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Abstract: In this study, the neural phenotype is explored in rodent models of the spinocerebellar
disorder known as the Friedreich Ataxia (FA), which results from mutations within the gene
encoding the Frataxin mitochondrial protein. For this, the M12 line, bearing a targeted mutation,
which disrupts the Frataxin gene exon 4 was used, together with the M02 line, which, in addition,
is hemizygous for the human Frataxin gene mutation (Pook transgene), implying the occurrence
of 82–190 GAA repeats within its first intron. The mutant mice phenotype was compared to the
one of wild type littermates in regions undergoing differential profiles of neurogenesis, including
the cerebellar cortex and the spinal cord by using neuronal (β-tubulin) and glial (Glial Fibrillary
Acidic Protein) markers as well as the Contactin 1 axonal glycoprotein, involved in neurite growth
control. Morphological/morphometric analyses revealed that while in Frataxin mutant mice the
neuronal phenotype was significantly counteracted, a glial upregulation occurred at the same time.
Furthermore, Contactin 1 downregulation suggested that changes in the underlying gene contributed
to the disorder pathogenesis. Therefore, the FA phenotype implies an alteration of the developmental
profile of neuronal and glial precursors. Finally, epigallocatechin gallate polyphenol administration
counteracted the disorder, indicating protective effects of antioxidant administration.

Keywords: Friedreich Ataxia; neurodegeneration; nervous tissue repair; neural cells interactions;
transmembrane signaling; polyphenols

1. Introduction

The Friedreich Ataxia (FA) is an autosomal neurodegenerative disorder, which affects the
development of the long-range axonal trajectories, which grow along the spinal cord and include both
sensory and spino-cerebellar afferents [1–3]. The corresponding tissue alteration affects sensory as well
as spino-cerebellar functions [2,4–13] and, as such, it results in an ataxic phenotype [9,14–16]. Due to
concomitant myocardiocyte damage, neurological symptoms are associated with a cardiovascular
phenotype [4,5,17–19], resulting in ventricular failure. The neural and the cardiovascular phenotypes
share a common pathogenic mechanism, based on the evidence that FA is a mitochondrial disorder,
affecting at the same time the nervous and the hearth tissue [6,12,20–23] as a consequence of the mutation
of the gene encoding the mitochondrial protein Frataxin [24]. This protein plays a relevant role in
modulating oxidative phosphorylation, consistent with the contribution of the mutation of the underlying
gene to the disorder pathogenesis, in turn implying mitochondrial iron and sulfur accumulation within
the nervous and the cardiac tissues, which results in their degeneration [7,12,23,25–32].
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As for their derivation at the tissue level, the perikarya of most of the neurons affected by the
Frataxin gene mutation map within the dorsal root ganglia as well as within the cerebellar dentate
gyrus, which therefore represents the primary targets of the disorder [33]. At the cellular level, Frataxin
gene mutation results in high sensitivity of the affected tissues to oxidative stress [7,12,34], which,
in turn, is also relevant for devising potential therapeutic approaches, based on the administration of
antioxidants components, demonstrated to be helpful also in other neurodegenerative disorders as
shown for Idebenone, Mitochinone, Q10 coenzyme, vitamin E and for polyphenol components [1,35–41].
The administration of such compounds attenuated the consequences of the disorder at the tissue
level [11,37] thus exerting protective effects against the associated degeneration.

To specify the molecular mechanism underlying the FA, in the present study use was made of
rodent models carrying mutations responsible for the corresponding neurodegeneration on which the
effects were tested of putative protective approaches. In particular, the Fxntm1Mkn mice, also called
the M12 line [42], which carries the mentioned Frataxin gene mutation was chosen as a rodent
model of the disorder. M12 mice should be considered as functional Frataxin KO mice as they
display the histological and functional features of the FA and, in this study, they have been used for
investigating the possibility of devising potentially protective approaches, based on nutraceutical,
mostly polyphenol, administration. However, since the M12 mutation was itself lethal in homozygosis,
in order to develop a suitable transgenic line for phenotype analysis, these mice were crossed into
the Fxntm1MknTg(FXN–)YG8Pook/J line, which generated the M02 mice, carrying at the same time
the human Frataxin (Pook) gene in emizygosis, which implied the occurrence of a variable number
of supernumerary GAA triplets [43] within its first intron. This led the arising double mutant mice
to reach an about 30–40% level of Frataxin biological activity, so as to survive also in homozygosis,
which was crucial for the mutant line to develop the full phenotype of the disorder, against which
the protective effects of pharmacological treatments, mostly based on polyphenol administration,
were evaluated.

Indeed, in previous studies, evidence was provided that these compounds counteract reactive
oxygen/nitrogen species generation, while inhibiting the production of pro-inflammatory cytokines
and chemokines in the central nervous system [44–48]. Therefore, once the above-mentioned transgenic
lines were generated, and the corresponding phenotypes analyzed, the present study was finalized at
devising therapeutic approaches in which the obtained mutant mice were treated with antioxidants
as epigallocathechin gallate (EGCG), a most abundant polyphenol (Poly) of the green tea [49–51],
in order to counteract the oxidative stress-associated phenotype [52–54]. Upon completion of the
treatment, the obtained mutant mice and their control littermates were analyzed both morphologically
and morphometrically at the age of six months, when their neural phenotype was analyzed through
cell type-specific markers, focusing on constitutive nerve cells components as β-tubulin, but also on
neuronal surface adhesive proteins provided with high mobility within the plane of the membrane
and involved in neurite growth control as those which belong to the Contactin family, in particular,
the GPI-anchored Contactin 1 axonal adhesive glycoprotein, known to play a relevant role in neural
developmental control [55]. At the same time, given its potential role in neuroprotection [56,57] the
profile of the glial lineage was also evaluated through the expression of the Glial Fibrillary Acidic
Protein (GFAP).

Altogether, the chosen approach allowed evaluating the relationships between
neurodevelopmental markers expression and neurodegeneration events, with a special concern
on the significance in such interaction of polyphenol components administration and of adhesive
morphoregulatory proteins expression. In turn, this provided evidence that the approach based on
polyphenol components administration was able to counteract the neurodevelopmental delay.
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2. Results

2.1. Rodent Models for the Friedreich Ataxia: Cerebellar and Spinal Cord Phenotypes and Effects of Antioxidant
Treatment

To reproduce the tissue phenotype triggered by Frataxin gene mutation [22,27,58], the M12 mice,
carrying the mentioned FXN– genotype, were analyzed in comparison to wild type (WT) littermates.
In these mutants, the consequences were explored on the neural phenotype of the treatment with the
EpiGalloCatechinGallate (EGCG) polyphenol for which two different protocols were alternatively
applied to pregnant mothers as well as to their offsprings until the age of six months; in such mice,
an EGCG concentrations in the food of 0.0185 mg/g (PolyL) or a ten-fold higher input (0.185 mg/g)
(PolyH) were used. Given the predominant interest in axonal growth, the tissue phenotypes were then
analyzed in both the cerebellum and the spinal cord of mutant mice versus WT littermates.

2.1.1. Effects of Frataxin Gene Mutation on Cerebellar Development

In Figure 1, the phenotype of toluidine blue-stained cerebellar sections from either WT
and FA-mutant mice is described, based on morphological (Figure 1A) and morphometric
(Figure 1B) analyses.

Molecules 2020, 25, x FOR PEER REVIEW 3 of 19 

 

2. Results 

2.1. Rodent Models for the Friedreich Ataxia: Cerebellar and Spinal Cord Phenotypes and Effects of 

Antioxidant Treatment 

To reproduce the tissue phenotype triggered by Frataxin gene mutation [22,27,58], the M12 mice, 

carrying the mentioned FXN--genotype, were analyzed in comparison to wild type (WT) littermates. 

In these mutants, the consequences were explored on the neural phenotype of the treatment with the 

EpiGalloCatechinGallate (EGCG) polyphenol for which two different protocols were alternatively 

applied to pregnant mothers as well as to their offsprings until the age of six months; in such mice, 

an EGCG concentrations in the food of 0.0185 mg/g (PolyL) or a ten-fold higher input (0.185 mg/g) 

(PolyH) were used. Given the predominant interest in axonal growth, the tissue phenotypes were 

then analyzed in both the cerebellum and the spinal cord of mutant mice versus WT littermates. 

2.1.1. Effects of Frataxin Gene Mutation on Cerebellar Development 

In Figure 1, the phenotype of toluidine blue-stained cerebellar sections from either WT and FA-

mutant mice is described, based on morphological (Figure 1A) and morphometric (Figure 1B) 

analyses. 

 

Figure 1. (A): Cerebellar phenotype of six-month-old wild type (WT) mice (a,c,e) and of littermates 

carrying the Frataxin gene mutation in homozygosis (FXN--) (b,d,f) in either control conditions (Ctrl, 

A (a,b)) or in the presence of EpiGalloCatechinGallate (EGCG) administration under low (PolyL: 

0.0185 mg/g, c,d), or high (PolyH; 0.185 mg/g, e,f) dosage conditions. For each measure, 5 animals 

were used arising from either WT and FXN-- genotypes. Scale bar: 500 µm. (B): Results of the 

morphometric analysis measuring the surface of the whole cerebellar sections from wild type mice 

(WT a,c,e) and from littermates carrying the Frataxin gene mutation in homozygosis (FXN-- b,d,f) in 

either control conditions (Ctrl) or upon dietary EGCG administration by using the mentioned low 

(PolyL) or high (PolyH,) dosage protocols. The results underwent statistical evaluation by using a 

one-way ANOVA test. A p-value < 0.0001, indicated by ***, was considered statistically significant. 

In Figure 1A(a,b) and 1B(a,b), sections from six-month-old WT and FXN-- mutant mice are 

compared. This did not reveal significant differences between the genotypes in terms of the overall 

tissue size, thus indicating that, in the chosen conditions and developmental stage, the mutation did 

not affect cerebellar ontogenesis. 

We then wanted to verify whether changes in the oxidative metabolism in mutant versus wild 

type mice could contribute to their phenotype and for this the consequences were evaluated of 

polyphenol administration. In particular, the effects were measured on the cerebellar size of the 

Figure 1. (A): Cerebellar phenotype of six-month-old wild type (WT) mice (a,c,e) and of littermates
carrying the Frataxin gene mutation in homozygosis (FXN–) (b,d,f) in either control conditions
(Ctrl, A (a,b)) or in the presence of EpiGalloCatechinGallate (EGCG) administration under low (PolyL:
0.0185 mg/g, c,d), or high (PolyH; 0.185 mg/g, e,f) dosage conditions. For each measure, 5 animals were
used arising from either WT and FXN– genotypes. Scale bar: 500 µm. (B): Results of the morphometric
analysis measuring the surface of the whole cerebellar sections from wild type mice (WT a,c,e) and
from littermates carrying the Frataxin gene mutation in homozygosis (FXN– b,d,f) in either control
conditions (Ctrl) or upon dietary EGCG administration by using the mentioned low (PolyL) or high
(PolyH), dosage protocols. The results underwent statistical evaluation by using a one-way ANOVA
test. A p-value < 0.0001, indicated by ***, was considered statistically significant.

In Figure 1A(a,b),B(a,b), sections from six-month-old WT and FXN– mutant mice are compared.
This did not reveal significant differences between the genotypes in terms of the overall tissue size,
thus indicating that, in the chosen conditions and developmental stage, the mutation did not affect
cerebellar ontogenesis.

We then wanted to verify whether changes in the oxidative metabolism in mutant versus wild
type mice could contribute to their phenotype and for this the consequences were evaluated of
polyphenol administration. In particular, the effects were measured on the cerebellar size of the
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treatment with EGCG, which was added to the food of WT and FXN– mutant mice by using the
mentioned low (PolyL: 0.0185 mg/g of food) or high (PolyH: 0.185 mg/g of food) concentration protocols.
Polyphenol administration to WT mice resulted into a significant effect on the cerebellar size compared
to untreated controls (Ctrl) (Figure 1A,B, compare a,c,e); in particular a 29% decrease (p < 0.0001) in the
cerebellar section surface was observed upon PolyL treatment (a,c), while a 26% effect (p < 0.0001) was
demonstrated when the PolyH protocol was applied (a,e). On the other hand, the same treatment,
applied to Frataxin mutant (FXN–) mice, was essentially devoid of any significant effect as, in such
conditions, the size of polyphenol-treated cerebella was only slightly reduced compared to one of
untreated controls (Figure 1A,B, compare b to d and f).

Altogether, these data indicated the ability of polyphenol administration, under both the low
and the high dosage protocols, to induce a developmental delay in WT mice. However, such a
phenotype was lost in mice carrying the Frataxin gene mutation, in which very minor or no effects on
cerebellar size could be observed. Therefore, while EGCG administration exerted inhibitory effects
on the neural development of WT mice, no such an effect could be demonstrated in the case of the
Frataxin-mutant (FXN–) mice, thus indicating that the negative EGCG effects observed on cerebellar
neurogenesis of WT mice were in fact efficiently counteracted by the Frataxin gene mutation and
therefore that, in the FXN– mice, Frataxin gene downregulation resulted in protective effects against
the neural developmental delay, which occurred as a consequence of polyphenol administration.
As for the underlying mechanism, it could be supposed that, in FXN– mutant mice cerebellum,
Frataxin downregulation counteracted the oxidative damage resulting from the polyphenol treatment,
so as to promote developmental events (precursor proliferation and differentiation) and therefore to
restore neurogenesis.

To further explore the consequences of the mutation on neurodevelopmental events, the expression
of neuronal and of glial lineages molecular components were also evaluated through morphological and
morphometric analyses on immunostained cerebellar sections, in which antibodies directed towards
cell type-specific markers were used. In particular, as for the neuronal lineage, immunohistochemical
studies were performed by using antibodies directed against β-tubulin, while GFAP was taken as a
glial marker. In addition, the profile of the Contactin 1 axonal adhesive glycoprotein was explored to
derive concomitant information on the behavior of neuronal and oligodendrocyte components.

As shown in Figure 2A(a,b) (see also Figure 2B(a,b)), a significant reduction (22%, p = 0.01)
of β-tubulin immunostaining was observed all over the folium of Frataxin mutant mice (FXN–)
compared to WT littermates in control (Ctrl) conditions, i.e., in the absence of EGCG administration,
thus confirming a tendency to reduced neurogenesis in the cerebella of mice carrying the Frataxin
gene mutation.

In terms of the underlying mechanism, this phenotype likely reflected the occurrence of oxidative
damage in the mutant mice cerebellum and, to verify this possibility, the effects were explored on the
above phenotypic trait of EGCG administration under both the mentioned low (PolyL, 2A(c,d)) and
high (PolyH, Figure 2A(e,f)) dosage paradigms. As confirmed by morphometric analysis in Figure 2B,
in the presence of either low (c,d) or high (e,f) conditions of EGCG administration, no significant
differences in terms of β-tubulin expression could be observed in Frataxin mutant versus WT mice.
However, when compared to control conditions (Ctrl), i.e., in the absence of polyphenol administration,
an average 39% increase of β-tubulin expression (*; p = 0.01) was demonstrated in FXN– mice upon
EGCG treatment in both dosage (PolyL and PolyH) conditions (in Figure 2B compare d and f to b).
These results indicate a positive effect of polyphenol administration on the neuronal phenotype in
FXN– mutant mice, and then that EGCG treatment was able to counteract the delay in cerebellar
neurogenesis, which resulted from Frataxin gene mutation. Therefore, in the postnatal cerebellar
cortex, polyphenol administration exerted positive and protective effects on neuronal commitment
within a critical developmental stage (at the sixth postnatal month) so as to result in the recovery of
the neuronal phenotype in the conditions of delayed neural development, as those, which occur in
FXN– mice.
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Figure 2. (A). β-tubulin expression in the cerebellum from six-month-old WT (a,c,e) and FXN-- mutant 

(b,d,f) mice. In both genotypes, vermal sections are shown in either control mice, i.e., in the absence 

of any treatment (Ctrl a,b), or in mice undergoing treatment with low dosage (PolyL: 0.0185 mg/g of 

Figure 2. (A). β-tubulin expression in the cerebellum from six-month-old WT (a,c,e) and FXN– mutant
(b,d,f) mice. In both genotypes, vermal sections are shown in either control mice, i.e., in the absence
of any treatment (Ctrl a,b), or in mice undergoing treatment with low dosage (PolyL: 0.0185 mg/g of
food, c,d) or high dosage (PolyH; 0.185 mg/g of food, e,f) EGCG administration. In a,b reduced β-tubulin
immunostaining indicated impaired neurogenesis in FXN– mice, which underwent recovery upon
polyphenol treatment under the low (PolyL, c,d) or the high (PolyH, e,f) protocols, see also the results of
the morphometric analysis in Figure 2B. Scale bars: a = 500 µm; c, e = 50 µm. (B): The results are reported
of the morphometric analysis (pixels/field) of the immunostainings shown in (A). A p-value = 0.01,
indicated by *, was considered statistically significant. In FXN– mice EGCG treatment under both
the low (PolyL, c,d) and the high (PolyH, e,f) dosage protocols resulted into a recovery of neuronal
marker expression compared to untreated controls (Ctrl) (compare d, f to b), indicating increased
neuronal commitment.

2.1.2. Effects of Frataxin Gene Mutation on the Spinal Cord Development

We then wanted to verify the effects of Frataxin gene mutation and of polyphenol administration
on regions provided with longer axon tracts as the spinal cord and for this, the development
of corresponding spinal segments from either WT and FXN– mice were compared with the
above-mentioned protocols (Ctrl, PolyL and PolyH) of EGCG treatment, with a special concern
on regions bearing long range axon tracts, as the dorsal funiculus and the spinothalamic/spinocerebellar
pathways. The focus was on either the whole spinal cord or, alternatively, on its white or grey matters
(Figure 3A–D).

Next, we wanted to verify in the spinal cord the effects of polyphenol administration on the
arising phenotype at the cellular level through the expression of cell type-specific markers. Again,
the neuronal lineage development was examined by using β-tubulin as a marker, which allowed us to
follow the changes in the dorsal funiculus (see Figure 4).

As shown in Figure 4A(a,b) and as confirmed by morphometric analysis in Figure 4B(a,b), in the
dorsal funiculus a significant 45% (p < 0.05) reduction of the β-tubulin levels was revealed in FXN–

mice compared to WT littermates in control (Ctrl) conditions, i.e., in the absence of EGCG treatment,
which was indicative of reduced development of long-range axon tracts in this region. However,
this phenotypic trait was sharply counteracted upon polyphenol administration, as demonstrated
by using the mentioned Low (PolyL, Figure 4A(c,d)) or High (PolyH, Figure 4A(e,f)) concentration
protocols (see Figure 4B for the corresponding morphometric analysis). Indeed, mostly in this last
condition, comparable β-tubulin expression levels were found in FXN– mutant mice versus WT
littermates. Altogether, these data indicated that, in FA spinal cord, treatment with polyphenols like
EGCG exerted protective effects against the neurodevelopmental delay resulting from the Frataxin
gene mutation.
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Figure 3. (A): Cervical spinal cord phenotype of 6 months-old mice in the absence (Ctrl, a,b) or in the 

presence of either low (PolyL, 0.0185 mg/gram of food, c,d) or, respectively, high (PolyH, 0.185 

Figure 3. (A): Cervical spinal cord phenotype of 6 months-old mice in the absence (Ctrl, a,b) or in the
presence of either low (PolyL, 0.0185 mg/gram of food, c,d) or, respectively, high (PolyH, 0.185 mg/gram
of food, e,f) EGCG concentrations. The phenotype is reported of toluidine blue-stained spinal cord
sections from either WT (a,c,e) and FXN– mutant (b,d,f) mice. (B–D): Results of the morphometric
analysis of the spinal cord size in the conditions shown in (A). (B)–D report on the analysis of sections
from the whole spinal cord (B), or from its grey (C) and white (D) matters, respectively. An effect of the
mutation in terms of the corresponding section area surfaces was demonstrated on the whole spinal
cord (15.5% decrease, (B) a,b) as well as on the white matter (28% decrease, D a,b) of FXN– mutant
mice versus WT littermates, consistent with the occurrence of fibers atrophy. This phenotype could
be efficiently counteracted by low (PolyL: (B), D c,d) as well as high (PolyH: (B), D e,f) conditions of
EGCG administration in the food. On the other hand, hardly detecF effects were observed in the grey
matter (C), confirming that the observed overall spinal cord phenotype should be mostly attributed to
an effect on fibers growth rather than on perikarya. A p-value < 0.0001, indicated by ***, was considered
statistically significant. Scale bar: 200 µm.
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dorsal funiculus a significant 45% (p < 0.05) reduction of the β-tubulin levels was revealed in FXN-- 

mice compared to WT littermates in control (Ctrl) conditions, i.e., in the absence of EGCG treatment, 

which was indicative of reduced development of long-range axon tracts in this region. However, this 

phenotypic trait was sharply counteracted upon polyphenol administration, as demonstrated by 
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Figure 4. (A): β-tubulin expression in the dorsal funiculus of the spinal cord from WT and FXN– mutant
mice in control conditions (Ctrl, a,b) as well as in the presence of low (Poly L, 0.0185 mg/gram of food, c,d)
or high (Poly H, 0.185 mg/gram of food: e,f) EGCG dosages. The significant β-tubulin downregulation,
observed as a consequence of the Frataxin gene mutation (a,b), was efficiently counteracted upon
EGCG administration under either the low (PolyL; 0.0185 mg/g) (c,d) or the high (PolyH; 0.185 mg/g)
(e,f) concentration conditions. In these last case, very minor, non-significant differences in terms of
β-tubulin expression could be observed. (B): Morphometric analysis of β-tubulin expression in the
spinal cord sections shown in (A), reported in control conditions (Ctrl, a,b) and in conditions of low
(PolyL: c,d) or high (PolyH: e,f) dietary EGCG administration. (A) 45% downregulation was observed
in the dorsal funiculus as a consequence of FXN– mutation (a,b) when a statistically significant p-value
<0.0001, indicated by ***, was demonstrated. On the other hand, no statistically-relevant differences
between the genotypes were observed in polyphenol-treated (either PolyL or PolyH) mice (c,d; e,f).
Scale bar: 100 µm.
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To support these effects, β-tubulin expression was also explored in the ventral horn of the spinal
cord, in which the expression of such neuronal marker, shown in Figure 5, was consistent with the one
observed in Figure 4, indicating a significant downregulation in FXN– mutant compared to WT mice
in control conditions (Figure 5A(a,b)), thus confirming in this region the neurodevelopmental delay
observed in the dorsal funiculus.
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Figure 5. (A): β-tubulin expression in the ventral horn of the spinal cord from WT and FXN– mutant
mice in control conditions (Ctrl, a,b) or in the presence of low (PolyL: 0.0185 mg/g, c,d) or high
(PolyH 0.185 mg/g, e,f) EGCG dosages in the diet. Scale bar: 50 µm. (B): Morphometric analysis of
β-tubulin expression in the spinal cord sections shown in (A), reported in control conditions (Ctrl) and
in conditions of low (PolyL) and high (PolyH) EGCG dietary administration. The significant reduction
of β-tubulin expression observed as a consequence of the Frataxin gene mutation (18.55% p = 0.005)
(a,b) was efficiently counteracted by EGCG treatment upon either low, PolyL (c,d), or high, PolyH (e,f)
conditions. A p-value of 0.001, indicated by **, was considered statistically significant.

Indeed, the morphometric analysis revealed in the ventral horn an 18.5% reduction of β-tubulin
expression (p = 0.005). Similarly to the situation observed in the dorsal funiculus, no significant
differences between the genotypes in terms of β-tubulin expression could be demonstrated in the
presence of EGCG treatment under either the low (PolyL, Figure 5A(c,d)) or the high (PolyH,
Figure 5A(e,f)) concentration protocols (see also the results of the morphometric analysis reported in
Figure 5B), thus confirming that antioxidant treatment of FXN– mutant mice efficiently counteracted
the developmental delay occurring along the neuronal lineage.

2.1.3. Contactin 1 Expression Profile

Given its significance in developmental control, the expression profile of the Contactin 1 axonal
glycoprotein (CNTN1) was also explored in the spinal cord by focusing on both the dorsal funiculus
and the dorsal horn. As for the former, in WT and FXN– mutant mice, Contactin 1 expression was
recorded both in control (Ctrl) conditions and in the presence of low (PolyL) or high (PolyH) dosage of
EGCG administration.

As shown in Figure 6A(a,b), a 30% downregulation of CNTN1 expression (**; p = 0.001) was
observed in the dorsal funiculus of the FXN– compared to WT mice, consistent with reduced
neurogenesis occurring as a consequence of Frataxin gene mutation (see also the results of the
morphometric analysis in Figure 6B). On the other hand, FXN– mice undergoing administration with
low (PolyL, c,d) or high (PolyH, e,f) EGCG concentrations underwent a significant recovery of CNTN1
expression in the dorsal funiculus (Figure 6A, compare c with d and e with f), further supporting
the protective effects of EGCG polyphenols administration against the neurodevelopmental delay
resulting from FXN– gene mutation (compare also with Figure 6B).
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Figure 6. (A): Expression of Contactin 1 in the dorsal funiculus from WT (a,c,e) and FXN– mutant
(b,d,f) mice in the absence (Ctrl, a,b) or in the presence of polyphenol (EGCG) administration under the
low (PolyL; 0.0185 mg/g, c,d) or the high (PolyH; 0.185 mg/g, e,f) concentration protocols. Scale bar:
100 µm. (B): Results of the morphometric analysis of Contactin 1 immunostaining in the conditions
reported in (A), expressed as pixels/field. Note the significant reduction of Contactin 1 expression in
FXN– mutant mice in control conditions (a,b) and its recovery in the presence of EGCG polyphenol
administration (both PolyL, c,d and PolyH, e,f concentration protocols). A p-value of 0.001, indicated
by **, was considered statistically significant.

The profile of the Contactin 1 expression was also explored in the dorsal horn of FXN– versus WT
mice in the presence or in the absence of EGCG administration.

In Figure 7, the CNTN1 expression profile is reported in 6 months-old mice cervical spinal cord
dorsal horn. When coronal sections from FXN– mice and WT littermates were compared in control
(Ctrl) conditions, i.e., in the absence of EGCG administration, reduced values of Contactin 1 expression
were observed in FXN– mutant mice in which a 43% value (p < 0.0001) was observed compared
to WT littermates (Figure 7A, compare a with b), which supported delayed neural development in
mutant mice. In the presence of EGCG administration by using either the Low (PolyL, c,d) or the High
(PolyH, e,f) concentration protocols, a recovery in Contactin 1 expression was demonstrated in FXN–

mice compared to controls (Figure 7A, compare c with d and e with f). In Figure 7B the results of the
morphometric analysis of the Contactin 1 expression levels in the different conditions are reported.
The data confirmed the significant reduction of Contactin 1 expression in FXN– mutant mice compared
to controls (57%, Figure 7B(a,b)), supporting the delayed neurogenesis in the former, as well as the
recovery upon both the chosen (PolyL and PolyH) EGCG treatment conditions (Figure 7B(c,d),(e,f)).

Altogether, the data indicated that both in the dorsal funiculus and in the dorsal horn of the spinal
cord a similar trend was observed for Contactin 1 expression, its downregulation in the presence of
Frataxin mutation undergoing recovery upon polyphenol administration.

Therefore, as far as the neuronal phenotype is concerned, the above data demonstrated that the
latter was generally counteracted as a consequence of the Frataxin gene mutation while undergoing
recovery upon EGCG administration.
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Figure 7. (A): Expression of Contactin 1 in the dorsal horn of the spinal cord from either WT (a,c,e)
or FXN– mutant (b,d,f) mice in control conditions (Ctrl) (a,b) or in mice undergoing low (PolyL;
0.0185 mg/g, c,d) or high (PolyH; 0.185 mg/g, e,f) dosages of EGCG polyphenol administration in the
diet. Scale bar: 50 µm. (B): Morphometric analysis of Contactin 1 immunostaining in the conditions
reported in A, expressed as pixels/field. Note the significant reduction of Contactin 1 expression in FXN–

mutant mice in control conditions (43%) and its recovery in the presence of polyphenol administration
under low (PolyL, c,d) or high (PolyH, e,f) concentration conditions. A p-value < 0.0001, indicated by
***, was considered statistically significant.

2.2. Glial Cells Phenotype

Next, to verify whether changes in the glial lineage could also contribute to the phenotype
of FXN– mice, the expression of the GFAP [59] was explored in FXN– mice in comparison to wild
type littermates.

As shown in Figure 8A(a,b), in developing cerebellar cortex GFAP expression was significantly
upregulated in FXN– mutant mice compared to WT littermates, indicating a positive effect of the
mutation on astrocyte development, which accounted to a 32% value (p = 0.038), as supported by
morphometric analysis (Figure 8B(a,b)). Therefore, in Frataxin mutant mice, the glial phenotype was
promoted at the same time as the neuronal damage and, like for the latter, the differences in the glial
phenotype were counteracted upon EGCG administration under the mentioned low concentration
protocol (PolyL) in which a faintly significant (p = 0.48) 7% increase was still observed (Figure 8A(c,d)).
On the other hand, in the case of higher dietary polyphenol input (PolyH) (Figure 8A(e,f)) an 18%
GFAP downregulation was rather demonstrated (p = 0.045). Overall, these data indicated inhibitory
polyphenol effects on the glial phenotype in such conditions (see the results of the morphometrtic
analysis in Figure 8B). The above findings justified the use of GFAP as a marker in order to follow
the evolution of the glial phenotype in the presence of the neural damage arising from Frataxin gene
mutation and confirmed that, in the cerebellar cortex, glial cells generation underwent an upregulation
potentially reflecting the occurrence of a repair process. However, these effects were counteracted
upon EGCG administration.

The effects on the glial lineage were also evaluated, through the GFAP expression in the spinal
cord in FXN– mice versus WT littermates, which was explored in the presence of EGCG-treatment
(PolyL and PolyH protocols) versus control (Ctrl) conditions. As shown in Figure 9A(a,b), upregulation
of GFAP expression was demonstrated in Frataxin-mutant mice, which accounted for a 22% value,
p = 0.01 (see morphometric evaluation in Figure 9B).

Such an effect was counteracted upon EGCG administration under the described Low (PolyL,
Figure 9A(c,d)) and mostly High (PolyH, Figure 9A(e,f)) dosage protocols (see the results of the
morphometric analysis reported in Figure 9B), thus reproducing in the spinal cord the effects observed
in the cerebellar cortex.
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funiculus of mutant mice in control conditions (Ctrl), which indicated the occurrence of reactive 

gliosis therein, reflecting protective effects against the oxidative damage. On the other hand, in the 
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pixel per field. The GFAP levels were found to be increased by a 22% value in FXN-- mice compared 

Figure 8. (A): Expression of the Glial Fibrillary Acidic Protein (GFAP) in the cerebellar folium of WT and
FXN– mutant mice at the 6th month. Vermal sections from FXN– mice displayed a significant increase
of GFAP expression compared to WT littermates in the absence of any treatment (Ctrl, a,b). On the
other hand, minor differences between the genotypes were observed in the presence of treatments with
either low (PolyL; 0.0185 mg/g, c,d) or, respectively, high (PolyH; 0.185 mg/g, e,f) EGCG concentrations
in the diet. In this last case, a downregulation of GFAP expression was even observed. Scale bar: 50 µm.
(B): Morphometric analysis of Glial Fibrillary Acidic Protein (GFAP) expression in the folium of WT
and FXN– mice reported in (A). A significant (*) increase in GFAP expression (32%, p = 0.038) was
observed in FXN– compared WT mice, while minor differences among the genotypes were found in
the presence of low (PolyL; 0.0185 mg/g, c,d) with even a decrease in the presence of high (PolyH;
0.185 mg/g, e,f) dietary EGCG administration.
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Figure 9. (A): Expression of the Glial Fibrillary Acidic Protein (GFAP) in the dorsal funiculus of the
spinal cord from 6 month-old wild types (WT) and Frataxin mutant (FXN–) mice. Spinal cord coronal
sections labeled by GFAP antibodies, demonstrate an increase of this glial marker in the dorsal funiculus
of mutant mice in control conditions (Ctrl), which indicated the occurrence of reactive gliosis therein,
reflecting protective effects against the oxidative damage. On the other hand, in the presence of low
dosages (PolyL; 0.0185 mg/g, c,d) and mostly high dosages (PolyH; 0.185 mg/g, e,f) of EGCG treatment,
GFAP expression was significantly downregulated. Scale bar: 50 µm. (B): The bar graphs report on the
morphometric evaluation of the GFAP labeling shown in (A), expressed as the pixel per field. The GFAP
levels were found to be increased by a 22% value in FXN– mice compared to WT in control conditions
with a statistically significant p-value of 0.01, indicated by * (a,b), while a significant downregulation
was observed upon EGCG treatment, under both concentrations used (c,d and e,f).
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3. Discussion

In this study, rodent models of the inherited neurological disorder known as the Friedreich Ataxia
(FA) [1,3,8,13,22,60] have been used to address the significance in the corresponding phenotype of the
profiles of neuronal and glial cell lineages, with a specific concern on the underlying cell-type-specific
molecular substrates. At the same time, the protective effects have been evaluated of specific treatments
based on antioxidants/nutraceuticals administration, in particular of polyphenol derivation.

Upon pathogenetic criteria, FA has to be considered as a mitochondrial disorder, which implies
mutations within the gene encoding the Frataxin protein [24]. Such a mutation was found to affect axon
tract development so that FA may be also classified among the disorders of the axonal growth and of
neuronal differentiation [61,62]. Furthermore, in the present study, a phenotype was also demonstrated
to occur in the course of the disorder along the glial lineage, resulting in its upregulation, potentially
bearing the significance of reactive gliosis, indicative of a concomitant neuroinflammation process,
known to be associated with neurorepair mechanisms [56,57].

As for the FA phenotypes, the collected data focused on the cerebellar cortex and on the spinal cord,
which bears high-density long-range axon tracts. The interest of this choice was twofold: (i) to elucidate
the molecular and cellular substrates of the disorder and (ii) to devise potential therapeutic approaches.

Indeed, FA has been typically considered as a neurodegenerative disorder [3,11,12,22], depending
upon an imbalance of the oxidative metabolism [22,63], whose consequences at the tissue level were
found to primarily concern the spinal cord in either the posterior funiculus or the spinothalamic
and spinocerebellar pathways [2,7,8,11,12,28,34,64], which bear a relevant significance in modulating
afferent information as well as motor function. This resulted in a complex deficit of sensory functions
and of deep reflexes, in turn leading to the observed ataxic phenotype, typical of the disorder [9,16,31,32].

As far as the cell-type specificity of the FA phenotype at the tissue level, our data indicated that
both neuronal and glial lineages were affected, although in different directions: the neuronal lineage
was primarily concerned, as demonstrated through the consistent early β-tubulin downregulation
while a glial upregulation was rather demonstrated through the GFAP glial marker levels. In turn,
this bore the significance of reactive gliosis, known to participate in distinct neurorepair [56,57,65–67],
as well as neuroinflammation [57,68,69] conditions. As indicated, although spanning the same
developmental window, the neuronal and the glial phenotypes underwent opposite changes, neuronal
downregulation being associated with positive effects on the glial lineage. However, these opposite
effects were sustained by similar pathogenetic mechanisms as they were both counteracted upon
antioxidant (EGCG) administration [28,65], consistent with the hypothesis that FA is to be primarily
considered as a disorder of the oxidative metabolism [11,12,22,41]. In addition, this is also consistent
with the protective effects of antioxidant treatment against tissue damage, demonstrated in distinct
neurodegenerative disorders including Parkinson disease [70,71], Alzheimer Disease [72], as well as
some forms of dementia [51,73–76].

As indicated, the neuronal phenotype could be easily demonstrated through the β-tubulin
expression profile. However, stronger effects were demonstrated in the case of neural adhesive
glycoproteins provided with key relevant regulatory roles in neural developmental control as is
typically the case for Contactin family components [77] and in particular for Contactin 1 [55,78],
for which a stronger downregulation, accounting to about 50% was demonstrated in the dorsal horn.
This Contactin 1 behavior could be explained based on its cell type-specificity, which, besides the
neuronal lineage, also concerns the glial, in particular the oligodendrocyte lineage in which it participates
to the mechanism of myelination through its effects on nodal/paranodal regions organization [55,77–89].

Accordingly, in agreement with the relevant developmental role of Contactins, changes in their
expression profiles were suggested to sustain the pathogenesis of specific neurological disorders [90–93]
and in the present study, we provide evidence about the potential involvement of Contactin 1 into
the pathogenesis of the Friedreich Ataxia in which we report reduced Contactin 1 expression in both
the cerebellar cortex and the spinal cord. This is in agreement with the Contactin 1 neuronal/axonal
surface location, which sustains its significance in axonal growth control, and with its expression on
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myelinating cells. In turn, this indicates a pleyotropic function for the expression of this molecule,
which, besides neuronal commitment and differentiation, also supports its relevant role in action
potential generation and conduction [55,77].

In general terms, the observed profiles of Contactin 1 expression are consistent with the significance
of such molecule in exerting a widespread neuro-regulatory role, in turn depends upon its ability
to activate pathways provided with a general relevance in developmental control, with reference,
in particular, to the one associated with Notch receptors activation [94,95]. Indeed, based on the
close correlation of Contactin 1 expression with Notch pathway activation [55,96,97], downregulation
of such axonal glycoprotein, we observed in the damaged nervous tissues in the FA, is expected
to exert negative effects on the Notch pathway, which, based on the inhibitory role of the latter on
neurogenesis and neural development [94], should result in positive consequences on neurogenesis.
Therefore, these data sustain the possibility that the observed negative modulation of Contactin 1
expression and activity in the course of FA is likely provided with a relevant significance in promoting
neural repair and it is, therefore, worth emphasizing that the corresponding mechanisms may be
related to the one exerted by polyphenols, which also correlate with modulation of the Notch pathway
activation [97,98]; indeed, on a related topic, taking into account the specific involvement of the above
mechanism in neuroinflammation, we demonstrated in previous studies by using the same rodent
models concomitant anti-inflammatory and anti-allergic effects, through the determination of splenic
cytokines [99].

Therefore, taken together, downregulation of Contactin 1 in the FA rodent models correlates with
negative effects on the Notch pathway, in turn resulting in positive effects on neurogenesis, as well as
in anti-inflammatory activities and in the context of the present study, such a role was consistent with
the effects generally exerted by polyphenol administration on neural repair, known to involve Notch
pathway downregulation [94,98,100].

In general terms, the above considerations are consistent with the hypothesis that some
neurological disorders may imply modulation of the regulatory functions exerted by Contactin
family components [55,77,100,101] and in this context, the demonstration that some of these molecules
may also occur in soluble form in the cerebrospinal fluid [92], may provide at the same time a powerful
diagnostic tool, typically demonstrated in some forms of congenital myopathies [102].

In addition, due to the mentioned Contactins involvement in myelination [55,89,103,104], changes
in their expression may also concern disorders of myelinated axons and therefore of nerve conduction
velocities [105]. In this context, besides the described effects on the neuronal lineage, in the present
study, specific consequences were also demonstrated on the glial lineage by using a glia-specific
marker as the GFAP, whose expression underwent a significant increase in the course of the disorder,
thus justifying that a glia upregulation accompanied the observed neuronal degenerative phenotype,
confirming the simultaneous activation of a neurorepair mechanism [56,57,66,67,106].

Therefore, overall, a relevant aspect which arises from the present study is that the mechanisms
which drive regulated expression of axonal morphoregulatory molecules may play relevant roles
not only for setting the modulation of neural developmental events but also for activating signaling
mechanisms involved in neural repair, in which a relevant role may be also played by polyphenols
such as EGCG.

4. Materials and Methods

4.1. Transgenic Mice Lines

For the attempts of this study, mutant lines for the rodent Frataxin gene were used. The Fxntm1Mkn
mice [107,108] carry a targeted mutation disrupting the Frataxin gene exon 4 through a flanking PGK-neo
cassette and will be referred here as the M12 line. This mutation, which is lethal in homozygosis,
was crossed into YG8R mice, carrying two tandem copies of the human FXN gene, including GAA
repeats of 82 and 190 nucleotides within its first intron. This generated the double mutant Fxntm1Mkn
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Tg(FXN)YG8Pook/J transgenic line, which was heterozygote for the Fxntm1Mkn mutation and
hemizygote for the YG8R transgene, and will be called here the M02 line. Therefore, crossing the M12
with the M02 lines allowed to generate double mutant mice carrying the Fxntm1Mkn mutation in
homozygosis and the Tg(FXN)YG8Pook/J mutation in emizygosis that in the present study we will
call FXN–. This represented a valuable animal model for the FA, in which the rodent Frataxin gene
(FXN) was suppressed while its human counterpart (Pook) was downregulated as a consequence
of the mentioned triplet insertions within its first intron [42]. Overall, this resulted in a 30–40%
Frataxin expression level and, in this line, neural development was demonstrated to be sharply affected.
All information is available at the Jackson’s lab web page (https://www.jax.org/strain/008398).

In a related part of this study, in the above mice lines, the potential protective effects of polyphenol
administration against the consequences of the mutation were evaluated with reference, in particular,
to the epigallo-catechin gallate (EGCG, Sigma Aldrich), which was either directly incorporated into the
food of pregnant mothers or, alternatively, of their offsprings during postnatal development. In both
cases, two different schedules were alternatively followed, implying EGCG concentrations in the food
of 0.0185 mg/g (low concentration: PolyL) or a ten-fold higher concentration (0.185 mg/g: PolyH).
In addition, a further rodent population assumed food devoid of EGCG, so as to provide an adequate
negative control (Ctrl) to the whole procedure. In preliminary experiments, EGCG doses were selected
using a range of concentrations from 0.0010 mg/g to 0.50 mg/g. The most appropriate doses were
comprised between 0.0185 and 0.185 mg/g. The structure of EGCG is indicated in Figure 10.
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4.2. Phenotype Analysis

Offspring phenotype analysis was carried out at the morphological and morphometric levels in
six-month-old mutant mice and in their wild type littermates. For this, mice were perfused with 4%
paraformaldehyde (PFA) in 0.12M phosphate buffer (PB) pH 7.4 and then the tissues of interest were
dissected out and post-fixed overnight in the same fixative. Twelve µm cryostat sagittal sections were
then generated and immunostainings were performed on corresponding fields of the cerebellar vermis,
whose derivation along the medio-lateral axis was deduced upon comparison with adjacent structures.

A similar analysis was devised in the spinal cord, in which horizontal sections, generated from
corresponding regions, were stained with either toluidine blue, or with antibodies against neuronal/glial
markers and, again, a morphological/morphometric analysis was carried out.

4.3. Morphological and Morphometric Analysis

Tissue sections were immunohistochemically analyzed by using primary antibodies directed
toward cell type-specific markers. In particular, reagents directed towards β-tubulin (mouse
monoclonal, Novus Biologicals, Cambridge UK), GFAP (mouse monoclonal, Novocastra Laboratories,
Newcastle, UK) and a rabbit antiserum towards Contactin 1 [101] were used. Mice were perfused
with 4% paraformaldehyde in 0.12 M PB. 12 µm sections were then generated from frozen tissues and

https://www.jax.org/strain/008398
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permeabilized for 30◦ at room temperature (RT) in PBS containing 0.5% Triton X-100, 3% BSA, 5%
FCS and then incubated ON at 4 ◦C with primary antibodies diluted in the same solution except that
0.25% replaced 0.5% Triton X-100. Finally, after washing, sections were incubated with biotinylated
secondary antibodies (1 h at RT) followed by Streptavidin Peroxidase (1 h incubation at RT) and by
3-amino-9-ethylcarbazole (AEC, 15-20′ at RT).

Immunostained sections were analyzed by using a TCS-SP8 laser-scanning microscope
(Leica Microsystems, Wetzlar, Germany), through a sequential scanning procedure. Confocal images
were taken at 1 µm intervals through the z-axis of the sections with 20× or 40× lenses. The acquired
images were digitized, optimized by contrast enhancement functions and segmented by an interactive
modality of the program. The resulting binary images were then processed by functions allowing
measurement of the extent of the immunostaining, deduced by the pixel number. Histomorphometric
analyses were done on selected corresponding sections by using the Image J software (Image J v. 1.52a,
National Institute of Mental Health, Bethesda, Washington, MD USA) [109].

4.4. Statistical Analyses

To proceed to the statistical evaluation of the obtained results, all measures were performed in
sections from either the cerebellum and the spinal cord from at least five animals. Twenty sections were
generated for each measure and used for morphometric analysis. Mean values ± SEM were calculated
and subjected to statistical analysis. For this, differences were evaluated by a one-way ANOVA test
and a p < 0.05 value was considered statistically significant. The following variables: “Cerebellar
size”, “β-tubulin”, “GFAP” and “Contactin 1” expression approached a Gaussian distribution and a
linear model. A one-way factorial ANOVA model was applied in order to evaluate the effects of the
polyphenol treatment on the different parameters. The results were described as least square means
with 95% confidence intervals. Finally, p-values for post-hoc comparisons were adjusted according
to Tukey.

4.5. Animal Breeding

Transgenic mice and control littermates were bred in the “Department of Basic Medical Sciences,
Neurosciences and Sensory Organs”, Medical School, University of Bari, Italy and their experimental
utilization conformed to the National Institute of Health Guide of the Care and use of the laboratory
animals (NIH publications N. 80–23, revised 1996) and followed the Italian Ministry of Health
indications (law of March 4, 2014, n. 26) under the Authorization n. 826/2017-PR of 23.10.2017. In the
context of the above procedures, all efforts were made in order to minimize the number of animals
used and their suffering.
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80. Colakoğlu, G.; Bergstrom-Tyrberg, U.; Berglund, E.O.; Ranscht, B. Contactin1 regulates myelination and
nodal/paranodal domain organization in the central nervous system. Proc. Natl. Acad. Sci. USA 2014, 111,
E394–E403. [CrossRef]

81. Manso, C.; Querol, L.; Mekaouche, M.; Illa, I.; Devaux, J.J. Contactin-1 IgG4 antibodies cause paranode
dismantling and conduction defects. Brain 2016, 139, 1700–1712. [CrossRef]

82. Zoupi, L.; Savvaki, M.; Kalemaki, K.; Kalafatakis, I.; Sidiropoulou, K.; Karagogeos, D. The function of
contactin-2/TAG-1 in oligodendrocytes in health and demyelinating pathology. Glia 2018, 66, 576–591.
[CrossRef] [PubMed]

83. Ranscht, B. Sequence of Contactin, a 130-kD glycoprotein concentrated in areas of interneuronal contact,
defines a new member of the immunoglobulin supergene family in the nervous system. J. Cell Biol. 1988,
107, 1561–1573. [CrossRef]

84. Gennarini, G.; Cibelli, G.; Rougon, G.; Mattei, M.G.; Goridis, C. The mouse neuronal cell surface protein F3:
A phosphatidylinositol-anchored member of the immunoglobulin superfamily related to chicken contactin.
J. Cell Biol. 1989, 109, 775–788. [CrossRef] [PubMed]

85. Oguro-Ando, A.; Zuko, A.; Kleijer, K.T.E.; Burbach, J.P.H. A current view on contactin-4, -5 and -6: Implications
in neurodevelopmental disorders. Mol. Cell Neurosci. 2017, 81, 72–83. [CrossRef] [PubMed]

86. Fehlmi, J.; Scherer, S.S.; Willison, H.J.; Rinaldi, S. Nodes, paranodes and neuropathies. J. Neurol. Neurosurg.
Psychiatry 2018, 89, 61–71. [CrossRef]

87. Zou, Y.; Zhang, W.F.; Liu, H.Y.; Li, X.; Zhang, X.; Ma, X.F.; Sun, Y.; Jiang, S.Y.; Ma, Q.H.; Xu, D.E. Structure
and function of the contactin-associated protein family in myelinated axons and their relationship with nerve
diseases. Neural Regen. Res. 2017, 12, 1551–1558.

88. Scott, R.; Sánchez-Aguilera, A.; van Elst, K.; Lim, L.; Dehorter, N.; Bae, S.E.; Bartolini, G.; Peles, E.; Kas, M.J.H.;
Bruining, H.; et al. Loss of Cntnap2 causes axonal excitability deficits, developmental delay in cortical
myelination, and abnormal stereotyped motor behavior. Cereb. Cortex 2019, 29, 586–597. [CrossRef]

89. Dubessy, A.L.; Mazuir, E.; Rappeneau, Q.; Ou, S.; Abi Ghanem, C.; Piquand, K.; Aigrot, M.S.; Thétiot, M.;
Desmazières, A.; Chan, E.; et al. Role of a Contactin multi-molecular complex secreted by oligodendrocytes
in nodal protein clustering in the CNS. Glia 2019, 67, 2248–2263. [CrossRef]

90. Leshchyns’ka, I.; Sytnyk, V. Synaptic Cell Adhesion Molecules in Alzheimer’s Disease. Neural Plast. 2016,
6427537. [CrossRef]

91. Torres, V.I.; Vallejo, D.; Inestrosa, N.C. Emerging Synaptic Molecules as Candidates in the Etiology of
Neurological Disorders. Neural Plast. 2017, 8081758. [CrossRef]

92. Chatterjee, M.; Nöding, B.; Willemse, E.A.J.; Koel-Simmelink, M.J.A.; van der Flier, W.M.; Schild, D.;
Teunissen, C. Detection of contactin-2 in cerebrospinal fluid (CSF) of patients with Alzheimer’s disease using
Fluorescence Correlation Spectroscopy (FCS). Clin. Biochem. 2017, 50, 1061–1066. [CrossRef]

http://dx.doi.org/10.3945/jn.117.255034
http://dx.doi.org/10.2174/1389450118666170328122527
http://www.ncbi.nlm.nih.gov/pubmed/28356027
http://dx.doi.org/10.1016/j.lfs.2016.07.021
http://www.ncbi.nlm.nih.gov/pubmed/27493077
http://dx.doi.org/10.3390/molecules23061297
http://www.ncbi.nlm.nih.gov/pubmed/29843466
http://dx.doi.org/10.2174/1567205016666190315093520
http://www.ncbi.nlm.nih.gov/pubmed/30873922
http://dx.doi.org/10.1074/jbc.RA118.004280
http://dx.doi.org/10.1016/0896-6273(91)90062-5
http://dx.doi.org/10.3389/fncel.2013.00196
http://dx.doi.org/10.1073/pnas.1313769110
http://dx.doi.org/10.1093/brain/aww062
http://dx.doi.org/10.1002/glia.23266
http://www.ncbi.nlm.nih.gov/pubmed/29165835
http://dx.doi.org/10.1083/jcb.107.4.1561
http://dx.doi.org/10.1083/jcb.109.2.775
http://www.ncbi.nlm.nih.gov/pubmed/2474555
http://dx.doi.org/10.1016/j.mcn.2016.12.004
http://www.ncbi.nlm.nih.gov/pubmed/28064060
http://dx.doi.org/10.1136/jnnp-2016-315480
http://dx.doi.org/10.1093/cercor/bhx341
http://dx.doi.org/10.1002/glia.23681
http://dx.doi.org/10.1155/2016/6427537
http://dx.doi.org/10.1155/2017/8081758
http://dx.doi.org/10.1016/j.clinbiochem.2017.08.017


Molecules 2020, 25, 4085 19 of 19

93. Chatterjee, M.; Teunissen, C. Contactins & Alzheimer’s Disease: Synaptic Proteins, Contactins may contribute
to the pathology of Alzheimer’s disease. Neuroscience 2020, 424, 182–183. [PubMed]

94. Zhang, R.; Engler, A.; Taylor, V. Notch: An interactive player in neurogenesis and disease. Cell Tissue Res.
2018, 371, 73–89. [CrossRef] [PubMed]

95. Engler, A.; Zhang, R.; Taylor, V. Notch and Neurogenesis. Adv. Exp. Med. Biol. 2018, 1066, 223–234.
96. Hu, Q.D.; Ang, B.T.; Karsak, M.; Hu, W.P.; Cui, X.Y.; Duka, T.; Takeda, Y.; Chia, W.; Sankar, N.; Ng, Y.K.;

et al. F3/contactin acts as a functional ligand for Notch during oligodendrocyte maturation. Cell 2003, 115,
163–175. [CrossRef]

97. Bizzoca, A.; Corsi, P.; Polizzi, A.; Pinto, M.F.; Xenaki, D.; Furley, A.J.; Gennarini, G. F3/Contactin acts as a
modulator of neurogenesis during cerebral cortex development. Dev. Biol. 2012, 365, 133–151. [CrossRef]
[PubMed]

98. Picocci, S.; Bizzoca, A.; Corsi, P.; Magrone, T.; Jirillo, E.; Gennarini, G. Modulation of Nerve Cell Differentiation:
Role of Polyphenols and of Contactin Family Components. Front. Cell Dev. Biol. 2019, 7, 119. [CrossRef]
[PubMed]

99. Magrone, T.; Spagnoletta, A.; Bizzoca, A.; Russo, M.A.; Jirillo, E.; Gennarini, G. Polyphenol effects on splenic
cytokine response in post-weaning Contactin 1 overexpressing transgenic mice. Molecules 2019, 24, 2205.
[CrossRef]

100. Gu, L.T.; Yang, J.; Su, S.Z.; Liu, W.W.; Shi, Z.G.; Wang, Q.R. Green Tea Polyphenols Protects Cochlear Hair
Cells from Ototoxicity by Inhibiting Notch Signalling. Neurochem. Res. 2015, 40, 1211–1219. [CrossRef]

101. Virgintino, D.; Ambrosini, M.; D’Errico, P.; Bertossi, M.; Papadaki, C.; Karagogeos, D.; Gennarini, G. Regional
distribution and cell type-specific expression of the mouse F3 axonal glycoprotein: A developmental study.
J. Comp. Neurol. 1999, 413, 357–372. [CrossRef]

102. Compton, A.G.; Albrecht, D.E.; Seto, J.T.; Cooper, S.T.; Ilkovski, B.; Jones, K.J.; Challis, D.; Mowat, D.;
Ranscht, B.; Bahlo, M.; et al. Mutations in contactin-1, a neural adhesion and neuromuscular junction protein,
cause a familial form of lethal congenital myopathy. Am. J. Hum. Genet. 2008, 83, 714–724. [CrossRef]
[PubMed]

103. Chen, Y.A.; Lu, I.L.; Tsai, J.W. Contactin-1/F3 Regulates Neuronal Migration and Morphogenesis Through
Modulating RhoA Activity. Front. Mol. Neurosci. 2018, 11, 422. [CrossRef] [PubMed]

104. Ocklenburg, S.; Gerding, W.M.; Arning, L.; Genç, E.; Epplen, J.T.; Güntürkün, O.; Beste, C. Myelin Genes and
the Corpus Callosum: Proteolipid Protein 1 (PLP1) and Contactin 1 (CNTN1) GeneVariation Modulates
Interhemispheric Integration. Mol. Neurobiol. 2017, 54, 7908–7916. [CrossRef] [PubMed]

105. Sun, X.Y.; Takagishi, Y.; Okabe, E.; Chishima, Y.; Kanou, Y.; Murase, S.; Mizumura, K.; Inaba, M.; Komatsu, Y.;
Hayashi, Y.; et al. A novel Caspr mutation causes the shambling mouse phenotype by disrupting axoglial
interactions of myelinated nerves. J. Neuropathol. Exp. Neurol. 2009, 68, 1207–1218. [CrossRef] [PubMed]

106. Zarei-Kheirabadi, M.; Vaccaro, A.R.; Rahimi-Movaghar, V.; Kiani, S.; Baharvand, H. An Overview of Extrinsic
and Intrinsic Mechanisms Involved in Astrocyte Development in the Central Nervous System. Stem Cells
Dev. 2019, 29, 266–280. [CrossRef]

107. Anjomani Virmouni, S.; Sandi, C.; Al-Mahdawi, S.; Pook, M.A. Cellular, molecular and functional
characterisation of YAC transgenic mouse models of Friedreich ataxia. PLoS ONE 2014, 9, e107416.
[CrossRef]

108. Anjomani Virmouni, S.; Ezzatizadeh, V.; Sandi, C.; Sandi, M.; Al-Mahdawi, S.; Chutake, Y.; Pook, M.A.
A novel GAA-repeat-expansion-based mouse model of Friedreich’s ataxia. Dis. Model. Mech. 2015, 8,
225–235. [CrossRef]

109. Schneider, C.A.; Rasband, W.S.; Eliceiri, K.W. NIH Image to ImageJ: 25 years of image analysis. Nat. Methods
2012, 9, 671–675. [CrossRef]

Sample Availability: Samples of the compounds are available from the authors.

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://www.ncbi.nlm.nih.gov/pubmed/31682946
http://dx.doi.org/10.1007/s00441-017-2641-9
http://www.ncbi.nlm.nih.gov/pubmed/28620760
http://dx.doi.org/10.1016/S0092-8674(03)00810-9
http://dx.doi.org/10.1016/j.ydbio.2012.02.011
http://www.ncbi.nlm.nih.gov/pubmed/22360968
http://dx.doi.org/10.3389/fcell.2019.00119
http://www.ncbi.nlm.nih.gov/pubmed/31380366
http://dx.doi.org/10.3390/molecules24122205
http://dx.doi.org/10.1007/s11064-015-1584-3
http://dx.doi.org/10.1002/(SICI)1096-9861(19991025)413:3&lt;357::AID-CNE1&gt;3.0.CO;2-S
http://dx.doi.org/10.1016/j.ajhg.2008.10.022
http://www.ncbi.nlm.nih.gov/pubmed/19026398
http://dx.doi.org/10.3389/fnmol.2018.00422
http://www.ncbi.nlm.nih.gov/pubmed/30515076
http://dx.doi.org/10.1007/s12035-016-0285-5
http://www.ncbi.nlm.nih.gov/pubmed/27864734
http://dx.doi.org/10.1097/NEN.0b013e3181be2e96
http://www.ncbi.nlm.nih.gov/pubmed/19816196
http://dx.doi.org/10.1089/scd.2019.0189
http://dx.doi.org/10.1371/journal.pone.0107416
http://dx.doi.org/10.1242/dmm.018952
http://dx.doi.org/10.1038/nmeth.2089
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Rodent Models for the Friedreich Ataxia: Cerebellar and Spinal Cord Phenotypes and Effects of Antioxidant Treatment 
	Effects of Frataxin Gene Mutation on Cerebellar Development 
	Effects of Frataxin Gene Mutation on the Spinal Cord Development 
	Contactin 1 Expression Profile 

	Glial Cells Phenotype 

	Discussion 
	Materials and Methods 
	Transgenic Mice Lines 
	Phenotype Analysis 
	Morphological and Morphometric Analysis 
	Statistical Analyses 
	Animal Breeding 

	References

