@’PLOS | GENETICS

CrossMark

click for updates

G OPENACCESS

Citation: Sato TK, Tremaine M, Parreiras LS,
Hebert AS, Myers KS, Higbee AJ, et al. (2016)

CORRECTION

Correction: Directed Evolution Reveals
Unexpected Epistatic Interactions That Alter
Metabolic Requlation and Enable Anaerobic
Xylose Use by Saccharomyces cerevisiae

Trey K. Sato, Mary Tremaine, Lucas S. Parreiras, Alexander S. Hebert, Kevin S. Myers,
Alan J. Higbee, Maria Sardi, Sean J. Mcllwain, Irene M. Ong, Rebecca J. Breuer,
Ragothaman Avanasi Narasimhan, Mick A. McGee, Quinn Dickinson, Alex La Reau,
Dan Xie, Mingyuan Tian, Jeff S. Piotrowski, Jennifer L. Reed, Yaoping Zhang, Joshua
J. Coon, Chris Todd Hittinger, Audrey P. Gasch, Robert Landick

Authorship

Dr. Jeff S. Piotrowski should be included in the author byline instead of the Acknowledgments.
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