic acid due to elevated creatinine. Fourteen months later, re-staging by computed
tomography and magnetic resonance imaging revealed a large metachronous metastasis
of the right liver lobe. After two courses of 5-FU, folinic acid, irinotecan (FOLFIRI) and
bevacizumab, the patient underwent anatomical resection of the hepatic segments VI, VII
and VIII with histopathological confirmation of complete resection. Yet, nine months later,
multiple pulmonic and hepatic metastases were detected by computed tomography and
palliative treatment was continued with three courses of FOLFIRI and bevacizumab. The
patient succumbed to his disease 39 months after the initial diagnosis.

3.7. Chemosensitivity In Vivo

Xenografted and tumour-bearing mice received 5-FU, irinotecan, the combination
(FIRI) or 0.9% NaCl solution in the control group. Therapy with 5-FU resulted in decreased
tumour growth in all treated mice with significant tumour shrinkage in HROC277 and
HROC277Met2 (see Figure 3A). However, the effect of 5-FU was considerably exceeded
by the treatment with irinotecan. In HROC277- and HROC277Met2-PDX, irinotecan
reduced the tumour volume by 94% and 96% compared to the control, respectively (see
Figure 3B). Only in HROC277Met1-PDX the effect of irinotecan was even surpassed by
FIRI, resulting in tumour volume reduction of 94% (compared to irinotecan treatment
alone: 86%). The regression grading was performed by an experienced pathologist and
revealed that irinotecan, in all three cases, led to a significantly increased grade of regression
compared to control and also to 5-FU-treated mice (see Figure 3C). A benefit from FIRI
compared to irinotecan treatment could not be observed.
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Figure 3. Chemosensitivity in vivo. Xenografted mice were treated with 5-FU (30 mg/kg bw), irinotecan (20 mg/kg bw),
FIRI (5-FU 30 mg/kg bw and irinotecan 20 mg/kg bw) or 0.9% NaCl solution in the control group. Tumour volume
was measured under therapy (a) and at day 18 (b). Regression grading (c) was performed by an experienced pathologist
indicating 0: no histological response to therapy and 5: very strong therapy response. Results are depicted as mean
with standard deviation. Statistical results are based on an ANOVA test indicating p-value <0.05 (* or #), p-value <0.01
(** or ##) and p-value <0.001 (*** or ###). * treatment group vs. untreated control group; # irinotecan- or FIRI-treated mice vs.
5-FU-treated mice. Bw: body weight.

4. Discussion

Our group aimed at establishing models from CRC patients (cell lines and PDX) for
investigating commonalities as well as differences in genetic profiles and drug responses
between primary and metastatic lesions of the same patient on the cellular level. Moreover,
we aimed at functionally testing the predictive capabilities of primary tumour models for
the treatment of metastases.

The side by side comparison of primary and metastatic tumour samples from 10
CRC patients revealed a relatively low number of detected mutations in tumour as well
as metastasis. The metastases had thereby the same or an increased number of relevant
mutations compared to the tumours. Furthermore, (likely) pathogenic mutations mainly
coincided in the paired samples and were even observed in different patients. This is in
line with results from a study analysing primary CRC as well as matching liver metastasis,
where also no significant differences regarding copy number variations or mutations
leading to deregulation of signalling pathways could be found [13].



Cancers 2021, 13, 4717

12 of 16

Hu and colleagues described concordant driver mutations between primary tumour
and metastasis pairs of 25 CRC patients [14]. They also developed a model for phylogenetic
reconstruction of metastatic CRC. In most patients, dissemination of cancer cells was
an early process so that tumours as well as metastases have ample time to accumulate
additional private mutations. This also explains the ‘absence’ of certain mutations in
metastases, which were present in the primary tumour. Moreover, the increased number
of mutations of ‘uncertain significance” mainly present in metastases provides further
evidence for this concept of early dissemination and independent metastases development.

In contrast to our results, a large study including almost 1200 CRC patients, found
the tumour mutational burden in metastases lower as compared to the primaries [15].
The authors explained this with the greater likelihood of hypermutated tumours to be
eliminated by immune mechanisms [16,17]. Divergence between mutational analyses,
including our results, can, at least partly, be explained by the heterogeneity of a given
tumour. Individual tumours are typically composed of a variety of cellular clones, all
harbouring their unique mutational pattern. The piece of tumour material used for genetic
analysis and/or tumour model generation represents a fragment of the tumour, rather
than reflecting the whole landscape of genetic alterations [18,19]. A detailed description
of our CRC PDX model biobank will be published soon. There, we will also cover the
genetic characteristics of our tumour model collection (1 = 125 CRC patients/PDX models)
containing the patients’ models included in the present manuscript.

In this study we could detect (likely) pathogenic mutations in nine genes, among
them common CRC-related mutation sites in APC [20,21], KRAS [22,23], BRAF [24,25]
SMAD4 [26,27] and TP53 [28,29]. HNF1A, which was found mutated in one patient,
is a transcription factor regulating cell proliferation, migration, invasion, and colony
formation in CRC [30]. Another gene affected by mutations was FBXW?7 which is, according
to experimental approaches, involved in epithelial-mesenchymal-transition and chemo-
resistance [31]; while a different study revealed no strong association between patient
prognosis and FBXW7 mutations [32].

Mutations in MUTYH were observed to be predispositions and can increase the
risk of developing CRC as biallelic germline mutations are associated with hereditary
polyposis [33]. In our analysis, we could detect a heterozygous mutation in primary as
well as metastatic tissue of the case HROC348.

As the genetic analyses did not reveal substantial differences between primary tu-
mours and metastases, conclusions drawn from the primary tumour composition should
permit reliable predictions. We thus hypothesised that drug responses might not differ
significantly between primary tumours’ and metastatic cells from individual cases. In
order to test this, functional assays were performed in vitro. Cell lines in low passages,
i.e., between passage 20-30, were used as these still recapitulate the intrinsic neoplastic
characteristics well [34].

Four cell line pairs were selected and characterised regarding morphology, growth
behaviour, cloning and spheroid formation capacity as well as sensitivity to different
therapeutics in vitro. Morphological differences between cell lines from different patients
were observed but only minor variations in cell line sets. The cell lines reached doubling
times between 54 h and 74 h, comparable to established and well-characterised cell lines
like Caco-2 (doubling time 60-80 h [German Collection of Microorganisms and Cell Culture;
Cell Lines Service]).

When treating the cell lines with the clinical first line chemotherapeutics 5-FU, irinote-
can as well as oxaliplatin, we observed high sensitivity. 5-FU treatment resulted in distinct
anti-tumour effects and ICsy values were well below the reachable plasma concentration of
380 uM for 5-FU [35]. Furthermore, ICs, values were similar or even decreased in metasta-
sis cell lines compared to their matching primary, indicating high predictive capability of
both tumour model types for 5-FU.

Oxaliplatin was also able to eradicate the tumour cells independently of primary or
metastatic origin in a dose (ICsg: 2-5 uM) matching the reachable plasma concentrations
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of oxaliplatin, which has been found to be 3-8 uM [36-38]. Thus, a therapy including
oxaliplatin is supported by these data, albeit it seems likely that therapy will select for
resistant subclones due to the proximity of reachable plasma concentrations and ICsg. In
a study testing extreme drug resistance with chemotherapeutic doses 5-80-fold higher
than those achieved clinically, it could also be shown that the response of tumour and
metastatic cells of CRC patients did not differ significantly [39]. This effect was observed
for 5-FU, irinotecan and oxaliplatin, but in this study unmatched tumours and metastases
were analysed.

Our in vitro chemosensitivity testing showed the most diverse results for irinotecan.
All tested CRC cell lines reacted to the treatment and no intrinsic resistance was observed
(acquired resistance under long term treatment was not tested). But the metastasis-derived
cell lines of three patients were less sensitive towards irinotecan than the tumour cell
lines. This is in accordance with results from Takebayashi et al. who also observed lower
sensitivity, especially in liver metastatic cells compared to paired CRC primary tumour
cells when treating with irinotecan, but not with 5-FU or oxaliplatin [40]. In the cell lines
HROC277Met2 (ICSO[HROC277Met2] = 15.59 },LM) and HROC348Met1 (ICSO[HROC348Metl] =
16.8 uM), the ICs( exceeded the normal plasma level of irinotecan (up to 2 pM [41]) by far;
suggesting a likely failure in clinical therapy.

We further tested if combinations of the chemotherapeutics 5-FU and irinotecan act
synergistically in lower doses. Contrarily to what was expected, viability decreasing effects
of irinotecan were abrogated by 5-FU.

Exemplarily, we selected an in vivo PDX model set of one CRC patient from whom
we had PDX models of the primary tumour (HROC277), the synchronous (HROC277Met1)
and the metachronous (HROC277Met2) metastases for validation of these in vitro results.
All PDX models were treated with 5-FU, irinotecan and their combination FIRI. The results
confirmed that a combinational approach with these chemotherapeutic substances is not
superior to the best-acting single chemotherapy;, i.e., irinotecan; and thus corroborating
the in vitro results of HROC277. In contrast, the different responsive behaviours of the
metastasis-derived cell clones compared to the primary-derived ones under irinotecan
treatment obtained in vitro could not be reproduced. One explanation for this phenomenon
could be the comparatively low activity of irinotecan compared to its hydrolysed compound
SN-38 [42]. Metabolisation of the prodrug is catalysed by carboxylesterases mainly found in
the liver and also in normal colon tissue but to a lower extent in CRC cells [43]. Therefore,
while reaching relatively low plasma levels (maximal concentration of approximately
3-15 uM in the mouse [44]), the concentration of the highly active compound SN-38 can be
increased in vivo compared to in vitro resulting in higher chemosensitivity.

Based on these in vitro and in vivo results, we retrospectively stated therapy recom-
mendations and compared them with the actual clinical treatment success of the patients.
For patient HROC147, we would have proposed chemotherapy including 5-FU and oxali-
platin. Indeed, FOLFOX (5-FU+leucovorin+oxaliplatin) therapy led to a complete remission
of the patient.

Patient HROC277 underwent surgical resection of the tumour and its synchronous
metastasis before chemotherapy started with FOLFOX, followed by FOLFIRL
The metachronous metastasis HROC277Met2, detected under FOLFIRI treatment, was re-
sected subsequently. But the following FOLFIRI cycles did not result in tumour control and
the disease progressed with further metastases. Our in vitro studies match these potential
treatment failures with relatively high 1Csj values for irinotecan. The promising results
from the in vivo experiments probably trace back to the much higher plasma level in the
mouse [44] compared to the patient in clinical treatment. Furthermore, regarding sensitivity
to 5-FU and irinotecan, the synchronous metastasis behaved more like the metachronous
metastasis than like the primary tumour. Therefore, it should be considered to also include
synchronous metastases into the data sets used for further treatment predictions of later
developing metastases. This could also have helped patient HROC348, who presented a
synchronous metastasis with the highest ICsy value of all tested cell lines for irinotecan.
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With this knowledge, the patient could have been spared from irinotecan-containing treat-
ments including their side effects and other promising therapy options should have been
used in first-line treatment. Even the primary tumour presented a rather high ICs for
irinotecan in the range of reachable plasma levels, indicating potential treatment difficulties.

The cell lines of HROC278 were highly sensitive for 5-FU and irinotecan and inter-
mediate for oxaliplatin proposing an excellent treatment success. Nevertheless, FOLFIRI
plus bevacizumab therapy after resection failed to prevent the development of a further
metastasis, and the patient died 26 months later. As a likely explanation, the relatively high
tumour burden due to the incomplete resection may have caused rapid disease progression
by proliferation of chemo-resistant subclones.

5. Conclusions

The initial question of this study was whether it is possible to predict biological
behaviour of metastases by concluding results obtained from CRC cells of the primary
tumour. As an ideal tool to answer this question, the cell line pairwise comparison con-
firmed that both phenotype and growth behaviour of CRC cells did not differ significantly
between tumour- and metastasis-derived cells. Also, the chemosensitivity tests revealed no
significant differences between tumour and metastasis for the majority of cell line pairs and
tested substances. Consequently, we would conclude that analysing and testing cells from
primary CRC allows for identifying promising treatments for metastases likely to develop
in the future. Besides approaching chemo response with 2D cell cultures, patient-derived
organoids (PDOs) delivered also encouraging results. Studies investigating PDOs from ei-
ther tumour or metastatic material could confirm a correlation between PDO reactivity and
patient’s response to chemotherapy [45,46]. However, despite the fact that our study is the
first using four tumour and metastatic cell line pairs, more such data have to be collected in
terms of individual patient tumour model pairs. Furthermore, the comparison of untreated
and pretreated tumours and metastases regarding their therapeutic sensitivities could
help to improve treatment success predictions. Similar to the classical chemotherapeutics
analysed in the present study, further therapeutic substances, including preclinical drug
candidates, must and can be surveyed taking advantage of our cell line pairs, which are
available for other researchers upon reasonable request.

Supplementary Materials: The following are available online at https:/ /www.mdpi.com/article/
10.3390/ cancers13184717/s1, Table S1: Solid Tumor Panel and Hotspots for Sequencing, Table S2:
Patient information, Table S3: Single Nucleotide Variants of Sequenced CRC PDX.

Author Contributions: Conceptualization of the project originates from M.L. and C.SM.; SW.,
N.T.B., S.M., A.S. and R.P. performed experiments and data analyses, M.L. and C.S.M. interpreted
data; F.B. analysed and interpreted clinical data; EP. performed pathological assessments and therapy
response scoring; writing—original draft preparation, S.W.; writing—review and editing, S.W., C.5.M.
and M.L,; visualization, S.W.; supervision, C.5.M. and M.L. All authors have read and agreed to the
published version of the manuscript.

Funding: This research was in part funded by grant number TBI-V-1-241-VBW-084 from the state
Mecklenburg-Vorpommern.

Institutional Review Board Statement: The study was conducted according to the guidelines of the
Declaration of Helsinki. All procedures were approved by the Ethics Committee of the University of
Rostock University Medical Centre (Reference numbers: I HV 43/2004 and A 45/2007) in accordance
with generally accepted guidelines for the use of human material. All animal experiments were
performed according to the guidelines of the local animal use and care committee (Landesamt fiir
Landwirtschaft, Lebensmittelsicherheit und Fischerei Mecklenburg-Vorpommern, permit number:
LALLF M-V /TSD/7221.3-1.1-098/12).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data and materials are available from the corresponding author
on reasonable request.


https://www.mdpi.com/article/10.3390/cancers13184717/s1
https://www.mdpi.com/article/10.3390/cancers13184717/s1

Cancers 2021, 13,4717 15 of 16

Conflicts of Interest: The authors declare no conflict of interest.

References

1.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

Torre, L.A.; Bray, F; Siegel, R.L.; Ferlay, J.; Lortet-Tieulent, J.; Jemal, A. Global cancer statistics, 2012. CA Cancer J. Clin. 2015,
65, 87-108. [CrossRef]

Pretzsch, E.; Bosch, F.; Neumann, J.; Ganschow, P.; Bazhin, A.; Guba, M.; Werner, J.; Angele, M. Mechanisms of metastasis in
colorectal cancer and metastatic organotropism: Hematogenous versus peritoneal spread. J. Oncol. 2019, 2019, 7407190. [CrossRef]
Leal, F,; Ferreira, FP; Sasse, A.D. FOLFOXIRI regimen for metastatic colorectal cancer: A systematic review and meta-analysis.
Clin. Colorectal Cancer 2017, 16, 405—409. [CrossRef]

Douillard, J.Y.; Cunningham, D.; Roth, A.D.; Navarro, M.; James, R.D.; Karasek, P.,; Jandik, P,; Iveson, T.; Carmichael, J.; Alakl, M.;
et al. Irinotecan combined with fluorouracil compared with fluorouracil alone as first-line treatment for metastatic colorectal
cancer: A multicentre randomised trial. Lancet 2000, 355, 1041-1047. [CrossRef]

Masi, G.; Allegrini, G.; Cupini, S.; Marcucci, L.; Cerri, E.; Brunetti, I.; Fontana, E.; Ricci, S.; Andreuccetti, M.; Falcone, A. First-line
treatment of metastatic colorectal cancer with irinotecan, oxaliplatin and 5-fluorouracil /leucovorin (FOLFOXIRI): Results of a
phase II study with a simplified biweekly schedule. Ann. Oncol. 2004, 15, 1766-1772. [CrossRef]

Falcone, A.; Masi, G.; Allegrini, G.; Danesi, R.; Pfanner, E.; Brunetti, .M.; Di Paolo, A.; Cupini, S.; Del Tacca, M.; Conte, P. Biweekly
chemotherapy with oxaliplatin, irinotecan, infusional Fluorouracil, and leucovorin: A pilot study in patients with metastatic
colorectal cancer. J. Clin. Oncol. 2002, 20, 4006-4014. [CrossRef]

Siegel, R.L.; Miller, K.D.; Goding Sauer, A.; Fedewa, S.A.; Butterly, L.F.; Anderson, ]J.C.; Cercek, A.; Smith, R.A.; Jemal, A.
Colorectal cancer statistics, 2020. CA Cancer . Clin. 2020, 70, 145-164. [CrossRef]

Longley, D.B.; Johnston, P.G. Molecular mechanisms of drug resistance. J. Pathol. 2005, 205, 275-292. [CrossRef]

Mullins, C.S.; Micheel, B.; Matschos, S.; Leuchter, M.; Biirtin, F.; Krohn, M.; Hithns, M.; Klar, E.; Prall, E,; Linnebacher, M.
Integrated biobanking and tumor model establishment of human colorectal carcinoma provides excellent tools for preclinical
research. Cancers 2019, 11. [CrossRef]

Mullins, C.S.; Bock, S.; Krohn, M.; Linnebacher, M. Generation of xenotransplants from human cancer biopsies to assess anti-cancer
activities of HDACi. Methods Mol. Biol. (Clifton N.J.) 2017, 1510, 217-229. [CrossRef]

Chen, C.; Chen, H.; Zhang, Y.; Thomas, H.R.; Frank, M.H.; He, Y.; Xia, R. TBtools: An Integrative Toolkit Developed for Interactive
Analyses of Big Biological Data. Mol. Plant 2020, 13, 1194-1202. [CrossRef] [PubMed]

Ostwald, C.; Linnebacher, M.; Weirich, V.; Prall, F. Chromosomally and microsatellite stable colorectal carcinomas without the
CpG island methylator phenotype in a molecular classification. Int. J. Oncol. 2009, 35, 321-327. [CrossRef]

Liu, J.; Cho, Y.B.; Hong, HK.; Wu, S.; Ebert, PJ.; Bray, S.M.; Wong, S.S.; Ting, ].C.; Calley, ].N.; Whittington, C.F,; et al. Molecular
dissection of CRC primary tumours and their matched liver metastases reveals critical role of immune microenvironment, EMT
and angiogenesis in cancer metastasis. Sci. Rep. 2020, 10, 10725. [CrossRef]

Hu, Z; Ding, J.; Ma, Z.; Sun, R.; Seoane, J.A.; Scott Shaffer, J.; Suarez, C.J.; Berghoff, A.S.; Cremolini, C.; Falcone, A.; et al.
Quantitative evidence for early metastatic seeding in colorectal cancer. Nat. Genet. 2019, 51, 1113-1122. [CrossRef]

Wu, J.; Bryan, J.; Rubinstein, S.M.; Wang, L.; Lenoue-Newton, M.; Zuhour, R.; Levy, M.; Micheel, C.; Xu, Y.; Bhavnani, S.K,;
et al. Opportunities and challenges for analyzing cancer data at the inter- and intra-institutional levels. JCO Precis. Oncol. 2020,
4,743-756. [CrossRef]

Giannakis, M.; Mu, X.J.; Shukla, S.A.; Qian, Z.R.; Cohen, O.; Nishihara, R.; Bahl, S.; Cao, Y.; Amin-Mansour, A.; Yamauchi, M.;
et al. Genomic correlates of immune-cell infiltrates in colorectal carcinoma. Cell Rep. 2016, 15, 857-865. [CrossRef] [PubMed]
Rizvi, N.A.; Hellmann, M.D.; Snyder, A.; Kvistborg, P.; Makarov, V.; Havel, ].].; Lee, W.; Yuan, ].; Wong, P.; Ho, T.S,; et al.
Cancer immunology. Mutational landscape determines sensitivity to PD-1 blockade in non-small cell lung cancer. Science 2015,
348, 124-128. [CrossRef]

Werner, B.; Traulsen, A.; Sottoriva, A.; Dingli, D. Detecting truly clonal alterations from multi-region profiling of tumours. Sci.
Rep. 2017, 7, 44991. [CrossRef]

Dentro, S.C.; Leshchiner, I.; Haase, K.; Tarabichi, M.; Wintersinger, J.; Deshwar, A.G.; Yu, K.; Rubanova, Y.; Macintyre, G.;
Demeulemeester, J.; et al. Characterizing genetic intra-tumor heterogeneity across 2658 human cancer genomes. Cell 2021,
184, 2239-2254. [CrossRef] [PubMed]

Nakamura, Y.; Nishisho, I; Kinzler, K.W.; Vogelstein, B.; Miyoshi, Y.; Miki, Y.; Ando, H.; Horii, A.; Nagase, H. Mutations of the
adenomatous polyposis coli gene in familial polyposis coli patients and sporadic colorectal tumours. Princess Takamatsu Symp.
1991, 22, 285-292.

Bodmer, W.E; Cottrell, S.; Frischauf, A.M.; Kerr, 1.B.; Murday, V.A.; Rowan, A.J.; Smith, M.E; Solomon, E.; Thomas, H.; Varesco, L.
Genetic analysis of colorectal cancer. Princess Takamatsu Symp. 1989, 20, 49-59. [PubMed]

Andreyev, HJ.; Norman, A.R.; Cunningham, D.; Oates, J.R.; Clarke, P.A. Kirsten ras mutations in patients with colorectal cancer:
The multicenter “RASCAL” study. . Natl. Cancer Inst. 1998, 90, 675-684. [CrossRef] [PubMed]

Vogelstein, B.; Fearon, E.R.; Hamilton, S.R.; Kern, S.E.; Preisinger, A.C.; Leppert, M.; Nakamura, Y.; White, R.; Smits, A.M.; Bos,
J.L. Genetic alterations during colorectal-tumor development. N. Engl. ]. Med. 1988, 319, 525-532. [CrossRef]

Rajagopalan, H.; Bardelli, A.; Lengauer, C.; Kinzler, K.W.; Vogelstein, B.; Velculescu, V.E. Tumorigenesis: RAF/RAS oncogenes
and mismatch-repair status. Nature 2002, 418, 934. [CrossRef]


http://doi.org/10.3322/caac.21262
http://doi.org/10.1155/2019/7407190
http://doi.org/10.1016/j.clcc.2017.03.012
http://doi.org/10.1016/S0140-6736(00)02034-1
http://doi.org/10.1093/annonc/mdh470
http://doi.org/10.1200/JCO.2002.12.075
http://doi.org/10.3322/caac.21601
http://doi.org/10.1002/path.1706
http://doi.org/10.3390/cancers11101520
http://doi.org/10.1007/978-1-4939-6527-4_16
http://doi.org/10.1016/j.molp.2020.06.009
http://www.ncbi.nlm.nih.gov/pubmed/32585190
http://doi.org/10.3892/ijo_00000343
http://doi.org/10.1038/s41598-020-67842-5
http://doi.org/10.1038/s41588-019-0423-x
http://doi.org/10.1200/PO.19.00394
http://doi.org/10.1016/j.celrep.2016.03.075
http://www.ncbi.nlm.nih.gov/pubmed/27149842
http://doi.org/10.1126/science.aaa1348
http://doi.org/10.1038/srep44991
http://doi.org/10.1016/j.cell.2021.03.009
http://www.ncbi.nlm.nih.gov/pubmed/33831375
http://www.ncbi.nlm.nih.gov/pubmed/2562187
http://doi.org/10.1093/jnci/90.9.675
http://www.ncbi.nlm.nih.gov/pubmed/9586664
http://doi.org/10.1056/NEJM198809013190901
http://doi.org/10.1038/418934a

Cancers 2021, 13,4717 16 of 16

25.

26.

27.

28.

29.

30.

31.

32.

33.
34.

35.

36.

37.

38.

39.

40.

41.
42.

43.

44.

45.

46.

Yuen, S.T; Davies, H.; Chan, T.L.; Ho, ].W,; Bignell, G.R; Cox, C.; Stephens, P.; Edkins, S.; Tsui, W.W.; Chan, A.S; et al. Similarity
of the phenotypic patterns associated with BRAF and KRAS mutations in colorectal neoplasia. Cancer Res. 2002, 62, 6451-6455.
Fleming, N.I; Jorissen, R.N.; Mouradov, D.; Christie, M.; Sakthianandeswaren, A.; Palmieri, M.; Day, F; Li, S.; Tsui, C.; Lipton, L.;
et al. SMAD2, SMAD3 and SMAD4 mutations in colorectal cancer. Cancer Res. 2013, 73, 725-735. [CrossRef]

Huang, D.; Sun, W.; Zhou, Y;; Li, P; Chen, F,; Chen, H.; Xia, D.; Xu, E.; Lai, M.; Wu, Y.; et al. Mutations of key driver genes in
colorectal cancer progression and metastasis. Cancer Metastasis Rev. 2018, 37, 173-187. [CrossRef] [PubMed]

Van den Berg, EM.; Tigges, A.].; Schipper, M.E.; den Hartog-Jager, F.C.; Kroes, W.G.; Walboomers, ].M. Expression of the nuclear
oncogene p53 in colon tumours. J. Pathol. 1989, 157, 193-199. [CrossRef]

Baker, S.J.; Fearon, E.R.; Nigro, ] M.; Hamilton, S.R.; Preisinger, A.C.; Jessup, ].M.; van Tuinen, P.; Ledbetter, D.H.; Barker, D.E,;
Nakamura, Y.; et al. Chromosome 17 deletions and p53 gene mutations in colorectal carcinomas. Science 1989, 244, 217-221.
[CrossRef]

Zhu, W.; Zhuang, P; Song, W.; Duan, S.; Xu, Q.; Peng, M.; Zhou, J. Knockdown of IncRNA HNF1A-AS1 inhibits oncogenic
phenotypes in colorectal carcinoma. Mol. Med. Rep. 2017, 16, 4694—4700. [CrossRef]

Li, N.; Babaei-Jadidi, R.; Lorenzi, F; Spencer-Dene, B.; Clarke, P.; Domingo, E.; Tulchinsky, E.; Vries, R.G.].; Kerr, D.; Pan, Y,; et al.
An FBXW?7-ZEB2 axis links EMT and tumour microenvironment to promote colorectal cancer stem cells and chemoresistance.
Oncogenesis 2019, 8, 13. [CrossRef]

Chang, C.-C.; Lin, H.-H,; Lin, J.-K; Lin, C.-C.; Lan, Y.-T.; Wang, H.-S.; Yang, S.-H.; Chen, W.-S,; Lin, T.-C.; Jiang, ].-K_; et al. FBXW7
mutation analysis and its correlation with clinicopathological features and prognosis in colorectal cancer patients. Int. J. Biol.
Markers 2015, 30, 88-95. [CrossRef]

Nielsen, M.; Infante, E.; Brand, R. GeneReviews®: MUTYH Polyposis; University of Washington: Seattle, WA, USA, 1993.

Gock, M.; Mullins, C.S.; Bergner, C.; Prall, F; Ramer, R.; Goder, A.; Kramer, O.H.; Lange, F; Krause, B.J.; Klar, E.; et al.
Establishment, functional and genetic characterization of three novel patient-derived rectal cancer cell lines. World J. Gastroenterol.
2018, 24, 4880-4892. [CrossRef]

Bocci, G.; Danesi, R.; Di Paolo, A.D.; Innocenti, F.; Allegrini, G.; Falcone, A.; Melosi, A.; Battistoni, M.; Barsanti, G.; Conte,
PF; et al. Comparative pharmacokinetic analysis of 5-fluorouracil and its major metabolite 5-fluoro-5,6-dihydrouracil after
conventional and reduced test dose in cancer patients. Clin. Cancer Res. 2000, 6, 3032-3037.

Ehrsson, H.; Wallin, I.; Yachnin, ]. Pharmacokinetics of oxaliplatin in humans. Med Oncol. 2002, 19, 261-265. [CrossRef]
Graham, M.A.; Lockwood, G.F,; Greenslade, D.; Brienza, S.; Bayssas, M.; Gamelin, E. Clinical pharmacokinetics of oxaliplatin: A
critical review. Clin. Cancer Res. 2000, 6, 1205-1218.

Shirao, K.; Matsumura, Y.; Yamada, Y.; Muro, K.; Gotoh, M.; Boku, N.; Ohtsu, A.; Nagashima, E; Sano, Y.; Mutoh, M.; et al. Phase
I'study of single-dose oxaliplatin in Japanese patients with malignant tumours. Jpn. J. Clin. Oncol. 2006, 36, 295-300. [CrossRef]
Mechetner, E.; Briinner, N.; Parker, R.J. In vitro drug responses in primary and metastatic colorectal cancers. Scand. J. Gastroenterol.
2011, 46, 70-78. [CrossRef]

Takebayashi, K.; Mekata, E.; Sonoda, H.; Shimizu, T.; Shiomi, H.; Naka, S.; Endo, Y.; Tani, T. Differences in chemosensitivity
between primary and metastatic tumours in colorectal cancer. PLoS ONE 2013, 8, €73215. [CrossRef]

Chabot, G.G. Clinical pharmacokinetics of irinotecan. Clin. Pharmacokinet. 1997, 33. [CrossRef]

Kaneda, N.; Nagata, H.; Furuta, T.; Yokokura, T. Metabolism and pharmacokinetics of the camptothecin analogue CPT-11 in the
mouse. Cancer Res. 1990, 50, 1715-1720. [PubMed]

Guichard, S.; Terret, C.; Hennebelle, I.; Lochon, I.; Chevreau, P; Frétigny, E.; Selves, ].; Chatelut, E.; Bugat, R.; Canal, P. CPT-11
converting carboxylesterase and topoisomerase activities in tumour and normal colon and liver tissues. Br. ]. Cancer 1999,
80, 364-370. [CrossRef] [PubMed]

Stewart, C.F.; Zamboni, W.C.; Crom, W.R.; Houghton, PJ. Disposition of irinotecan and SN-38 following oral and intravenous
irinotecan dosing in mice. Cancer Chemother. Pharmacol. 1997, 40, 259-265. [CrossRef] [PubMed]

Ooft, S.N.; Weeber, F,; Dijkstra, K.K.; McLean, C.M.; Kaing, S.; van Werkhoven, E.; Schipper, L.; Hoes, L.; Vis, D.]J.; van de Haar, J.;
et al. Patient-derived organoids can predict response to chemotherapy in metastatic colorectal cancer patients. Sci. Transl. Med.
2019, 11. [CrossRef] [PubMed]

Vlachogiannis, G.; Hedayat, S.; Vatsiou, A.; Jamin, Y.; Fernandez-Mateos, J.; Khan, K.; Lampis, A.; Eason, K.; Huntingford,
I; Burke, R.; et al. Patient-derived organoids model treatment response of metastatic gastrointestinal cancers. Science 2018,
359, 920-926. [CrossRef]


http://doi.org/10.1158/0008-5472.CAN-12-2706
http://doi.org/10.1007/s10555-017-9726-5
http://www.ncbi.nlm.nih.gov/pubmed/29322354
http://doi.org/10.1002/path.1711570304
http://doi.org/10.1126/science.2649981
http://doi.org/10.3892/mmr.2017.7175
http://doi.org/10.1038/s41389-019-0125-3
http://doi.org/10.5301/jbm.5000125
http://doi.org/10.3748/wjg.v24.i43.4880
http://doi.org/10.1385/MO:19:4:261
http://doi.org/10.1093/jjco/hyl016
http://doi.org/10.3109/00365521.2010.510573
http://doi.org/10.1371/journal.pone.0073215
http://doi.org/10.2165/00003088-199733040-00001
http://www.ncbi.nlm.nih.gov/pubmed/2306725
http://doi.org/10.1038/sj.bjc.6690364
http://www.ncbi.nlm.nih.gov/pubmed/10408839
http://doi.org/10.1007/s002800050656
http://www.ncbi.nlm.nih.gov/pubmed/9219511
http://doi.org/10.1126/scitranslmed.aay2574
http://www.ncbi.nlm.nih.gov/pubmed/31597751
http://doi.org/10.1126/science.aao2774

	Introduction 
	Materials and Methods 
	Cell Line Establishment 
	Mice and Tumour Xenografting 
	Chemosensitivity In Vivo 
	Chemosensitivity In Vitro by Crystal Violet Staining 
	Colony Formation Assay 
	Spheroid Formation Assay 
	Next Generation Sequencing Analyses 

	Results 
	Patient Characteristics 
	Molecular Characterisation of Tumour Material 
	Morphology and Cell Doubling Time of Selected Cell Lines 
	Colony Formation and Spheroid Formation 
	Chemosensitivity In Vitro 
	Patient HROC277 
	Chemosensitivity In Vivo 

	Discussion 
	Conclusions 
	References

