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Abstract: Kiwifruit (Actinidia chinensis Planch) is suitable for neutral acid soil. However, soil saliniza-
tion is increasing in kiwifruit production areas, which has adverse effects on the growth and development
of plants, leading to declining yields and quality. Therefore, analyzing the salt tolerance regulation
mechanism can provide a theoretical basis for the industrial application and germplasm improvement
of kiwifruit. We identified 120 NAC members and divided them into 13 subfamilies according to
phylogenetic analysis. Subsequently, we conducted a comprehensive and systematic analysis based
on the conserved motifs, key amino acid residues in the NAC domain, expression patterns, and
protein interaction network predictions and screened the candidate gene AvNAC030. In order to
study its function, we adopted the method of heterologous expression in Arabidopsis. Compared
with the control, the overexpression plants had higher osmotic adjustment ability and improved
antioxidant defense mechanism. These results suggest that AvNAC030 plays a positive role in the salt
tolerance regulation mechanism in kiwifruit.

Keywords: kiwifruit; salt tolerance; oxidative stress; ROS; NAC

1. Introduction

Soil salinization can destroy the ionic and osmotic balance of plant cells, inhibit
their growth and development, and reduce the yield and quality of crops, making soil
salinization a worldwide problem that restricts the healthy and sustainable development
of modern agriculture [1]. In arid agricultural areas, soil salinization is becoming more
and more serious due to the lack of rainfall, strong light, and other factors that will lead
to the accumulation of soluble salt in the soil on the surface, coupled with improper
irrigation and excessive fertilization [2]. For these reasons, over 800 million hectares of
land around the world are affected by salt, more than 6% of the world’s total land area [3].
At present, 45 million hectares (19.5%) of 230 million hectares of arable land in the world
are affected by soil salinization, and, due to climatic factors and unreasonable irrigation,
this number is increasing year by year [4–6]. Therefore, soil salinization has become one of
the main limiting factors restricting the development of agriculture worldwide [7]. The soil
replacement method, trenching and salt drainage, chemical reagent improvement, water
and fertilizer regulation, and other measures are common soil improvement methods, but
these methods are time-consuming, laborious, and easily lead to soil hardening. Cultivating
salt-tolerant crops, as well as the selection of salt-tolerant rootstocks of fruit trees, without
excluding the chance to enhance the suitable native wild species, are the most economical,
effective, safe, and environmentally friendly methods [8,9]. As one of the four most successful
artificially domesticated and cultivated trees in the 20th century, kiwifruit (Actinidia chinensis
Planch) has a unique flavor and is rich in vitamin C, which is the antiviral vitamin par
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excellence and used as a cure for COVID-19. Kiwifruit has the effect of clearing the intestine
and strengthening the stomach, and is increasingly favored by consumers [10]. Huang et al.
believed that Actinidia Lindl. has a total of 75 taxa, consisting of 54 species and 21 varieties,
which are mainly distributed in China and neighboring countries [11]. Although more
than 100 varieties (or strains) have been selected from wild or seeding populations and
cross breeding through breeding programs in countries such as China, New Zealand, Italy,
and Chile, little research has been conducted on assessing rootstock resistance, especially
salt tolerance [12,13]. Kiwifruit is a fleshy root that prefers neutral and acidic soil [14].
Its roots are mostly distributed in the upper soil about 40 cm beneath the surface. This
depth is also the area of salt accumulation and deposition [15]. Some major varieties
of kiwifruit are sensitive to salt, which seriously affects the fruit yield and quality. The
problem of soil salinization in some kiwifruit production areas is becoming increasingly
prominent, and salt stress has become the main obstacle to the sustainable development of
the kiwifruit industry.

The growth limit salinity of kiwifruit is low. When the soil salinity concentration
reaches 0.14%, it will cause salt damage to the plant and interfere with the normal growth
and development of the plant. When the salt concentration reaches 0.54%, the kiwifruit
yield will decrease sharply and the salinity may even lead to the death of the plant [16]. Salt
damage in plants can be attributed to ion stress, osmotic stress, and oxidative stress [17].
After Na+ enters the cell, it accelerates the degradation of metabolism-related enzymes
in the cytoplasm, reduces the K+/Na+ ratio, destroys the resting potential of the cell
membrane, and leads to metabolic disorder and ion toxicity [18]. The increase in Na+ and
Cl− content in soil affects the absorption of Fe2+ by the roots and leads to leaf yellowing,
which is particularly serious in kiwifruit. In addition, the absorption of Ca2+, K+, HPO4

2−,
and NO3− is also affected, resulting in plant ion imbalance. The lack of mineral nutrients
obstructs the formation and transport of photosynthates, thus reducing the content of ATP
and nutrients, resulting in nutrient deficiency and ion stress. [19]. In salinized soil, the water
potential of plant root cells is higher than the external environment, the water potential
difference cannot be used to absorb water, and the water absorption amount is lower than
the transpiration amount, leading to physiological drought. In severe cases, the water in
the plant penetrates outward and causes dehydration, resulting in osmotic stress [20]. After
salt stress, photosynthesis is inhibited, a large number of electrons are accumulated, and
the content of reactive oxygen species (ROS) increases rapidly, resulting in the degradation
of enzymes, nucleic acids, and other macromolecular substances. In addition, ROS can
destroy the structure of chloroplasts, mitochondria, and the cell membrane, resulting in
oxidative stress [21]. After salt damage, kiwifruit morphology is mainly characterized by
the inhibition of plant growth, the decline of organic matter accumulation, an insufficient
supply of nutrients, and short branches and internodes [22]. The plant may stop growing
or even die in serious cases.

During the long-term evolution of plants, a set of resistance mechanisms against salt
stress have been developed [23]. These mechanisms are mainly divided into salt avoidance
mechanisms and salt tolerance mechanisms, among which salt tolerance mechanisms are
divided into ion balance and regionalization, osmotic adjustment, and antioxidant defense
mechanisms [24]. After sensing the external stress, the plasma membrane will trigger
the transmission of calcium signals, an SOS pathway, and hormones so as to activate
the response mechanism [25]. Transcription factors are the key factors linking salt stress
response signals with plant salt tolerance regulatory networks and can precisely regulate
downstream target genes [26]. Under salt stress, transcription factors can simultaneously
regulate multiple downstream stress-responsive genes, activate the salt-tolerant response
of plants, and reduce or eliminate the damage caused by salt stress [23]. At present, the re-
ported transcription factor families related to the mechanism of plant salt tolerance include
NAC, MYB, WRKY, bZIP, AP2/ERF, and bHLH [27]. Among them, NAC transcription
factors play a key role in regulating the response mechanism of plants to salt stress [28].
Under salt stress, plants can regulate cell osmotic pressure by accumulating osmotic regula-
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tors, stabilizing protein and membrane structures, and eliminating ROS through oxidative
defense mechanisms to reduce the damage caused by oxidative stress [29]. Wang et al.
found that rice plants overexpressing ThNAC13 improved salt tolerance by accumulating
osmotic regulatory substances and scavenging ROS [30]. After overexpression of OoNAC72
in Arabidopsis thaliana, Guan et al. found that transgenic plants carry out osmotic regula-
tion and remove ROS after salt stress so as to reduce peroxidation damage [31]. Li et al.
used gene editing combined with genetic transformation and other molecular biology
techniques and found that GmNAC06 could reduce the content of ROS in plants through
the accumulation of osmotic mediating substances, thereby increasing the salt tolerance
of plants [32].

We screened Actinidia valvata germplasm material ZMH (Zhenmu, Hunan) with strong
salt tolerance and rootstock application prospects in the early stage [33]. We used this as a
material to screen 120 AvNAC genes based on conserved domains. Then, we conducted
a systematic and comprehensive analysis of the NAC family, including systematic evolu-
tionary relationships, conservative motifs, protein network interaction prediction, and key
amino acid residue distribution, and combined this data with sequencing results to screen
candidate genes [34–39]. Subsequently, we verified the function of the AvNAC030 gene by
heterologous expression in Arabidopsis. The phenotypic analysis, molecular experiments,
and physiological parameters showed that AvNAC030 increased plant salt tolerance. The
above results have important theoretical and practical significance for further understand-
ing the molecular mechanism of salt tolerance in kiwifruit and accelerating the cultivation
of salt-tolerant rootstocks and varieties.

2. Results
2.1. Phylogenetic Analysis of the NAC Family in Kiwifruit

NAC (NAM, ATAF1,2, and CUC2) protein, as a plant-specific transcription factor, is
widely distributed in terrestrial plants [40]. The diversity of NAC family members indi-
cates the diversity of their functions, which are related to plant growth and development
and stress responses [41]. Family members with close relatives may have similar func-
tions, so phylogenetic analysis is of guiding significance for gene function prediction [42].
Taking the Arabidopsis NAC family as a reference, we used the nomenclature protocol to
construct an unrooted phylogenetic tree of 120 NAC members of kiwifruit according to
the multiple sequence alignments of conserved domains (Figure 1) [43,44]. On the basis
of Heim’s method, we made a few appropriate adjustments (Table 1). For example, the
NAC2 subfamily was divided into the VII a and VII b subfamilies. The TERN subfamily
and ONAC022 subfamily were merged into the IX subfamily and formed a sister subfamily.
Subfamily NAP and subfamily AtNAC3 in subfamily X are also sister subfamilies, implying
their co-evolution [45,46]. Finally, according to 105 NAC members of Arabidopsis, the kiwifruit
NAC family was divided into 13 subfamilies. Subfamily II has no AvNAC members, which
may be the result of long-term evolution. AtNAC097 could not be classified in any of these
14 subfamilies and was therefore classified as an orphan [47]. The number of members
in different subfamilies varies greatly. Subfamily VII b and IX, with the largest number
of family members, both contain 22 AvNACs, while the subfamilies V and XII, with the
smallest number, contain 2 AvNACs. These results provide evidence for the evolutionary
relationship of the kiwifruit NAC family.
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Figure 1. Phylogenetic analysis of the NAC transcription factors of kiwifruit and Arabidopsis.

Table 1. Subfamily classification adjustment.

Family Number Family Name

I ANAC001

II ANAC063

III ONAC003

IV SENU5

V OsNAC8

VI TIP

VII a NAC2

VIII ANAC011

VII b NAC2

IX TERN, ONAC022

X NAP, AtNAC3

XI ATAF

XII OsNAC7

XIII NAC1, NAM
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2.2. The Motif Analysis of the NAC Family in Kiwifruit

Motifs play an important role in the interaction of different modules in the signal
transduction and transcription complex [48,49]. We analyzed the sequence, length, distri-
bution, and frequency of 20 conserved motifs of 120 VvNAC genes (Figure 2 and Table 2).
Motif1, motif2, motif3, motif4, and motif5, which occur frequently, are mainly distributed
at the N-terminal region of the NAC domain, indicating that these conservative motifs play
an important role in the function of VvNAC [50]. Some less frequent motifs only appear in
a specific subfamily. Motif6 appears only in subfamily III. Motif9, motif11, motif12, motif16,
motif19, and motif20 also only appear in specific subfamilies, which may be related to the
specific functions of these subfamilies. Therefore, both the number and type of motifs in
different subfamilies are quite different. The average number of motifs in each subfamily
is 3 to 7, and the types are 5 to 11. Each type of motif appears only once in each gene.
However, the occurrence times of each motif are different. Motif3 appears 98 times, and
motif13 and motif20 appear only 6 times. There are also great differences in the motif types
of each gene. Some genes have 10 types, and some have only one type.

2.3. Analysis of Conserved Amino Acid Residues in the NAC Domain of Kiwifruit

A typical NAC protein consists of a conserved N-terminal NAC region (about 150 amino
acids) and a diverse C-terminal transcriptional regulatory region [51,52]. The NAC domain
with DNA binding ability in NAC transcription factors can be divided into five subdomains.
The highly conserved positively charged C and D subdomains are responsible for binding
to DNA. Nuclear localization signals (NLSs) present in C and D subdomains may be related
to nuclear localization in transcription factors and the recognition of specific cis-acting
elements on promoters. A subdomain is involved in the formation of functional dimers.
B and E subdomains are not conservative and are responsible for the functional diversity
of NAC genes [53]. In order to better understand the functions of the kiwifruit NAC
family, we conducted multiple sequence array analysis of its 120 members (Figure 3A).
Subsequently, we compiled statistics on the percentage of conserved amino acids in the
five subdomains based on the previous report, and the results showed that there were
14 sites in which the consistency rate exceeded 75%. Among them, the D subdomain
with DNA binding ability and containing NLSs contained the most sites, with eight sites.
The A subdomain contained three sites, and the C subdomain contained two sites. The
non-conserved B domain contained only one site, and the E domain had no sites.

2.4. The Expression Level of the AvNAC Family under Salt Stress

It was previously reported that members of the NAC family could improve the salt
tolerance of plants [54]. The expression pattern of genes is related to their function [55].
In order to study the function of the NAC family in kiwifruit under salt stress, we used
the salt-tolerant resource ZMH as a material to analyze the expression patterns of NAC
family members after 0 (I), 6 (II), 24 (III), and 72 (IV) hours of salt stress (Figure 4). The
fragments per kilobase per million (FPKM) values were used to estimate the expression
characterization of the NAC family for screening the candidate genes associated with
salt tolerance. The results showed that the expression of AvNAC030 and AvNAC031 of
subfamily IV, AvNAC037 of subfamily VII a, AvNAC060 of subfamily IX, and AvNAC098 of
subfamily XII increased significantly after salt stress.
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Figure 2. The conservative motif analysis of the NAC family in kiwifruit. The rectangles of different
colors represent different conservative motifs, and black lines represent the non-conserved sequences.
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Table 2. Normal expression sequences of 20 motifs identified. Sites represent the time of motif appeared.

Motif Sequences Sites Length (aa)

Motif1 G[FY][RK]F[HRSL]PT[DE][EKQ][EQ]L[VIL][QVGDIN][YHQ]YL[KRCM][RSN][KR][IAV][CSNY][GSD][KDL][PER][FLI][RAP][VFL]
[ED][VI][IV][SARP][EDV][VIT][DE][VLI][YCN][KH][SQF][ED]P[WLE] 80 41

Motif2 [GRN][DE][LKDR][EQ][WYR][YF]FF[SC][PLT][RKVL][DE][RKA]KY[PGQ][NT]G[SQVA]R[TLPS]NR[AV][TA][EGRK][RSTK]G[YF]
WK[AT]TG[KAR]D[RK][TPKS][IV][RFV][SHC] 68 41

Motif3 [FYV][YH][RKSGENA][GV][RK][AG]P[KR]G[EKQTI][RK]T[ND]W[VI][MI][HQ][EQ]Y[RHT][LIA] 98 21

Motif4 [GKQSP][PKVTS][AGST][QLKA][DEG][ASD][FWYR][VAL][LVI][CY][RK][IVL][FIY][QKRL][KS][SKHN][GDERA][SLE][GKSIA]
[PKVE][KNPE] 68 21

Motif5 [SGTPN][KQARVE][VTLA][IVTK]G[MCVI][KR][KT][TIA][LM][VD] 91 11

Motif6 H[PM][FL]IDEFIPT[VI][DKG][EGR][DE][DE]GICYTHP[QE][NKY]LPG[VA][KTR][QRT]DG[SLN][VS][SKYV]HFFH[RI][API][IS]
[KNM]AY[NTA]TG[TQ]R 10 50

Motif7 [DQP][YRG][GY][AL][PQ][FI][IRKV][EPD]E[ED][WT][DNEA][DNE][DE][DVEA][SLCPNE][IVMLTF][VSMILCY][VIRDG][PGNQ][GDS] 25 21

Motif8 [VMTN][ER][IPAFH][SPA][NLK][LC][EGD][SD][LV][EVD][PKQ][KTN][EDFV][NSG][RSH][PK][NSEGA][KPTNI][VLA][KTE][AS]
[IF][DTS][ESKDA][DNAT][FMNI][LQ][ESD][KE][PKSF]V[PT][PE] 20 33

Motif9 [MS]WYL[LI]RS[DE][HN][KN]KNSEHGFW[TR]ARG[DE][AG][SI]EIFM 10 29

Motif10 VN[AG]DD[SA][QK]VEGN[DE][FYL]EQD[TI]HS[HT]N[MK][AS][AP]L[YRC][QL][TA]EL[PQ][NI][GVLF][CSL][QNE][NTL][IVF]
[PH][FL][FV][CFA] 8 41

Motif11 MAPRPRDSIGLYW[AT]D[EA][EA]IIMSLE[RGE]MEKGSP[IN]P[VE]NVSVDVNPYQ[YC]KP[LI][NY]L[PR] 7 50

Motif12 [QN][FD][QP][NY]GTNES[GVI]S[YSE]QN[ML][AS]VEI[EV]E[LYP]NYLN[IT][MV][NDS][FNI][LF]DKE[TI]GSCS[ED]SDADV
[AT]QAQ[IVF] 7 50

Motif13 YLKFI[NS]NLENEILNVSMERETLKIE[VL]MRAQAMIN[VMI]LQ[SL]RI[DE][LV][LV]N[KR][ED]NE[DE][LR] 6 50

Motif14 RE[TR][SP][GE][YD][AC]P[FL]P[CG][TI][VA][DN][AP]E[PT][IL]S[VL]VPNK[KR][ST][RK][HN][DE][DN]PNSSNANGSEDS[TN]TT 7 45

Motif15 [AN][EA][KI][RLQ]S[KT][TAK][SMA][DR][SNK][CWR][LN][EA][EG]TS[DNI][ST][TIH][FND][IVA]A[TD][DS][AS][GRS][YSG][EH]
[KS][AT][IF]P[PRV][DGRE][EYRK][KEA][KLN][ESFA][VET][AMY][GLN] 12 41

Motif16 [KTN][IEQ][HCQD][GDS][DLM][DQTK][FGK][GEC][DEG][VT]RWHKTG[RK]T[KR][PC]V 11 21

Motif17 [EMD][WA][PVFL][GMS][LV]P[AYRT]G[VF][KRT]F[DNS]P[STKE]D[QVH]E[LI][IML][EYW][HLI]L[LEYA][AR]K[VAC][EGNRH]
[AVGI][GNK] 10 29

Motif18

[SVFYM][TSYNF][QSWTY][QSE][DQRE][NQIHE][SVGH][KSQNVA][SQCE][TVSED][DTSPH][KPSI][FTWR][ENAS][DHSNG]
[EGDA][LF][PFGEA][DNQ][SGNEA][LTNFA][DAVH][LVYF][LMIQG][IRTQE][ADPN][LNYEA][VGML][ADT][APKV][VISNF]
[STN][QPNAE][DQSA][NSEP][KVQHF][TGVSA][PNYAQ][DQNE][PATLM][NPF][RVQN][KTFSQ][ELPMD][SKTEM][QVME]

[LAIDF][HASCM][CSFPL][ILSF]

19 50

Motif19 PN[QL]QAP[DY][CG][ND]GKIFSPVH[VRK]QMQ[TM]EL[GA][SY] 7 26

Motif20 NVG[DG]CTGSNDIHPSVVPKSG[SN]TSGQGCMS 6 29
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Figure 3. The sequence analysis of five subdomains in kiwifruit. (A) Sequence logo of five subdomains in kiwifruit. (B) The
conserved amino acid distribution in five subdomains in kiwifruit. The histogram shows the percentage of amino acids at
this position.

2.5. The Interaction Network Analysis of Candidate Genes

The prediction of gene interaction networks can help researchers understand gene
functions quickly and effectively [56]. Therefore, we used STRING to predict the candidate
gene interaction network based on the AvNAC orthologs in Arabidopsis (Figure 5). The
expression of AvNAC030 (NAC019 in Arabidopsis) was induced by salt stress, and its inter-
action gene RHA2A was able to respond positively to salt stress and osmotic stress, while
ZFHD1 was regulated by salt stress. AvNAC031 (NAC041 in Arabidopsis) is the transcription
activator of the mannan synthase CSLA9. It can recognize and bind to the DNA-specific
sequence of the CSLA9 promoter. AvNAC037 (NAC100 in Arabidopsis) can bind to the pro-
moter regions of genes involved in chlorophyll catabolic processes. AvNAC060 (NAC070
in Arabidopsis) can control the cell wall maturation processes that are required to detach
root cap layers from the root. AvNAC098 (NST1 in Arabidopsis) is a transcription activator
of genes involved in the biosynthesis of secondary walls. Together with NST2 and NST3,
AvNAC098 is required for the secondary cell wall thickening of sclerenchymatous fibers,
secondary xylem (tracheary elements), and of the anther endocethium, which is necessary
for anther dehiscence. It may also regulate the secondary cell wall lignification of other
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tissues. Based on the above results, it is speculated that AvNAC030 may be involved in the
regulation mechanism of salt tolerance in kiwifruit.

Figure 4. The heatmap of the NAC family at different time points after salt treatment.
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2.6. Subcellular Localization of AvNAC030

We fused the green fluorescent protein (GFP) to the C-terminus of AvNAC030 with
a mutation in the stop codon, and used the CaMV35S constitutive promoter to drive it
to determine its subcellular location. Subsequently, 35S::AvNAC030:GFP fusion protein
and control 35S::GFP were transferred into Arabidopsis protoplasts by a PEG-mediated
method (Figure 6). AtBZR2 was fused to mCherry as a nuclear marker. The Arabidopsis
protoplasts with 35S::GFP plasmid displayed fluorescence throughout the cells. In contrast,
the Arabidopsis protoplasts with 35S::AvNAC030:GFP plasmid was detected only in the
nucleus. This result suggests that AvNAC030 may encode a nuclear localized protein.

Figure 5. The interaction network analysis for AvNAC030, AvNAC031, AvNAC037, AvNAC060, and AvNAC098. Note:
AvNAC genes are shown in brackets.

Figure 6. Subcellular localization of AvNAC030. (A) The vector control (35S::GFP) and fusion protein construct
35S::AvNAC030:GFP were introduced into the Arabidopsis protoplast. (B) CDS and peptide sequence of VvSAUR041.
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2.7. The Effects of Overexpression of AvNAC030 in Arabidopsis

Four-week-old homozygous T3-generation Arabidopsis were used to study the function
of AvNAC030 in response to salt stress in a substrate treated with 250 mM NaCl solution.
The phenotype of overexpression (OE) plants was significantly superior to that of Vector
control (VC) plants, although both OE and VC plants were damaged to varying degrees
after salt treatment (Figure 7A). OE plants also had a higher survival rate after 4 weeks of
salt treatment (Figure 7B). Subsequently, we determined the content of flavonoids with ROS
scavenging abilities, and the results showed that the accumulation of total flavonoids in OE
plants after salt treatment was significantly higher than that of VC plants (Figure 7C) [57].
At the same time, the leaves of OE plants suffered less damage than VC plants after salt
stress, and the results of Fv/Fm images and Fv/Fm values were consistent with this
phenotype (Figure 7D,E). Therefore, OE plants were considered to be more salt-tolerant
than VC plants.

2.8. The Effects of AvNAC030 Overexpression on ROS Scavenging in Arabidopsis

ROS can reflect the degree of salt damage to plants, usually in the form of H2O2
and O2−, which can be directly reflected by the color after 3,3′-diaminobenzidine (DAB)
and nitro blue tetrazolium (NBT) staining [58]. Therefore, in order to understand the
ability of AvNAC030 to scavenge ROS, the OE and VC Arabidopsis before and two days
after treatment were histochemically stained with DAB and NBT. DAB and NBT staining
revealed no significant difference between OE and VC Arabidopsis before treatment. After
salt treatment, OE plants showed the lowest levels of brown precipitate and blue spots
compared with VC plants (Figure 8A,B). Subsequently, the content of H2O2 and O2− was
detected, and the results were consistent with the results of the dyeing tests (Figure 8D,E).
We then observed the cell death of OE and VC plants through trypan blue staining, and the
cell death was related to the degree of damage caused by ROS (Figure 8C). These results
indicate that overexpression of AvNAC030 can effectively eliminate ROS and reduce the
damage to plants caused by salt stress.

Figure 7. Phenotypic and physiological indexes of vector control (VC) and overexpression (OE) Arabidopsis under normal
and stress conditions. (A) The phenotypic of VC and OE Arabidopsis under normal and stress conditions. (B) The survival
rate of VC and OE Arabidopsis after salt stress. (C) The total flavonoid contents of VC and OE Arabidopsis under normal and
stress conditions. (D) The Fv/Fm images of VC and OE Arabidopsis under normal and stress conditions. (E) The Fv/Fm
value of VC and OE Arabidopsis under normal and stress conditions. Different letters represent significant difgerences
(p < 0.05).
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Figure 8. Reactive oxygen species (ROS) scavenging ability and cell death of vector control (VC) and overexpression (OE)
Arabidopsis under normal and stress conditions. (A) 3,3′-diaminobenzidine (DAB) staining. (B) Nitro blue tetrazolium (NBT)
staining. (C) Trypan blue staining. (D) H2O2 content. (E) O2− content. Different letters represent significant difgerences
(p < 0.05).

2.9. The Physiological Effects of AvNAC030 Overexpression in Arabidopsis

In order to study the function of AvNAC030 after salt stress, we used OE and VC
plants before and two days after salt treatment as materials to detect the indexes related to
the ability to scavenge ROS and regulate osmoregulation substances. The results showed
that the electrolyte leakage (EL) and malondialdehyde (MDA) values of OE plants were
significantly lower than that those of VC plants after two days of salt stress, indicating
that the cell membrane integrity was better preserved by OE plants following salt stress
(Figure 9A,B). We then tested the multifunctional osmolytes and found that the proline
content of OE plants was significantly higher than that of VC plants after salt treatment
(Figure 9D). Similarly, the activity of SOD (superoxide dismutase), POD (peroxidase), and
CAT (catalase) in OE plants was significantly higher than that in VC plants after salt stress
(Figure 9D–E). These results indicated that overexpression of AvNAC030 could effectively
improve the salt tolerance of plants.

2.10. The Expression Analysis of Genes Involved in Salt Tolerance

To further investigate the molecular mechanism of AvNAC030 after salt stress, we
measured the relative expression levels of marker genes related to salt stress. The results
showed that after salt treatment, the expression levels of AtMYB111, AtOZF1 (Oxidation-
related Zinc Finger 1), AtGSTU5 (Glutathione S-transferase class tau 5), and AtP5CS1 (delta1-
pyrroline-5-carboxylate synthase 1) in OE plants were significantly higher than those in VC
and WT (Wild type) plants. These results suggest that AvNAC030 may increase the salt
tolerance of plants by regulating these salt stress-related genes (Figure 10).
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Figure 9. Antioxidant and osmotic indices of vector control (VC) and overexpression (OE) Arabidopsis under normal and
stress conditions. (A) Electrolytic leakage. (B) Malondialdehyde (MDA) content. (C) Proline content. (D) Superoxide
dismutase (SOD) activity. (E) Peroxidase (POD) activity. (F) Catalase (CAT) activity. Different letters represent significant
difgerences (p < 0.05).

Figure 10. The relative expression levels of salt stress-related genes. (A) The relative expression
levels of AtMYB111. (B) The relative expression levels of AtOZF1. (C) The relative expression levels
of AtGSTU5. (D) The relative expression levels of AtP5CS1. Different letters represent significant
difgerences (p < 0.05).
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3. Discussion

Kiwifruit has the effects of promoting digestion, lowering cholesterol, lowering blood
lipids, enhancing immunity, preventing cancer, and being anticancer. It is known as the
king of fruits and the king of vitamin C [59]. Although it is an emerging fruit tree, it has
been developed rapidly in recent years. However, there are some restrictions in the process
of industrial development. Kiwifruit is suitable for neutral acid soil, but soil salinization
is increasing in kiwifruit production areas. It has adverse effects on the growth and
development of plants, leading to the decline in yield and quality. Therefore, it is urgent
to study its salt tolerance response mechanism and adaptation strategy, so as to provide a
theoretical basis for the breeding of new kiwifruit varieties and the cultivation of resistant
materials. In the preliminary study, the A. valvata germplasm material ZMH with strong salt
tolerance was selected [34]. The root system of the material is well developed and has good
compatibility as a rootstock for grafting the valvata Dunn, A. chinensis Planchon, A. deliciosa
(Chev.) C. F. Liang & A. R. Ferguson, A. arguta (Siebold & Zucc.) Planch. ex Miq. Therefore,
ZMH is a promising resource of resistant rootstocks, as well as a high-quality material for
mining salt tolerance genes and studying the mechanism of salt tolerance regulation.

Taking ZMH as the research material, after removing the pseudogenes, we finally
obtained 120 NAC family members. Then, we conducted a phylogenetic analysis and
divided them into 13 subfamilies. The results were similar to those of Arabidopsis [44]. It
has been reported that NAC genes in the same subgroup may have similar functions, such
as specific resistance to stresses or plant specificity [60]. Liu et al. found that ATAF1 in the
Arabidopsis ATAF subfamily significantly improved the salt tolerance of transgenic rice [61].
Al-Abdallat et al. improved the salt tolerance of tomato by overexpressing two ATNAC3-
related genes [62]. In addition to ATAF, the ATNAC3 subfamily and SENU5 subfamily
have also been reported to respond to salt stress or improve plant salt tolerance [63].
HaNAC-1 in the SENU5 subfamily from sunflower was observed to be upregulated in
seedling roots and shoots in response to salinity stress [64]. CarNAC1 from the SENU5
subfamily was strongly induced by salt stress [65]. BnNAC5 from the SENU5 subfamily
of Brassica napus is involved in response to high-salinity stress [66]. Dong et al. found
that overexpression of ClNAC9 in the SENU5 subfamily increased the saline resistance
of transgenic Arabidopsis [67,68]. Liu et al. found that the Chrysanthemum lavandulifolium
(Fisch. Ex Trautv.) Makino gene ClNAC9 in the SENU5 subfamily positively regulated
saline stress in transgenic chrysanthemum grandiflora Hook [69]. Wang et al. found that
overexpressing the NAC transcription factor LpNAC13 of the SENU5 subfamily from
Lilium pumilum Redouté in tobacco positively regulated the salt response [70]. According
to the phylogenetic relationship, AvNAC030 belongs to the SENU5 subfamily (Figure 1).
The results of motif analysis provide further evidence for this phylogenetic relationship
(Figure 2). Interestingly, most of the conserved motifs are at the N-terminus of the NAC
domain, which is consistent with the previous description, indicating that these motifs are
necessary for the function of NAC [71]. The results of conserved amino acid residues show
that the C and D subdomains are relatively conserved, indicating that the NAC family
has retained its basic functions during long-term evolution. The variability of the B and E
subdomains illustrates their importance in functional diversity (Figure 3). The analyses of
the expression pattern and interaction network show that AvNAC030 responds to salt stress
(Figures 4 and 5). These results suggest that AvNAC030 plays a key role in the regulation
mechanism of salt tolerance.

The result of subcellular localization show that AvNAC030 may function as a tran-
scription factor (Figure 6). To understand the regulatory mechanism of AvNAC030, we
also used transgenic Arabidopsis to study its function after salt stress. We found that after
salt treatment, OE significantly reduced the damage caused by salt stress compared with
VC plants (Figure 7D,E). Therefore, the survival rate of OE plants was higher than that
of VC plants (Figure 7A,B). ROS usually exists in the form of H2O2 and O2−, and can be
rapidly produced in plants when exposed to adverse environmental conditions such as
high salinity, drought, or extreme temperatures [72]. Excessive ROS leads to oxidative



Int. J. Mol. Sci. 2021, 22, 11897 15 of 62

damage of cell components such as proteins, lipids, and DNA. Plants maintain the balance
between ROS production and removal to ensure ROS homeostasis, thereby reducing the
effects of oxidative stress [73]. Flavonoids, as non-enzymatic antioxidants, have been
widely reported to reduce ROS damage in plant cells under biotic and abiotic stress [74].
After being exposed to salt stress, OE plants accumulated more flavonoids than VC plants.
We then tested their ability to eliminate H2O2 and O2−. The ROS scavenging ability of OE
plants was superior to that of VC plants, and more living cells were retained (Figure 8).
The results were consistent with the phenotype. MDA, as a decomposition product of
polyunsaturated fatty acids, has a positive correlation with the accumulation of ROS [75].
The results showed that after being exposed to salt stress, the cell membrane of VC plants
was damaged by salt to a higher degree, resulting in more soluble leakage, and therefore
had a higher EL value and MDA content (Figure 9A,B). Proline plays an important role
in scavenging hydroxyl radicals. In addition, it stabilizes the subcellular structure and
protects cellular macromolecules against damage by adjusting the intracellular osmotic
potential [76]. SOD can catalyze the conversion of superoxide anions into H2O2 and O2,
and is an important material for scavenging free radicals in plants, while POD and CAT
are enzymes for scavenging H2O2. SOD, POD, and CAT maintain the steady level of free
radical content in plants through synergistic action, and prevent the changes in plant phys-
iology and biochemistry caused by free radicals [77]. The results of determining proline
content and SOD, POD, and CAT activities showed that OE plants had a stronger ability to
scavenge ROS than VC plants under salt stress (Figure 9C–F). AtMYB111 improves ROS
scavenging efficiency by regulating the synthesis of flavonoids [25]. AtOZF1 plays a role in
regulating oxidative stress response in Arabidopsis [78]. AtGSTU5 is used as a marker of
oxidative stress [79]. AtP5CS1 is a proline synthesis marker gene [80]. The results show
that AvNAC030 might enhance the salt tolerance of plants by regulating these stress-related
genes after salt stress (Figure 10). These results suggest that AvNAC030 can increase the
salt tolerance of plants by improving the efficiency of ROS removal and maintaining the
intracellular and extracellular osmotic balance to protect the integrity of the membrane
(Figure 11).

Figure 11. The hypothesis of the regulatory network of the AvNAC030 involved in salt stress responses.
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4. Materials and Methods
4.1. Sequence Retrieval and Identification of A. valvata NAC Genes

The NAC sequences of Arabidopsis were obtained from TAIR (https://www.arabid
opsis.org/, accessed on 6 May 2020). The NAC sequences of kiwifruit were retrieved
from the full-length transcriptomic data of ZMH (unpublished). We removed repetitive
sequences and incomplete sequences. The retrieved NACs were screened by analyzing
the conserved domain using the conserved domains database (https://www.ncbi.nlm
.nih.gov/Structure/cdd/wrpsb.cgi, accessed on 8 June 2020). The obtained sequences
containing the conserved NAC domain (PF02365) were detected again by the Pfam database
(http://pfam.xfam.org/, accessed on 8 June 2020). The details of the NAC family were
obtained by the ExPASy Proteomics server (http://web.expasy.org/compute_pi/, accessed
on 12 June 2020) (Table 3). Nucleotide and amino acid sequences based on the full-length
transcriptome data are presented in Table A1 (Appendix A).

4.2. Bioinformatic Analysis of the NAC Family in Kiwifruit

We used Clustal Omega (http://www.ebi.ac.uk/Tools/msa/clustalo/, accessed on
10 July 2020) for phylogenetic analysis, which was then presented with the Interactive
Tree of Life (iTOL) (https://itol.embl.de/itol.cgi, accessed on 12 July 2020). The numbers
were bootstrap values based on 1000 iterations. Only bootstrap values larger than 50%
support were displayed. We identified the conserved motifs with MEME (http://meme
-suite.org/index.html, accessed on 16 July 2020) and retained e-values < 1 × 10−20 for
analysis. We performed multiple sequence alignments of AvNACs using CLUSTALW (http
s://myhits.sib.swiss/cgi-bin/clustalw, accessed on 18 July 2020) with default parameters.
The heatmap of the NAC family was generated with TBtools (https://github.com/C
J-Chen/TBtools/releases, accessed on 21 July 2020) based on the ZMH RNA-seq data
(unpublished). The prediction of the gene interaction network was completed by STRING
(https://string-db.org/cgi/input.pl, accessed on 26 July 2020) with option value>0.700.

4.3. The Sample Collection

The ZMH from A. valvata was grown in a greenhouse at the Zhengzhou Fruit Research
Institute, Chinese Academy of Agricultural Sciences, Zhengzhou, Henan Province, China
(34◦43′ N, 113◦39′ E, altitude 111 m). When the height of the tissue culture seedlings reached
40 cm, they were treated with 0.4% NaCl solution. Samples were taken for sequencing after
treatment at 0 (I), 12 (II), 24 (III), and 72 (IV) h. Each sample had three biological replicates
and each replicate included roots from three plants.

4.4. Subcellular Localization

The open reading frame (ORF) of AvNAC030 with a mutational stop codon was cloned
between the Xba I and Sal I sites of the pB221-GFP vector with the T4 DNA ligase (Thermo
Scientific, Waltham, MA, USA) and a pair of primers (Table 4). Protoplasts were prepared
from rosette leaves of 4-week-old A. Arabidopsis seedlings, and the recombinant and control
plasmids were transformed into Arabidopsis protoplasts by using PEG (polyethylene glycol)
4000 mediated transformation [81]. The N-terminal of AtBZR2 (AT1G19350.3) contained
an NLS, so we fused it with mCherry to label the nuclear of protoplast. [82]. After 18 h,
the GFP fluorescence was observed under a laser scanning confocal microscope (Olympus
FV1000 viewer, Tokyo, Japan).

https://www.arabidopsis.org/
https://www.arabidopsis.org/
https://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi
https://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi
http://pfam.xfam.org/
http://web.expasy.org/compute_pi/
http://www.ebi.ac.uk/Tools/msa/clustalo/
https://itol.embl.de/itol.cgi
http://meme-suite.org/index.html
http://meme-suite.org/index.html
https://myhits.sib.swiss/cgi-bin/clustalw
https://myhits.sib.swiss/cgi-bin/clustalw
https://github.com/CJ-Chen/TBtools/releases
https://github.com/CJ-Chen/TBtools/releases
https://string-db.org/cgi/input.pl
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Table 3. Details of the VvSAUR family. Mw, molecular weight; PI, isoelectric point.

Gene ID Gene Symbol ORF Length (bp) No. of aa Mw PI Group

R_transcript_18612 AvNAC001 723 240 27,212.06 9.75 I

R_transcript_34811 AvNAC002 192 63 7188.37 6.9 I

R_transcript_33699 AvNAC003 1554 517 58,292.66 5.05 VI

R_transcript_37169 AvNAC004 1062 353 40,182.48 4.75 VI

R_transcript_40690 AvNAC005 1623 540 60,232.03 4.8 VI

R_transcript_52636 AvNAC006 768 255 29,280.8 5.48 VI

R_transcript_59072 AvNAC007 867 288 33,147.17 8.47 VI

R_transcript_63416 AvNAC008 1605 534 59,209.84 4.7 VI

R_transcript_66645 AvNAC009 1422 473 53,702.72 5.07 VI

R_transcript_69568 AvNAC010 1236 411 46,871.81 4.9 VI

R_transcript_71270 AvNAC011 522 173 20,016.13 9.97 VI

R_transcript_79093 AvNAC012 1716 571 64,058.05 4.93 VI

R_transcript_8696 AvNAC013 480 159 18,788.47 9.66 VI

R_transcript_9544 AvNAC014 948 315 35,366.8 5.25 VI

R_transcript_99187 AvNAC015 1047 348 39,632.89 4.75 III

R_transcript_46831 AvNAC016 840 279 32,147.09 5.65 IX

R_transcript_25400 AvNAC017 966 321 35,794.65 8.74 X

R_transcript_18707 AvNAC018 930 309 34,897.28 7.73 X

R_transcript_44451 AvNAC019 756 251 28,292.87 7.13 VII b

R_transcript_13572 AvNAC020 1641 546 60,679.5 4.67 VII b

R_transcript_33721 AvNAC021 801 266 30,395.54 5.72 VII b

R_transcript_44030 AvNAC022 222 73 8480.77 6.56 IX

R_transcript_62201 AvNAC023 465 154 18,056.56 9.45 VII b

R_transcript_66399 AvNAC024 282 93 10,565.43 8.01 VII b

R_transcript_81784 AvNAC025 177 58 6986.9 8.11 IX

R_transcript_86796 AvNAC026 387 128 14,679.38 4.72 IX

R_transcript_92715 AvNAC027 327 108 12,554.41 7.92 VII b

R_transcript_86654 AvNAC028 1137 378 42,536.75 5.67 III

R_transcript_80114 AvNAC029 846 161 18,976.48 9.35 XIII

R_transcript_71454 AvNAC030 747 248 28,221.73 9.18 IV

R_transcript_78474 AvNAC031 270 89 10,261.05 7.7 IV

R_transcript_35688 AvNAC032 1014 337 39,025.5 5.05 XII

R_transcript_40217 AvNAC033 717 238 27,446.92 7.07 XI

R_transcript_50816 AvNAC034 777 258 29,314.12 8.43 XI

R_transcript_52293 AvNAC035 303 100 11,324.11 10.76 XI

R_transcript_83913 AvNAC036 1158 385 43,238.02 6.12 IX

R_transcript_27414 AvNAC037 762 253 28,895.91 8.72 VII a

R_transcript_38643 AvNAC038 876 291 33,401.71 6.56 I

R_transcript_67877 AvNAC039 354 117 13,809.75 9.51 VII b

R_transcript_65045 AvNAC040 216 71 8213.49 4.86 IX
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Table 3. Cont.

Gene ID Gene Symbol ORF Length (bp) No. of aa Mw PI Group

R_transcript_75291 AvNAC041 864 287 33,087.95 6.47 IX

R_transcript_94887 AvNAC042 153 50 5808.92 9.69 IX

R_transcript_61978 AvNAC043 849 282 32,403.68 8.7 X

R_transcript_17613 AvNAC044 453 150 17,230.56 8.98 V

R_transcript_19469 AvNAC045 1068 355 40,547.75 8.04 V

R_transcript_22363 AvNAC046 195 64 7366.41 4.47 IX

R_transcript_30245 AvNAC047 219 72 8494.58 4.64 IX

R_transcript_50769 AvNAC048 294 97 11,033.81 4.78 IX

R_transcript_78204 AvNAC049 558 185 21,592.1 9.25 XIII

R_transcript_98040 AvNAC050 261 86 9774.18 4.9 IX

R_transcript_38748 AvNAC051 951 316 36,191.6 8.06 VIII

R_transcript_28167 AvNAC052 1017 338 37,889.53 5.96 III

R_transcript_31813 AvNAC053 1290 429 48,120.63 4.89 III

R_transcript_40244 AvNAC054 576 191 21,494.66 9.18 III

R_transcript_62357 AvNAC055 627 208 23,465.75 7.73 III

R_transcript_99111 AvNAC056 1056 351 39,828.16 4.84 III

R_transcript_18002 AvNAC057 180 59 6981.22 10.21 IX

R_transcript_19545 AvNAC058 747 248 28,318.85 8.97 IV

R_transcript_46194 AvNAC059 513 170 19,518.45 9.56 IV

R_transcript_95592 AvNAC060 414 137 15,709.54 8.81 IX

R_transcript_53223 AvNAC061 738 245 27,771.36 9.62 IV

R_transcript_54724 AvNAC062 285 94 10,901.71 9.17 IX

R_transcript_56133 AvNAC063 1704 567 62,826.9 5.04 VII b

R_transcript_90698 AvNAC064 1359 452 50,328.74 4.7 VII b

R_transcript_19894 AvNAC065 897 298 34,337.97 6.26 XI

R_transcript_56139 AvNAC066 549 182 20,833.91 9.94 XI

R_transcript_27385 AvNAC067 903 300 33,847.25 6.33 I

R_transcript_9009 AvNAC068 252 83 9368.84 5.57 IX

R_transcript_9620 AvNAC069 855 284 32,050.91 4.94 IX

R_transcript_16576 AvNAC070 1086 361 40,769.42 5.32 VII b

R_transcript_16797 AvNAC071 1179 392 44,361.79 5.5 VII b

R_transcript_16893 AvNAC072 1203 400 45,569.26 5.72 VII b

R_transcript_37237 AvNAC073 561 186 21,404.4 9.64 VII b

R_transcript_56738 AvNAC074 825 274 30,781.31 4.7 IX

R_transcript_69341 AvNAC075 1074 357 40,361.19 5.65 VII b

R_transcript_13655 AvNAC076 966 321 36,708.61 4.62 VII b

R_transcript_15641 AvNAC077 237 78 8818.97 7.93 IX

R_transcript_80139 AvNAC078 495 164 18,695.36 9.69 VII b

R_transcript_82604 AvNAC079 366 121 13,582.7 5.58 VII b

R_transcript_94099 AvNAC080 819 272 30,604.57 6.79 VII b
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Table 3. Cont.

Gene ID Gene Symbol ORF Length (bp) No. of aa Mw PI Group

R_transcript_95060 AvNAC081 1212 403 45,245.69 5.46 VII b

R_transcript_100635 AvNAC082 399 132 14,534.98 4.95 VII b

R_transcript_54585 AvNAC083 1053 350 38,925.86 8.52 XIII

R_transcript_86053 AvNAC084 1068 355 39,869.89 8.72 XIII

R_transcript_90949 AvNAC085 1065 354 39,261.19 8.52 XIII

R_transcript_96411 AvNAC086 468 155 17,988.47 9.44 XIII

R_transcript_42641 AvNAC087 1362 453 50,691.58 6.44 III

R_transcript_50235 AvNAC088 1395 464 51,813.64 6.45 III

R_transcript_94297 AvNAC089 1386 461 51,455.33 6.49 III

R_transcript_73092 AvNAC090 303 100 11,338.9 7.87 IX

R_transcript_92394 AvNAC091 933 310 34,580.16 5.19 III

R_transcript_12933 AvNAC092 459 152 17,906.55 9.26 VIII

R_transcript_63861 AvNAC093 1092 363 40,740.4 4.93 VIII

R_transcript_85819 AvNAC094 1026 341 38,403.75 5.09 VIII

R_transcript_58057 AvNAC095 315 104 12,205.08 10.04 VII b

R_transcript_79749 AvNAC096 1644 547 61,366.06 4.59 VII b

R_transcript_14929 AvNAC097 1065 354 39,261.19 8.52 XIII

R_transcript_101459 AvNAC098 1110 369 42,049.87 6.14 XII

R_transcript_39496 AvNAC099 858 285 33,460.35 6.47 IX

R_transcript_95695 AvNAC100 1167 388 43,858.11 6.52 XIII

R_transcript_13398 AvNAC101 1794 597 66,986.19 4.94 VII a

R_transcript_95502 AvNAC102 1743 580 64,771.09 4.8 VII a

R_transcript_100431 AvNAC103 1410 469 53,408.4 4.68 VII a

R_transcript_68016 AvNAC104 171 56 6527.51 4.97 XI

R_transcript_15938 AvNAC105 1104 367 40,122.95 6.27 I

R_transcript_24316 AvNAC106 1128 375 41,234.35 5.86 I

R_transcript_30973 AvNAC107 948 315 34,509.58 6.54 I

R_transcript_31867 AvNAC108 318 105 12,183.73 5.06 I

R_transcript_41086 AvNAC109 1095 364 40,848.7 8.11 I

R_transcript_46223 AvNAC110 555 184 20,798.46 6.08 I

R_transcript_65760 AvNAC111 972 323 35,335.58 6.54 I

R_transcript_98265 AvNAC112 1215 404 44,680.32 5.57 I

R_transcript_98456 AvNAC113 270 89 10,625.08 9.06 I

R_transcript_100689 AvNAC114 426 141 16,454.73 6.29 I

R_transcript_19510 AvNAC115 873 290 32,994.47 7.65 XI

R_transcript_88888 AvNAC116 525 174 19,880.98 9.73 XI

R_transcript_27781 AvNAC117 462 153 17,111.21 8.93 IX

R_transcript_33085 AvNAC118 222 73 8541.94 5.28 VII a

R_transcript_34849 AvNAC119 525 174 20,351.13 9.31 VII a

R_transcript_47733 AvNAC120 330 109 12,696.51 9.51 VII a
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Table 4. List of primers used for RT-qPCR and the construction of recombinant plasmids.

Gene Name Gene Identifier Forward Primer (5′-3′) Reverse Primer (5′-3′) The Purpose

AvNAC030 R_transcript_71454 ATGGAGAAGCTCAACTTTGTT CTAAGGTTTTCTTCGAAAAGA Obtain ORF

AvNAC030-pB221-GFP R_transcript_71454 TCTAGAATGGAGAAGCTCAACTTTGTT GTCGACCTAAGGTTTTCTTCGAAAAGA Subcellular localization

AvNAC030-3301 R_transcript_71454 CCATGGATGGAGAAGCTCAACTTTGTT AGATCTCTAAGGTTTTCTTCGAAAAGA Expression vector
construction

AtMYB111 At5g49330 GAACAAGGAAGCGAGACAAAG TCCCAATCAAGCAACTCCTC RT-qPCR

AtOZF1 At2g19810 TTCTGAAGATCTAACGGTGTC CGGGATGAGCGTAAGGACACT RT-qPCR

AtGSTU5 At2g29450 ATGGCTGAGAAAGAAGAAGTGAAGC TTAAGAAGATCTCACTCTCTCTGCC RT-qPCR

AtP5CS1 AT2G39800 TAGCACCCGAAGAGCCCCAT TTTCAGTTCCAACGCCAGTAGA RT-qPCR

AtUBQ3 AT5G03240 CGGAAAGACCATTACTCTGGA CAAGTGTGCGACCATCCTCAA RT-qPCR

4.5. The Transformation of Arabidopsis and Stress Treatments

The RNA was extracted using TIANGEN RNAprep Pure Plant Kit (Tiangen Biotech,
Beijing, China). We used DNase I (Thermo Scientific, Waltham, MA, USA) to remove
genomic DNA from total RNA and a RevertAid First Strand cDNA Synthesis Kit (Thermo
Scientific, Waltham, MA, USA) to synthesize the first-strand complementary DNA (cDNA)
according to the manufacturer’s instructions. The full-length ORF of AvNAC030 was
obtained by the primers (Table 4) and Pfu DNA polymerase (TransGen Biotech, Beijing,
China). The products were purified and integrated into the blunt vector (pEASY-Blunt
Simple Cloning Kit, Beijing, China) for sequencing, and then was cloned between the
Nco I and Bgl II sites of the pCAMBIA3301 vector with the T4 DNA ligase and a pair
of primers (Table 4). The floral dip method was used for genetic transformation, and
phosphinothricin resistance was used to detect positive plants. The homozygous T3
generation was germinated in soil chambers in a greenhouse at 22 ◦C with 16 h light/8 h
dark cycle and 70% relative humidity, and the four-week-old potted Arabidopsis plants were
subjected to 250 mM NaCl treatment for functional verification.

4.6. Histochemical and Physiological Analysis

Total flavonoid content was measured as described previously by Jia [83]. For chloro-
phyll fluorescence measurements, the images were obtained by IMAGING-PAM chloro-
phyll fluorometer (Walz, Effeltrich, Germany), and the maximum quantum efficiency of
photosystem II (Fv/Fm) was measured with Imaging WinGegE software [84]. H2O2 and
O2
− were stained with DAB (Solarbio, Beijing, China) and NBT (Beijing Biodee Biotech-

nology, Beijing, China). The programmed cell death was detected by 0.4% trypan blue
solution (MYM Biological Technology Company Limited, Chicago, IL, USA). The H2O2
and O2

− content was measured as described previously by Liu and Elstner [85,86]. EL was
measured as described previously by Ben-Amor [87]. MDA, proline, SOD, POD, and CAT
activity were detected using corresponding test kits (Nanjing Jiancheng Bioengineering
Institute, Nanjing, China) [88].

4.7. RT-qPCR Analysis

qRT-PCR was performed in the presence of SYBR green qPCR Master Mix (Fermentas,
Ontario, Lithuania) and the amplification was performed in the Eco Real-Time PCR system
(Illumina, San Diego, CA, USA). All reactions were performed in triplicate. The primers
were designed using Oligo 7.0 and are listed in Table 4.

4.8. Statistical Analysis

All experiments were replicated independently at least three times, and data are shown
as the mean ± SD of three independent experiments. Data were subjected to analysis of
variance (ANOVA) using the Statistical Analysis System (SPSS version 22.0) software. The
differences between the means were compared using the Tukey’s test (p < 0.05).
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5. Conclusions

Using ZMH as the material, we performed high-throughput sequencing at the four
time points after its salt treatment. We then analyzed the members of the NAC family
based on the sequencing results and bioinformatics analysis. According to the results,
we speculate that AvNAC030 may play a positive role in the mechanism of salt tolerance.
Finally, we used Arabidopsis genetic transformation technology and combined it with
phenotype, physiology and molecular biology to analyze the function of AvNAC030 under
salt stress. In this way, we can fully explore the original data and combine bioinformatics
analysis with molecular biology experiments more efficiently to study the function of the
NAC family.
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Appendix A

Table A1. The nucleotide and amino acid sequences of the AvNAC family.

>AvNAC001 | Symbols: R_transcript_18612 | NAC domain containing protein

ATGGAGAATCCAAACTTTGGTAGAAATGGAGGAATCAAATTTCCCATTGGTTTTCGATTCCTCCCAACTGATGAAGAGCTG
GTGGTTCACTACCTAAAGAGAAAGGCCCACTCTCTTCCACTGCCTGCCTTAATCATTCCTGAGCTTCATGTTTTCCACACC
AATCCTTGGGACTTGCCAGGTGATTTGAGGGAGAAGAGGTATTTCTTCAGCAAAAGAAAATGGAATCTGAACAAATGCCA
ACGAATCCGTACTGGTTCTGGCTACTGGAAGACTATTGGTAAAGAAAAACATATTGTGGGGAGCAACAAAAGAGCTGTTG
GAGTGAGAAAAACACTGGTTTTCTATGGAGGGAAGCCTCTCCATGGATTGAGAACGAATTGGGTGATGCATCAATACGGC
CTTTTGGGCTCTGAAACCACGACTCCCAACACAACCCAGAAAATCATGGGAGAAGAATGGGTTGTGTGTTGCATCTATCA
GAGGAGAAGGAAATCTAGAAAAGCTGGGGTCCAACATGCCTTTTCAAATGGCAACAAAATTAGGAATGTGGGGAATGTTA
TGGCTTGTATTTTGGACATCAGCAGTGACTCAGGCCATCCTCAAGCATCCTCCGATTCATGCTTAAGCTCAAGTGAGATCA
CTGCAGAGGTCTCTTCCAGAGAATCAGATCATGAGGAAGCAACCAGTGCCTACATTCGTTTCTCTACACATCTTGCATGA

>AvNAC002 | Symbols: R_transcript_34811 | NAC domain containing protein

ATGGAGAATCCAAACTTTGGTAGAAATGGAGGAATCAAATTTCCCATTGGTTTTCGATTCCTCCCAACTGATGAAGAGCTG
GTGGTTCACTACCTAAAGAGAAAGGCCCACTCTCTTCCACTGCCTGCCTTAATCATTCCTGAGCTTCATGTTTTCCACACC
AATCCTTGGGACTTGCCAGGTTCGTTATAA
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>AvNAC003 | Symbols: R_transcript_33699 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCAATCACTACC
TCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGTAAACAAGAACCTTGGG
ATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCGAAGGATCGGAAATATCAGAAC
GGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGCGACGGGTAAGGATAGGACAATCAGGTCTGTTAG
GGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAATGGTCGTGCTCCCAGAGGGAAGAGGACTAATTG
GGTGATCCATGAGTACCGTGCAACCACTGAGGATCTTGATGGCACGAAACCAGGACAGGGTTCCTTTGTCCTCTGTAA
ATTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAAGAGAACACTGAAGTTTCGAACTGTGATGACGTTG
AGCAAACTTTTTCTTCTCCTGAAACAGTTAAATCAATTACCGAGGATATGCAATCGGAGCCAGTAACTCCCGTGACGAG
CATCCAAGCTGAAAAGCTATCTACTACCAGTGATAGTTGCCTAGCTGAAACTTCTGATACTACCTTTATTGCTGATGATGC
CGGATACGAATCGACTTTCCCGCCGGATTATGAGCTAGAAGAAATGTTGAGACAGTTTTGTGACCCGAATCAGCAAGCA
CCAGATTGCAATGGCAAAATCTTTTCCCCAGTGCACGTGCAGATGCAGACGGAGCTTGGATCTTCATATGACTTGCATAA
CTCTTTTGCTAATGACATGGGGAATGAACACAAGGGGTTGCAGTTTCAGAATGGCACAAATGAATCTGGCAGTTACCAG
AATATGGCTGTCGAAATTGAGGAACTTAATTATCTTAATATTATGAACTTCTTAGATAAGGAGACTGGATCATGCAGTGAGT
CAGATGCAGATGTGGCTCAGGCACAGATCACTGAGATGGAGGCTCCTGTATTCAAGTCATTGTCTGCAAGAGGTTATAC
TACTTCTGACATTAGCAACGAGGATCACTCCAGAAATTCAGCATTTGGGCAAAACAACCATCTTATACAGCCTGCACTTG
CTGTTTCTTCTGCTAGCAACCAATCCTATGATTTGTTCAATAGTCCTGAAGAAATACACTTTATTAACAACGATGTTGGCGA
TGCTGATAGTTTTGGAACTGGAACTGGAACTGGAACTGGAATCAGAATCAGGATTCGCCAACGTGATAATCAACCAAGT
GCTGAAAATTCCTGGCTGCAGGGAACTGCCCCAAGAAGGATTCGATTGCAGAAGAAAATTCAGGTTGGTTCAGTTTTCT
GCGGCAGTTTTAGCTGCAAAGAAGAAAACCACGAAGCAAAACCAATCGTGGCCAAGGTGAGAAGTTCAACTGTGAAG
CTTATGTACAGATTTGATATTGTGCCTGTTGTGTTTGTGAACTCCTTTTAA

>AvNAC004 | Symbols: R_transcript_37169 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCAATCACTAC
CTCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGTAAACAAGAACCTTG
GGATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCGAAGGATCGGAAATATCA
GAACGGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGCGACGGGTAAGGATAGGACAATCAGGT
CTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAATGGTCGTGCTCCCAGAGGGAAGAGG
ACTAATTGGGTGATCCATGAGTACCGTGCAACCACTGAGGATCTTGATGGCACGAAACCAGGACAGGGTTCCTTTGT
CCTCTGTAAATTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAAGAGAACACTGAAGTTTCGAACTGT
GATGACGTTGAGCAAACTTTTTCTTCTCCTGAAACAGTTAAATCAATTACCGAGGATATGCAATCGGAGCCAGTAACT
CCCGTGACGAGCATCCAAGCTGAAAAGCTATCTACTACCAGTGATAGTTGCCTAGCTGAAACTTCTGATACTACCTTT
ATTGCTGATGATGCCGGATACGAATCGACTTTCCCGCCGGATTATGAGCTAGAAGAAATGTTGAGACAGTTTTGTGAC
CCGAATCAGCAAGCACCAGATTGCAATGGCAAAATCTTTTCCCCAGTGCACGTGCAGATGCAGACGGAGCTTGGATC
TTCATATGACTTGCATAACTCTTTTGCTAATGACATGGGGAATGAACACAAGGGGTTGCAGTTTCAGAATGGCACAAAT
GAATCTGGCAGTTACCAGAATATGGCTGTCGAAATTGAGGAACTTAATTATCTTAATATTATGAACTTCTTAGATAAGGA
GACTGGATCATGCAGTGAGTCAGATGCAGATGTGGCTCAGGCACAGGTACAATGA

>AvNAC005 | Symbols: R_transcript_40690 | NAC domain containing protein

ATGGCGGTCTTGTCCTTGAAATCGCTTCCGGTAGGGTTCCGATTTTGCCCCACTGACAAACAACTCATCAATCACTAC
CTCCGATCGAAGATCAACGGCGATGAGGACGCCGTCAGGGTTATTCGTGAGGTCGACGTTTGTAAACAAGAACCCT
GGGATTTGCCTGCTATGTCTCTGATAGAGACCAACGATGACGAGTGGTTCTTCTTTTGTCCGAAAGATCGGAAGTATC
AGAACGGACAGCGATTGAACAGAGCGACGAAACGTGGGTACTGGAAGGCGACGGGTAGGGATAGGACGATCAG
GTCTGTTACGGGAACCACTGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAAAGGGCGTGCTCCCAAAGGGACG
AGGACTAATTGGGTGATCCACGAGTACCGTGCAACCACTAAGGATCTTGATGGCACTAAACCAGGACAGGGTTCCT
TTGTCCTCTGTAAGTTATTTAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAAGAGAACACTGAAGCTTCGA
ACTGTGAGAAGTTGAGAAAACTGTTTCTTCTCCTGGCACAGCTGAAAAGCTATCTCCTACCGGCGAGAGTTGCGTA
GCTGAAACTTCTGATACTCCTTTGCCTATTGAATGGCCCAATAGCTTTATTGCTGATGATGCAGGATACAAATCGATTG
CCCTGTTGGATTTTGAGCGAGAAGAAATGTTGGAAGATTTTTACCCAAATCTGCAAGCACCATATGGCGATGGCAAA
ATCTTTTCGCCAGTGCACAGGCAGATGCAGATGGAGCTTGCTTATGACTTGCATTACCCTTTTGCTAATGACATGGG
GAATGAACATGAGGTGGTGCAGTTTCCGTATGGCACAAATGAATCTGTCAGTGAACAGAATTTGTCTGTTGAAATT
GAGGAATATAATTATCTAAATACTATGGACAACTTCGATAAAGAGATTGGATCATGCAGTGACTCAGATGCAGATGTG
GCTCAGGCACAGATCACTGAGATGGAGGCTCCTGCACTTGCTGTTTCTTCTGCCAGCAACCAGTCCTATGATTTGT
TCAATAGTCCTGAAGAAATAATCAGTAATAACAACAATGTTGGCGATGCTGATGGTTCTGGATCTGGAATCAGAATC
AGGACTCGCCAACGTGATAATCGACCAAGTGCTGACAATTCCTGTCTGCAGGGAACTGCCCCAAGAAGGATTCG
ATTACAGATGCATATTCAGGGTGGTTCAGTTGGCTGCAACAGTTTTAGAGAATTTAGCTGCGAAGAAGAAAGCCCT
GTAGCAAAACCATTTGTGGCTAAGGCTGAAGAAGCTGAAGACTTGGATGCTGCTACGGTTGGTGCTTCTGAAAG
CATAGATGAGACCCAGGATCTATCCCTTTCCAAGTTCAGTAATGGTACAGAAGTCGTGCAAGAACCGAGTTTGAA
GATGGAATCAACAAGTTATTCTCCGTCAGGCGGTGACAAAGAGTTTCCCTCTGCTTACTTGAAGGCTGCTCCTGC
CTGGTCCCGGATTTCCTCATATATACATATGCTTGGGGGTTTTGTGGTTGTAGGTTTGTCCGTCCTGTTCGTGGGCA
TATATATGGTGGAGATGCATTAA
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>AvNAC006 | Symbols: R_transcript_52636 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCAATCAC
TACCTCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGTAAACAAGAAC
CTTGGGATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCGAAGGATCGGAAA
TATCAGAACGGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGCGACGGGTAAGGATAGGACAAT
CAGGTCTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAATGGTCGTGCTCCCAGAGGG
AAGAGGACTAATTGGGTGATCCATGAGTACCGTGCAACCACTGAGGATCTTGATGGCACGAAACCAGGACAGGGT
TCCTTTGTCCTCTGTAAATTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAAGAGAACACTGAAGTTT
CGAACTGTGATGACGTTGAGCAAACTTTTTCTTCTCCTGAAACAGTTAAATCAATTACCGAGGATATGCAATCGGAGC
CAGTAACTCCCGTGACGAGCATCCAAGCTGAAAAGCTATCTACTACCAGTGATAGTTGCCTAGCTGAAACTTCTGATA
CTACCTTTATTGCTGATGATGCCGGATACGAATCGACTTTCCCGGTGA-
GAAGGGCAAATTTTACTTATAACTTAATTTGTTAA

>AvNAC007 | Symbols: R_transcript_59072 | NAC domain containing protein

ATGGCGATCTTGACCTTGAAATCGCTTCCGGTAGGGTACCGATTTCGCCCCACTGACAAAGAACTCATCAATCACTACCTC
CGATCGAAGATCAACGGCGACGAGGACGCCGTCAGGGTTATTCGTGAGGTCGACGTTTGTAAAAAAGAACCCTGGGATT
TGCCTGATATGTCTCTGATAGAGACAAACGATGACGAGTGGTTCTTCTTTTGTCCGAAAGATCGGAAGTATCAGAACGG
ACAGCGATTGAACAGAGCGACGAAACATGGGTACTGGAAGGCGACGGGTAGGGATAGGACGATCATGTCTGTGAGGG
GAACCACTGTTATCGGCATGAAGAAGACTTTGGTCTTCCATAAAGGGCGTGCTCCCAAAGGGACAAGGACTAATTGGG
TGATCCACGAGTACCGTGCAACCACTGAGGATCTTGATGGCACTAAACCAGGACAGGGTTCCTTTGTCCTCTGTAAGTT
AATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGATGAGAACACTGAAGCTTCGAACTGTGATGAAGTTGAGC
AAACTGTTTCTTCTCCTGGCACAGCTGAAAAGCTATCTCCTGCCGGTGAGAGTTGCGTAGCTGAAACTTCTGATACTCCT
TTACCTAGTGAATGGCTCAATAGCCTTATAGCTGATGATGTCATGATGGCGATGGCAAAATCTTTTCCCCAGTGCACGTGC
AGATGCAGATGGAGCTTGCATCATCATATGACTTGCATTACCCTTTTGCTAATGACATGGGGAATGAAGACGAGGTGGTG
CAGTTTCCTTATGGCACAAATGAATCTATCAGTTCCCAGAATTTGGCTGTCGAAATTGTGGAACCTAATTATCTAA

>AvNAC008 | Symbols: R_transcript_63416 | NAC domain containing protein

ATGGCGATCTTGACCTTGAAATCGCTTCCGGTAGGGTACCGATTTCGCCCCACTGACAAAGAACTCATCAATCACTACC
TCCGATCGAAGATCAACGGCGACGAGGACGCCGTCAGGGTTATTCGTGAGGTCGACGTTTGTAAAAAAGAACCCTGG
GATTTGCCTGATATGTCTCTGATAGAGACAAACGATGACGAGTGGTTCTTCTTTTGTCCGAAAGATCGGAAGTATCAGA
ACGGACAGCGATTGAACAGAGCGACGAAACATGGGTACTGGAAGGCGACGGGTAGGGATAGGACGATCATGTCTGT
GAGGGGAACCACTGTTATCGGCATGAAGAAGACTTTGGTCTTCCATAAAGGGCGTGCTCCCAAAGGGACAAGGACT
AATTGGGTGATCCACGAGTACCGTGCAACCACTGAGGATCTTGATGGCACTAAACCAGGACAGGGTTCCTTTGTCCT
CTGTAAGTTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGATGAGAACACTGAAGCTTCGAACTGTGAT
GAAGTTGAGCAAACTGTTTCTTCTCCTGGCACAGCTGAAAAGCTATCTCCTGCCGGTGAGAGTTGCGTAGCTGAAAC
TTCTGATACTCCTTTACCTAGTGAATGGCTCAATAGCCTTATAGCTGATGATGTCATGTCGAATTTTGAGCTAGAAGATTT
TTACCCAAATCTGCAAGCACCAGATGGCGATGGCAAAATCTTTTCCCCAGTGCACGTGCAGATGCAGATGGAGCTTG
CATCATCATATGACTTGCATTACCCTTTTGCTAATGACATGGGGAATGAAGACGAGGTGGTGCAGTTTCCTTATGGCAC
AAATGAATCTATCAGTTCCCAGAATTTGGCTGTCGAAATTGTGGAACCTAATTATCTAAATACTGTGGACAACTTCGATA
AGGAGACTGGATCATGCAGTGACTCAGATGCAGATGTGGCTCAGGCACAGATCACTTTGATGGAGGCTCCTGCACTT
GCTGTTTCTTCTGCTAGCAACCAGTCCTATGATTTGTTCAATAGTCCTGAAGAAATAATCAGTAATAACAACAATGTTGG
CAATGCTGATAGTTCTGGATCTGGAATCAGAATCAGGACTCGCCAACGTGATAATCAACCAAGTGCTGACAATTCCCG
GCTCCAGGGAACTGCCCCAAGAAGGATTCGATTACAGATGAAAATTCAGGGTAGTTCAGTTCGCTGCAACAGTTTTA
GAGAATTTAGCTGCGAAGAAGAAAACCCCGTAGCAAAACCATTTGTGGCTAAGGCTGAAGAAGCTGAAGATGTGGA
TGTTGCTACTGCTACGGTTGGTGCTTCTGAAAGCATAGATGAGACCCAGGATCTATCCCTTTCCAAGTTCAGTAATGAT
ACAGAAGTCGCGCAAGAACCGAGTTTGAAGATGGAATCAACAAGTTATTCTCCGTTAGGCGGTGACAAAGAGTTTCC
CTCTGCTTCCTTGAAGGCTGCTCCTGCATGGTCCTGTATTACCTCATATATACATATGCTTGGGGGTCTTGTGGTTGTAGG
TTTGTCCGTCCTGTTCGTGGGCATATATATGGTGGAGATGAATTAA
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>AvNAC009 | Symbols: R_transcript_66645 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCAATCAC
TACCTCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGTAAACAAGAAC
CTTGGGATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCGAAGGATCGGAA
ATATCAGAACGGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGCGACGGGTAAGGATAGGACA
ATCAGGTCTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAATGGTCGTGCTCCCAGAG
GGAAGAGGACTAATTGGGTGATCCATGAGTACCGTGCAACCACTGAGGATCTTGATGGCACGAAACCAGGACAG
GGTTCCTTTGTCCTCTGTAAATTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAAGAGAACACTGA
AGTTTCGAACTGTGATGACGTTGAGCAAACTTTTTCTTCTCCTGAAACAGTTAAATCAATTACCGAGGATATGCAA
TCGGAGCCAGTAACTCCCGTGACGAGCATCCAAGCTGAAAAGCTATCTACTACCAGTGATAGTTGCCTAGCTGA
AACTTCTGATACTACCTTTATTGCTGATGATGCCGGATACGAATCGACTTTCCCGCCGGATTATGAGCTAGAAGAA
ATGTTGAGACAGTTTTGTGACCCGAATCAGCAAGCACCAGATTGCAATGGCAAAATCTTTTCCCCAGTGCACGT
GCAGATGCAGACGGAGCTTGGATCTTCATATGACTTGCATAACTCTTTTGCTAATGACATGGGGAATGAACACAA
GGGGTTGCAGTTTCAGAATGGCACAAATGAATCTGGCAGTTACCAGAATATGGCTGTCGAAATTGAGGAACTTA
ATTATCTTAATATTATGAACTTCTTAGATAAGGAGACTGGATCATGCAGTGAGTCAGATGCAGATGTGGCTCAGGC
ACAGATCACTGAGATGGAGGCTCCTGTATTCAAGTCATTGTCTGCAAGAGGTTATACTACTTCTGACATTAGCAA
CGAGGATCACTCCAGAAATTCAGCATTTGGGCAAAACAACCATCTTATACAGCCTGCACTTGCTGTTTCTTCTG
CTAGCAACCAATCCTATGATTTGTTCAATAGTCCTGAAGAAATACACTTTATTAACAACGTGATAATCAACCAAG
TGCTGAAAATTCCTGGCTGCAGGGAACTGCCCCAAGAAGGATTCGATTGCAGAAGAAAATTCAGGTTGGTTC
AGTTTTCTGCGGCAGTTTTAGCTGCAAAGAAGAAAACCACGAAGCAAAACCAATCGTGGCCAAGGCTGAAG
GAGTAG

>AvNAC010 | Symbols: R_transcript_69568 | NAC domain containing protein

ATGGCGGTCTTACCCTTGAAATCACTGCCGGTTGGGTACCGATTTCGGCCCACGGACGAAGAACTCATCAATCA
CTACCTCCGATCGAAGATCAACGGCGATGAGGACGCCGTCAGTGTTATTCGTGAGGTCGATGTTTGTAAACAAG
AACCCTGGGATTTGCCTGATATGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCGAAGGATC
GGAAATATCAGAACGGACAGCGATTGAACAGAGCAACGGAACGTGGGTATTGGAAGGCGACGGGTAAGGATA
GGACAATCAAGTCTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAATGGTCGTGCT
CCCAAAGGGAAGAGGACTAATTGGGTGATCCATGAGTACCGTGCAACCACTGAGGATCTTGATGGCACGAAA
CCAGGACAGGGTTCCTTTGTCCTCTGTAAATTAATCAGGAAGCATGATGAGAAGGTAGAGGAAAAGCAGGAA
GAGAACAATGAAGCTTCGAACTGTGATGACGTTGAGCCAACTGTTTCTTCTCCTGGAACAGTTAAATCAATTAC
CGAGGATATGCAATCGGAGCCAGTAACTCCTGTGATGAGCATCCAAGCTGAAAAGCAATCTACTACCAGTGAT
AGTTGCCTAGCTGAAACATCTGATACTACCTTTATTGCTGATGATGCAGGATACGAATCGACTTTCCCGCCGGA
TTATGAGCTAGAAGAAATGTTGAGACAGTTTTGTGACCCGAATCAGCAAGCACCAGATTGCAATGGCAAAATC
TTTTCCCCAGTGCACAAGCAGATGCAGATGGAGCTTGGATCTTCATATGACTCTTTTGCTAATGACATGTGGAA
TGATCAGTATGGCACAAATGAATCTGGCAGTTACCAGAATATGGCTGTCGAAATTGAGGAACTAAATTATCTTA
ATATTATGAGCATATTGGATAAGGAGACTGGATCATGCAGTGAGTCAGATGCAGATGTGACTCAGGCACAGTT
TATGGACAATTTTAGCAGATCACTGAGATGGAGGCTCCTGTATTCAAGTCATTGTCTGCAAGAGGTTATACTGC
TACTGACATTAGCCACCAGGATCACTCCAGAAATTCAGCATTTGTGCAAAACAAGCATCTTATACAGCCTGCA
CTTGCTGTTTCTTCTGCTAGCAACCAATCCTATGATTTGTTCAATAGTCCTGAAGAAATAA

>AvNAC011 | Symbols: R_transcript_71270 | NAC domain containing protein

ATGGCGGTCTTGTCCTTGAAATCGCTTCCGGTAGGGTTCCGATTTTGCCCCACTGACAAACAACTCATCAATCA
CTACCTCCGATCGAAGATCAACGGCGATGAGGACGCCGTCAGGGTTATTCGTGAGGTCGACGTTTGTAAACA
AGAACCCTGGGATTTGCCTGCTATGTCTCTGATAGAGACCAACGATGACGAGTGGTTCTTCTTTTGTCCGAAAG
ATCGGAAGTATCAGAACGGACAGCGATTGAACAGAGCGACGAAACGTGGGTACTGGAAGGCGACGGGTAG
GGATAGGACGATCAGGTCTGTTACGGGAACCACTGTTATCGGCATGAAGAAGACTTTGGTCTTCTATAAAGGG
CGTGCTCCCAAAGGGACGAGGACTAATTGGGTGATCCACGAGTACCGTGCAACCACTAAGGATCTTGATGG
CACTAAACCAGGACAGTATGGGATTTTTTTTTTGCCCAGGGTTCCTTTGTCCTCTGTAAGTTATTTAGGAAGCA
TGATGAGAAGGTAG
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>AvNAC012 | Symbols: R_transcript_79093 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCAAT
CACTACCTCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGTAAA
CAAGAACCTTGGGATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTGTCCG
AAGGATCGGAAATATCAGAACGGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGCGACGG
GTAAGGATAGGACAATCAGGTCTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGTCTTCTATA
ATGGTCGTGCTCCCAGAGGGAAGAGGACTAATTGGGTGATCCATGAGTACCGTGCAACCACTGAGGATCTT
GATGGCACGAAACCAGGACAGGGTTCCTTTGTCCTCTGTAAATTAATCAGGAAGCATGATGAGAAGGTAGA
GGAAAAGCAGGAAGAGAACACTGAAGTTTCGAACTGTGATGACGTTGAGCAAACTTTTTCTTCTCCTGAAA
CAGTTAAATCAATTACCGAGGATATGCAATCGGAGCCAGTAACTCCCGTGACGAGCATCCAAGCTGAAAAG
CTATCTACTACCAGTGATAGTTGCCTAGCTGAAACTTCTGATACTACCTTTATTGCTGATGATGCCGGATACGA
ATCGACTTTCCCGCCGGATTATGAGCTAGAAGAAATGTTGAGACAGTTTTGTGACCCGAATCAGCAAGCACC
AGATTGCAATGGCAAAATCTTTTCCCCAGTGCACGTGCAGATGCAGACGGAGCTTGGATCTTCATATGACTTG
CATAACTCTTTTGCTAATGACATGGGGAATGAACACAAGGGGTTGCAGTTTCAGAATGGCACAAATGAATCT
GGCAGTTACCAGAATATGGCTGTCGAAATTGAGGAACTTAATTATCTTAATATTATGAACTTCTTAGATAAGGA
GACTGGATCATGCAGTGAGTCAGATGCAGATGTGGCTCAGGCACAGATCACTGAGATGGAGGCTCCTGTAT
TCAAGTCATTGTCTGCAAGAGGTTATACTACTTCTGACATTAGCAACGAGGATCACTCCAGAAATTCAGCATT
TGGGCAAAACAACCATCTTATACAGCCTGCACTTGCTGTTTCTTCTGCTAGCAACCAATCCTATGATTTGTTC
AATAGTCCTGAAGAAATACACTTTATTAACAACGATGTTGGCGATGCTGATAGTTTTGGAACTGGAACTGGAA
CTGGAACTGGAATCAGAATCAGGATTCGCCAACGTGATAATCAACCAAGTGCTGAAAATTCCTGGCTGCAG
GGAACTGCCCCAAGAAGGATTCGATTGCAGAAGAAAATTCAGGTTGGTTCAGTTTTCTGCGGCAGTTTTAG
CTGCAAAGAAGAAAACCACGAAGCAAAACCAATCGTGGCCAAGGCTGAAGGAGTAGATGTTACAACGTT
TGGTACTTTTGAAAGCATCGATGAGACTGAGGATATATCCCTTTCCAAGTTCAGCCATGGTACAGAAGTCGC
GCAAGAACCGAGCTTGAAGGTGGAATCATCAGATTATTCTCGGATTTCCTCCCATATGCATATGCTTGGGGT
ACTTGTGGTTGTAGGTTTGTCCGTCTGTGTGGGCCTATATATATGGAGATGCATTAAGTTTTGA

>AvNAC013 | Symbols: R_transcript_8696 | NAC domain containing protein

ATGGCGGTCTTGCCCTTGAAATCACTGCCGGTAGGGTACCGATTTCGACCCACGGACGAAGAACTCATCA
ATCACTACCTCCGATCGAAGATCAACGGCGATGAGGAGGCTGTCAGGGTTATTCGTGAGGTCGATGTTTGT
AAACAAGAACCTTGGGATTTGCCTGATAAGTCTCTGATAGAGACGAACGATGACGAGTGGTTCTTCTTCTG
TCCGAAGGATCGGAAATATCAGAACGGACAGCGATTGAACAGAGCGACGGAACGTGGGTACTGGAAGGC
GACGGGTAAGGATAGGACAATCAGGTCTGTTAGGGGAACCAAAGTTATCGGCATGAAGAAGACTTTGGT
CTTCTATAATGGTCGTGCTCCCAGAGGGAAGAGGACTAATTGGGTGATCCATGAGTACCGTGCAACCACT
GAGGATCTTGATGGCACGAAACCAGGACAGGTTCGATTTCGGATCTTGTATCATCTCTAA

>AvNAC014 | Symbols: R_transcript_9544 | NAC domain containing protein

ATGGCAATCTTGGCCTTGGACTCTCTGCCGGTAGGGTACCGATTTCGTCCGACGGAGGAAGAACTCGTCAATT
ACTTCCTGCGCTTGAAAATCAACGGGGATGAGGACGAAGTCAGTAATATTCGAGTCGTTGATCTCTGTAAACAG
GAGCCCTGGGATTTGCCTGATAAGTCGCTGATAGAGACGAATGATGATGAATGGATTTTCTTCTGTCCCATAGAT
CGGAAGTACAAAATCGGTAGGAGAAAAAATAGAGCAACGGCCGCTGGGTATTGGAAGGCGACTGGTAAGGAT
AGGTCGATCAAGTCTGTTAAGGAAAGGGCTGTGATTGGCTCAAAGAAGACTTTGGTCTTCTATACCGGGCGTG
CTCCAAATGGAAAAAATACTAACTGGGTAATTCATGAGTACTGTGGACCTACTAAGGAGCTTGACGGCACCAAA
TCGGAACAGGGTTCGTTCGTCCTGTGTAAGCTTATAAAGAAGCATAATAAGAAGCTGGATGGAAAACAAGATGA
GAATGCTGAACATTCAAATTGCTATGACGTTGAAGGGGATGTTTCTTCTCCTGCCATAGTTAGATCATTTTCTGACG
TTATACAATCAGAGCTAGTGACTCCTATGATGACTGCCCAAAATGAAATGCTAACTTTTAGCAGTGAGAGTTGCCT
TGGTGAACATTCAAATTGTGATAACGTTGAAGCGAATGTTTCTTCTCCTGCCATAGTTAGATCATTTTCTGAGGTTAT
ACAATCAGAGCTGGTTACTGCTATGGTGACTGTGCAAAATGAAATTCTACCTTTTAGCAGTGAGAATTGGCTTGGT
GAAAATTGTACCAGTACAACTCTTGATGCTCCTTTACGTACTGAATCGCCCAACAATGGCTGTATTGCTCATGATAC
AGGAGATAAATCCACTGTACAGACGGATTGGATATACAAGAAATGTTGA
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>AvNAC015 | Symbols: R_transcript_99187 | NAC domain containing protein

ATGGAACCCCATCCTTTTATTGATGAGTTCATTCCAACTGTTAAAGAAGATGATGGAATTTGTTATACCCATCCTCAGT
ATTTGCCAGGTGTTCGGCAAGATGGAAACGTTTCTCATTTCTTTCATAGAGCAATCATGGCTTATAATACTGGAACTC
GAAAGCGTCGAAAGATACAGGGTGATGATTTTGGTGATGTTCGTTGGCACAAGACAGGTAGGACCAAACCAGTTA
TCTTGGATGGGGCTCAGCAAGGGTGTAAGAAGATTATGGTTCTTTACGTAAGCCCAATCAAGGGCGGGAAAGCAG
AGAAAACGAATTGGGTGATGCACCAATATCACCTCGGCACTGGGGAAGATGAAAAAGAGGGGGAGTTTGTTATCT
CGAAGGTTTTTTATCAGCAACAAGTCAAGCAGACCGACAAATGTGAACAAGATTTGCCTGAAGGTACTGATGTCAT
TATTCCAATAGTAGATCCAGTCACTCCAAAATCTGTGACTCCTGAACCACCTCGTACTGAAAGGCAATTCTCTAGTT
TTGACCCAGGACAAGAGTCAACTATTTTTTTCACAGATCCATCGTCCCAGCATCGCGCTCATGAGATGGAGCACGT
GGAAGATAAGACGGAAGCTCCATACAATAAACCCAATTATCAAGACTCCCTACTGGCAGAAAATCTTGCTGATCCA
ATGGCAGATGATAATGATAATCAGATGGGGGAAGACTCGAAATGGTGGGACAGTGAGTCACAGTATCTGTTAAATT
CACAACAACTTGTCGAAGGTTTGTCTTTGTGTGATGAGCTTCTCCAGAGCCAGTCCCCAAATAGAGATGGGGCCG
AAAATGGAGAATCGAAGGGAAAGCCACGACTTTCTGATTATGCTCACTTAGGACCCGAGTTTTTAAAGAAGGATTT
AGAGGAGTGCCAAGATTTGGTCCTTGACCCAGAAAACCTTGAACTTGATGCACCTCCTGATTTCCGGTTGAGCCA
GCTTGAGTTCGGATCGCAGGAGAGTTTTCTTGCTTGGGGGTGGAGGCAAGGTGGTTGA

>AvNAC016 | Symbols: R_transcript_46831 | NAC domain containing protein

ATGGAGAGATCAGAGATGGAGGTAGGGAAGATGAATATTTCAAGTAGTAAAAGTAGGGATAATGATGTTATGCTTCCC
GGTTTTCGGTTTCATCCAACAGACGAAGAGCTTGTTGGGTTTTATCTGCGACGAAAGGTGGAGAAGAAATCTCTCAC
TATCGAGCTCATCCAACAGGTTGACATCTACAAGTTTGATCCATGGGATCTTCCTAGGGGAGACAAGCTGATGGAGA
GGTACTTCTTCTGCATAAGAGGAAGAAAATATAGGAACAGCGTAAGGCCTAACAGAGTGACAGGATCTGGATTTTGG
AAGGCAACAGGCATTGACAAGCCCATCTACTCTGTAGATGGTGGTGGAGCAACCATCGGCCTTAAGAAATCGTTAGT
ATACTACCGTGGAAGTGCTGGAAAAGGCACCAAAACTGAATGGATGATGCACGAGTTTCGCCTTCCACCCTCCCCTA
ATAATAACCAACATATTACTGGCACTGCTGCTAGAAACATCAGTACTGATCAAGAAGCTGAAGTTTGGACTCTCTGCC
GGATATTCAAAAGAAATGCAACTTACAAGATGCAGAAGACGTACATACCGCACGAGGAGGAGGAGGAGGAGACTG
CCACTGCTACCAAACAAAGCAGCTTGGAATCTGATATTACTCATGAACATGAAAGAAATGATCCGTTGGCTGTGGATC
AGAACAAGAATGAAGAAGCTCCATTAATACCACCACCACCATACTCTGCCTTAATTTGGGATGATGACTTCTTCAGAG
ACGGGAATTGGGAAGACCTAACATCAGTTGTTGAGTTGGCTATTGATCCATCTAATCAATCTTTATGA

>AvNAC017 | Symbols: R_transcript_25400 | NAC domain containing protein

ATGGAGAGCACGGATTCGTCGACGGGGTCTCTACAGCCGATCCTACCGCCGGGGTTCCGGTTCCACCCCACAGAT
GAAGAGCTGGTGGTTCACTACCTCAAGAAGAAGGCCGCCTCCGCCCCTCTCCCAGTCTCTATCATAGCCGAAGTTG
ATCTCTACAAGTTTGATCCATGGGAGCTCCCAGCCAAGGCCACGTTTGGGGAACAAGAGTGGTACTTCTTCAGTCC
GAGGGACCGGAAATACCCAAACGGGGCGAGACCTAACAGGGCGGCAACTTCCGGGTACTGGAAAGCGACAGGA
ACTGACAAGCCGGTGCTGAGCTCCGGTGGGAGCCAGAAAGTTGGTGTGAAGAAAGCCCTGGTTTTCTATGGAGG
AAAGCCTCCAAAAGGGGTTAAAACAAATTGGATCATGCATGAGTATCGCCTAGTTGAAAACAAACTCAATTCAAAGC
CACCAGGTTGTGATGCCGCCAACAAGAAAGCCTCCCTCAGGCTTGATGATTGGGTTTTATGTCGAATCTACAAGAAG
AGCAACCCCCCAAGACCAATGGACCATGAAAGGGATAATACCATGGGTGACATGCTTGCAAGAATGCCACCTGCTT
CAATACCATTATGCCAACAAACCCCAAAACTTCCCCAAGAAAAGGCCACAAGCTATGGTTCATTCCTTGGAAATGAG
CACACCCTGTTTGATGAAATGCTCGGGCATGATAACGCATATCTCTCTCATTTGGCCTCAAAGCCACAGCTTCCGATG
AAACGAGCACTCCCTTCGGTATATTGGGTCGATGACGTCGGTGAAGCTGGGTCTTCGTCGTCCAAGAGGCTAATCC
ATTTGGATGGTAATGAGGGGAGCACATCGAAGACAGATGAGACCAATTCTATGGCCACTCTGCTCAGCAGCCTCAA
CCAGCTCCCACAAACACCGTCGATGATGGACGACGTCTTTCGATGGTACTCCTAG

>AvNAC018 | Symbols: R_transcript_18707 | NAC domain containing protein

ATGGGAGTTCCTGAGACCGACCCGCTTTCCCAGCTGTGCTTGCCTCCTGGTTTCCGGTTTTACCCGACCGATGAAGA
GCTTCTGGTTCAGTATCTGTGCAGGAAAGTAGCAGGGCACGACTTCTCTTTGCAAATAATTGGAGAGATTGATTTGTA
CAAATTCGACCCATGGATCTTACCCAGTAAGGCCATATTTGGGGAGAAAGAGTGGTATTTCTTCAGCCCAAGAGACA
GGAAGTACCCAAACGGGTCTCGGCCGAATCGTGTCGCCGGTTCCGGGTACTGGAAGGCCACGGGTACCGATAAG
ATCATAACTACAGAGGGACGAAGGGTCGGTATCAAGAAAGCTCTGGTTTTCTATGTGGGCAAAGCTCCCAAAGGAA
CAAAGACGAATTGGATCATGCACGAGTATAGGCTCTCTGAGCCTACAAGAAAAAATGGAAGCACAAGGTTGGATG
ATTGGGTTCTATGTCGCATCTACAAAAAGAATTCAAGCAGCCAAAAACCAATATCCGGTGTTAATCCGAGCATAGAA
CACAGCCACGGCTCGTCCTCATCGTCCTCATCCCAATTCGACGACATGATAGAATCCTTGCCGGAGATCAACGATCA
ATTATTCAATTTGCCTCGAATGAACTCTCTAAGAACTATTCAACACCATGATGAGAAGCTCAACATTCAAAACCTCAC
TTCTGGGAATTTCGACTGGGCCAGCCTTGCCGGAGCCTCGTTGCCGGAGCTAGTCCCCGGCAGCCAATCCCAAG
GGCACGTCAGCAATCACAACATTAAGTATAATGACGTTTATGTCCCTTCCATGTCAATGGACGAGGAGGTTCAGAGT
GGAATCAGAGCCCAGCGAGGCGAAAACCAAGGGTTGTTTCAGCAAAACCCGACCGGATTCACTCAGGGCTTTTTT
TTGCTAACTCCATAG
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>AvNAC019 | Symbols: R_transcript_44451 | NAC domain containing protein

ATGGCTCACAGTTTGGGGGAAATAGCTCCGCCGCCGGCTTCCGGGACGTCGCTAGCGCCGGGGTTTCGGTTCCAC
CCAACGGACGAGGAATTGGTGCAGTACTATCTCAAGCGCAAGGCTTGTGGTAAGCCCTTTCGCTTCGAAGCCGTAT
CCGAAATCGATGTCTACAAATCAGAGCCTTGGGAGCTTTCAGGCCATTCAAGGCTGAAGAGCCGAGACCTAGAGTG
GTACTTCTTTAGCCCTGTGGATAGGAAGTATGGTAATGGATCTCGGTTGAATCGTGCCACTGGGAAAGGGTACTGGA
AGGCCACTGGAAAGGATCGGCACGTGCGTCATAAGGGTCAGACAATCGGGATGAAAAAGACGCTTGTGTTTCATAG
TGGGCGAGCTCCAGACGGCAAGCGAACCAATTGGGTAATGCACGAGTACAGGCTTGTTGATGGAGCAGCACAGG
ATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAAATGGGGATAGGTATGCTCCATTCATTG
AGGAGGAATGGGATAATGATGCATCACTGGTGGTGCCGGGAGAAGATGCTGGGGATGAGATAGTAAATGGTGATGA
TGCACAAGTTGAAGGAAATGAGCTTGAACAGGATATTCATTCCACCAACAAATCTCCTCTGCGTCTAGCTGAGCTTC
AAATCTTTCTCAATTTGTTCCATTTGTTTGCAAGAGGGAAAGGTCTGAAGATTGTCCTTTACCAGGGATAAGGGAAAG
GTCTGAAGATTGTCCTTTACCAGGGATAA

>AvNAC020 | Symbols: R_transcript_13572 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACCT
GAAGCGCAAAATCTCCGGCAAACCCTTCCGTTTCGACGCCATCGCCGAAATCGACGTCTACAAGTCCGAACCCTTG
GACCTCCCAGATAAATCAAGGCTGAAGAGCAAAGACTTGGAGTGGTACTTTTTCAGTTTACTAGATAAGAAGTATGG
GAATGGCTCAAGAACAAATAGGGCTACTGAAAGAGGATACTGGAAGACTACCGGGAAGGATAGACCTGTCTTCCAC
AAGGCCCAGACAGTGGGCATGAAGAAAACGCTTGTTTATCATAGTGGTCGGGCTCCACGGGGTGAGAGGACTAATT
GGGTGATGCATGAGTACAGACTTGTTGATGAACAACTGGAGAAATCTGGGAAGTTTCAGGATGCATTTGTCTTGTGC
AGAATATTTCAGAAGAGTGGTTCGGGTCCAAAGAATGGGGAGCAGTATGGAGCTCCATTTATTGAGGAGGAATGGG
AGGAGGATGAGCTGGTTATGGTACCTGGCAAGGAGGCTGTTGTGGAAGTGGCTGTTGATGCTGATACTGATGCTGC
CTATCTTAATGGAAATGACATTGATCAGATTTTTGGTGTAAACATTCCATTAGAAGATGCTCCACCTCCTTTCAGCTTCT
ATTATGGAAATGATAGCAGTAATGTCCAGAAGCATGTGGACTTTGTTGACGGAGCTCAAAAACTTTTGGTCCCTGACA
GGGAAAGTTACTATAGCCCGGAGCAACCTTCTGACATGAAGTTACTCGATTTTCCAGTGCAAAATCATATGGATACAA
CTCCATTGAAGGATGAATATACTGGTGAATCAAGCAATACTGCCAATTATGTGGATGCAGATTACTTGCTTGACGAGCC
ATTCTTTGATGCTACCAATGACTTTTCATTTGATTTTGAGGAATTTCTGGAAACTAATGACCTATCAAACCCGATTGAAG
TAGATCTTTCTGGTTTTGACGCGCTTCATGAGCACTTTACATTCTGTGATCCAGAGGCCTTTGATGCTTCAATGATGAC
GGGAATTGAGCGCATTGAAACCGAGCAAGCCTTAGTCCAGAAGCCTGTTAGTGATGGAGCCCAACAAGAGAGTATT
GGAAGTCAACAACAGCTCTCACAAGGACGTGATAATGATCTTGCATCCTCTGCAAATCAAAAGCCTGGAAACTCCG
GATCAGGTACGCAGTCCTCAGCTGTCAAGAAGGCAATTTGTATGCTTGGCGACATCGATGCCCCTCCTGCGTTTGCT
TCGGAGTTCCCAGAAAAAGGTGCAGCTCTTCTGCTGAATTCTGCTTCTCATTCTTCAAATCCGGTCCACACCACAGC
TGGTATGATCCACCTAGGAGACATGGCCATGAGTGGCAATGGGATATACTGGTCTCTTGAGAAGCATCCAGATTACAA
TATCCTCTCTCTTGCTCTACCGCAAAATGATACGAATTCTGCCAGCTTGGAGCGAATAGGCAAGGCGGGCTCCGTAA
TGGGATGGGGCTGCTTGTACCTGTTTTTTGTGTGGGCCCTGATCCTATCGGCAAGCTGCAAAATTGGGTCCTAC
TACTCAGGCAAGGCTGCTTGA

>AvNAC021 | Symbols: R_transcript_33721 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCTGGCAAATCCTTCCGCTTCGACGCCATCGCCGAAATCGATGTCTATAAGTCCGAACCTTTG
GACCTCCCAGATAAATCAAGGCTGAAGAGCAAAGACTTGGAGTGGTACTTTTTCAGTTTACTAGATAAGAAGTATGG
GAATGGCTCAAGAACAAATAGGGCTACTGAAAGAGGATATTGGAAGACTACCGGGAAGGATAGACCTGTCTTCCAC
AAGGCCCAGAAAGTGGGCATGAAGAAAACGCTTGTTTATCACAGTGGTCGGGCTCCACGGGGTGAGAGGACTAAT
TGGGTGATGCATGAGTACAGACTCATTGATGAACAACTGGAGAAATCTGGGAATTTTCAGGATGCATTTGTCTTGTGC
AGAATATTTCAGAAGAGTGGTTCGGGTCCAAAGAATGGGGAGCAGTATGGAGCTCCATTTATTGAGGAGGAATGGG
AGGAGGATGAGCTGGTTATGGTTCCTGGCCAGGAGGCTGCTGTGGAAGTGGCTGTTGATGCTGACACTGCCTACCT
TAATGGAAATGACATCGATCAGATTTTTGGTGTAAACATTCCATCAGAAGATATTCCACCTCCTTTCACTTCTATTATGG
AAATGATAGCAGTAATGTCCAGAAGCATGTGGACTTTGTTGACGGAGCTCAAAAACTTTTGGTCCCTGGCAGGGAA
AGTTACTATAGCCCGGAGCAACCTACTGACATGA

>AvNAC022 | Symbols: R_transcript_44030 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCTGGCAAATCCTTCCGCTTCGACGCCATCGCCGAAATCGATGTCTATAAGTCCGAACCTTTG
GACCTCCCAGATAAATCAAGGCTGAAGAGCAAAGACTTGGAAGTGGTACTTTTTCAGTTTACTAGATAA
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>AvNAC023 | Symbols: R_transcript_62201 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCCGGCAAACCCTTCCGTTTCGACGCCATCGCCGAAATCGACGTCTACAAGTCCGAACCCTT
GGACCTCCCAGATAAATCGAGGCTGAAGAGCAAAGACTTGGAGTGGTACTTTTTCAGTTTACTAGATAAGAAGTATG
GGAATGGCTCAAGAACAAATAGGGCTACTGAAAGAGGATACTGGAAGACTACCGGGAAGGATAGACCTGTCTTCC
ACAAGGCCCAGACAGTGGGCATGAAGAAAACGCTTGTTTATCATAGTGGTCGGGCTCCACGGGGTGAGAGGACTA
ATTGGGTGATGCATGAGTACAGACTTGTTGATGAACAACTGGAGAAATCTGGGAAATTTCAGTTCTGTTTTTCATTTG
GTGAATGA

>AvNAC024 | Symbols: R_transcript_66399 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCCGGCAAACCCTTCCGTTTCGACGCCATCGCCGAAATCGACGTCTACAAGTCCGAACCCT
TGGACCTCCCAGGTCTCTCTCTCTCTCTCTCTCTCTCTCTCAATTTGTGGTTCAATTCAATTGATTTGGTTTTGGTTTT
GTTCTCCGTTTCGCCCAAAAGAAAGATTCCAATAATTTGGAGCGTGAAGTGA

>AvNAC025 | Symbols: R_transcript_81784 | NAC domain containing protein

ATGAAGAAAACACTTGTTTATCACAGTGGTCGGGCTCCACGGGGTGAGAGGACTAATTGGGTGATGCATGAATAC
AGACTCATTGATGAACAGCTGGAGAAATCTGGGAATTTTCAGGTGAGCATTGTAGAATTTTCCAGGTATGATAAGG
ATAATTGGATTAGTCTTTTAAATTGA

>AvNAC026 | Symbols: R_transcript_86796 | NAC domain containing protein

ATGAAGAAAACGCTTGTTTATCATAGTGGTCGGGCTCCACGGGGTGAGAGAACTAATTGGGTGATGCATGAGTACA
GACTTGTTGATGAACAACTGGAGAAATCTGGGAAATTTCAGGATGCATTTGTCTTGTGCAGAATATTTCAGAAGAGT
GGTTCGGGTCCAAAGAATGGGGAGCAGTATGGAGCTCCATTTATTGAGGAGGAATGGGAGGAGGATGAGCTGGTT
ATGGTACCTGGCAAGGAGGCTGTTGTGGAAGTGGCTGTTGATGCTGATACTGATGCTGCCTATCTTAATGGAAATGA
CATTGATCAGGTTAGTGATCAATTTCAGTACACCCACAATCTATTTAACAAACTATACTCTCTCTGGCTCTCAGCATTGTGA

>AvNAC027 | Symbols: R_transcript_92715 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCGACCGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCCGGCAAACCCTTCCGTTTCGACGCCATCGCCGAAATCGACGTCTACAAGTCCGAACCCTT
GGACCTCCCAGATAAATCGAGGCTGAAGAGCAAAGACTTGGAGTGGTACTTTTTCAGTTTACTAGATAAGAAGTATG
GAATGGCTCAAGAACAAATAGGGCTACTGAAAGAGGATACTGGAAGACTACCGGGAAGGATAGACCTGTCTTCCAC
AAGGCCCAGACAGTGGGCATGA

>AvNAC028 | Symbols: R_transcript_86654 | NAC domain containing protein

ATGTCAAGGAGTTGGATCATCGACTACAAAGGAATTGCAACAAAAGTGAAGTGTGCTGGTCTATCTCCTGCATACCA
AATCAAAGACTGTGGAGCAACTCGTAAATGCCCCAAATGCCACTACCTCATCGATAATAGTGATGTGATGCATGAATG
GCCTGGATTGCCTACTGGTGTGAAGTTTGATCCATCTGACGTAGAGCTCTTAGAACATTTAGCTGCTAAATGCAGAGT
GGGAAATTCAAAACCACATATGTTTATTGATGAGTTCATTCCAACAGTTGACAGAGAAGAAGGAATCTGCTATACCCA
TCCAGAAAATCTTCCCGGTGCAAAAACGGATGGAAGTAGTGTCCATTTCTTTCATAGGATTATCAATGCATATGCCACC
GGTCAACGGAAACGCCGCAGAATTCATAATCAAGATAGTATGAAAAAGGAAGGTGTCCGTTGGCACAAGACAGGTA
AGACCAAGTGTGTGACGGAAAATGGAGTGCAGAAGGGCTATAAGAAGATAATGGTTCTTTATAGAACTTCAAAGAAG
GGTTCCAAGCCCGATAAGGCTAACTGGGTAATCCACCAATACCATCTGGGGACTGCTGAAGATGAAATAGGACAGTT
TGTAGTTTCAAAAATATTATATCAGCTGCAGAAGCAAAGTGACAATACTGATAGTTCTCGTGTTATGGAAGATTCTGATT
TGCGTACTATTCAAACTGTTCCGCAGACTCCAAAGACTAATACTCCTAATCCACCTCGGCCACGGAAATCCTTTTTGTG
TGATGACGTCACAGATGATTATCTGATTCTACCCGAGTCATCAGCACAGGAAGAAAAGGAGACCCACACTTGGTTGG
CTGGTGAATCACAAGCTGTCGATGGGAATGGTGATGATCCATTGTTATGCGATGAGAAATTGAATTCCTATGTTGATCTC
GATGATTTAGGACTAAACGACGGTCCTTCCAATGACTTTTCTCGTCTCACACCTGATGTTCCTGGAGTAGATAGAATTAA
TCCACCTTGTGGAAACGCGAATCTTGAGAATCTAGAACTGGATGCTCCACTTGACTTCCAACTCACTGATTCGTACTTT
GGTTCTCAAGACAGCATTTATGGTTGGCTAGACTGCTTATAG

>AvNAC029 | Symbols: R_transcript_80114 | NAC domain containing protein

ATGGAGGAAAATAATAATAATAATCTTCCTCCAGGGTTCAGGTTTCATCCAACGGATGAAGAACTCATAACCTACTATCT
CTCTCACAAAGTCTCTGATTTTAGCTTCACCTCAAGGGCAATTGCAGATGTTGATCTCAACAAGTGTGAGCCTTGGGA
CCTTCCAGCCAAAGCATCCATGGGAGATAAGGAATGGTACTTCTTTAACTTGAGAGACCGGAAATATCCAACTGGCAT
GAGAACCAACCGAGCTACCGAAGCAGGCTACTGGAAAACAACCGGCAAGGACAAAGAGATCTTCCGAGGTGACG
TCTTAGTTGGAATGAAGAAAACACTTGTATTCTACCGAGGTAGAGCTCCCAAAGGCGAAAAAACCAATTGGGTCATG
CATGAATACAGGCTAGAAGCCAAGCTCTCTTTCAAACCAACAAAGGTATATAAACATATAACTTCATGCACACACTCT
TCAAACGATAGATACCGGTAA
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>AvNAC030 | Symbols: R_transcript_71454 | NAC domain containing protein

ATGGAGAAGCTCAACTTTGTTAAGAACGGTGTGCTAAAATTGCCTCCCGGGTTCCGGTTCCACCCCACCGACGAAG
AGCTAGTGGATCAGTACTTGATGCGAAAGGCGTATTCGTGTCCTTTGCCGGCCTCAATCATACCCGAGGTCGACGTT
TGCAAATCTGACCCCTGGGACTTGCCAGGGGACTCGGAGCAGGAGAGGTACTTTTTTAGTACTAGGGAAGCCAAG
TACCCGAACGGAAACCGGTCGAACAGAGCAACCGGTTCCGGGTACTGGAAGGCGACAGGAATAGACAAGAAAA
TCGCGACTTCCAGGGGCAACCAAGTGGTGGGGATGAAGAAAACTCTGGTTTTTTACAGGGGAAAACCTCCACAC
GGGTCTAGGACCGACTGGATCATGCACGAGTACCGCCTTGTTGATGCCGAACCACCGAAAAAGAACACAACCCA
GAGTTTCGCAGAGAATTGGGTTATATGCCGGATTTTTTTGAAAAAGAGAAGTACTAAGAATGAGGATGATCAAGAG
AACACAAAGCCTCGCAATTGTGACAAAGTTAAGGTTTTGGGGAACAGTACTAGGCCTGTGTTTTATGATTTTATGG
CTAAGGAAAGGGCTGATTTGAATCTTGCCCCGGCCTCGTCGTCTTCAGGTTCGAGCGGGGTCACGGAGGTCTTCT
CGCACGAAGCCGACGACCGCCAAGAAAGTAGTAGTTGCAATAGCTTCTCCTCTTTTCGAAGAAAACCTTAG

>AvNAC031 | Symbols: R_transcript_78474 | NAC domain containing protein

ATGGAGAAGCTCAACTTTGTTAAGAATGGTGTGCTAAAATTGCCTCCCGGGTTCCGGTTCCACCCCACCGACGAA
GAGCTAGTGGATCAGTACTTGATGCGAAAGGCGTATTCGTGCCCTTTGCCGGCCTCAATCATACCCGAGGTCGAC
GTTTGCAAATCCGATCCGTGGGACTTGCCAGGTAAGTTTTTGGAAACATGGGGGGGTATACAAAGTGGTAATTGTG
TCTTTTTTTTGAAACAAATGTTAAGGAATCTCGTCTTTCGATAA

>AvNAC032 | Symbols: R_transcript_35688 | NAC domain containing protein

ATGGACACCATGGAATCGTGCGTTCCACCTGGATTCCGATTTCATCCGACGGATGAGGAGCTTGTAGGGTACTATC
TAAAGAAGAAGGTTGCATCGCAGAAGATTGATCTCGATGTTATTAGAGACATTGATCTCTACAGGATTGAACCTTGG
GATATCCAAGAGAGATGCCGAATTGGTTACGAAGAGCAAAACGAGTGGTATTTCTTCAGCCACAAGGATAAGAAAT
ATCCGACGGGGACGAGGACCAACAGAGCGACTATGGCGGGGTTTTGGAAGGCGACGGGACGGGACAAGGCGG
TGTATGATAAGTCAAAACTCATCGGCATGAGAAAAACCCTAGTCTTCTACAAAGGCCGGGCACCAAACGGGCAGA
AGACTGACTGGATCATGCATGAGTACAGGCTTGAATCTGAAGAAAATGGTCCTCCACAGGAAGAAGGTTGGGTGG
TTTGCCGAGCATTCAAGAAGCGAACAACAGGCCAAAACAAGAGCATTGAAGCATGGGACTCAACCTACTTCTATGA
TGAACCGAGCGGAGTGAGCTCAGTCTTGGATCCGAGCGAATACATTTCAAGGCAGCCCCAAAACTTCTTATCCCAC
AATTTACTATGCAAGCAAGAGATAGAAGCAGAAAATTTGAATTTCTTTCACTCTGACCAATTTGTAGAGCTTCCTCAG
CTAGAGAGCCCCTCTATGCCACAAATAAAGAGGCCAAGCTCATCAATATCATTGATTTCAGAAAATAATGAGGAAGA
TGAGCAAATAAGAGGGTTGAGTAATAACCAAAAAGTGACTGATTGGAGGGCTCTTGATAAGTTTGTTGCTTCTCAGT
TGAGCCAAGAGGACAAATTTGTTGAGAGTGATAATGTTGAGACAAGCTTTGGAGCGCATAGTAATTCGGATATGGCG
TTGCTATTTTTGCAGAGTGATAGGGAAGAAGCTAACAAGTTGAATGGGTTCTTGAGTTCCAGCTCGGAGTGTGATATT
GGGATTTGCATATTTGATAAATAA

>AvNAC033 | Symbols: R_transcript_40217 | NAC domain containing protein

ATGGCTTTGTACGGTACGAAGGAGTGGTACTTTTTTTCCCCGAGGGACAGGAAGTACCCCAACGGTTCTCGGCCGA
ACCGAGCTGCGGGGACCGGGTACTGGAAGGCAACCGGAGCAGACAAGCCGATCGGGCTGCCAAAGGCTGTCGG
AATCAAGAAGGCTCTGGTTTTCTATGCCGGAAAAGCCCCCAGAGGGATCAAGACCAACTGGATTATGCACGAGTAC
CGCCTGGCCAACGTGGACAGATCCGCTGGCAAGAAGCATAACTTGAGGCTTGATGATTGGGTTTTATGTCGCATATA
CAACAAGAAGGGCAAAATCGAGAAGCACAATAACACAGTCGGTCAACAACCCGAAATATTCCCCGAATCGGAGGA
TCGAAAACCCGAGATTTTATCGGGTATGCCCCTGCCAACACTGCCATCGTACCACCAAGCAATGGGGAATGATTGGT
CACATTTTGAGACGTCGGATTCGATGCCACGATTGCACACGGACTCGAGTGGGTCCGAGCACGTGGCATCCCCCG
AGGTCACGTGGGAGAGGGAGGTCCAGAGCGAGCCCAAATGGAACAACGGCTTGGAAAACGCCTTCGATTTTCAG
TTTAATTACATGGATGCCTTTTCGGAGGATCCTTTTGCCCAACAACCGTTTCAGCAGGATATGATGCTCTCCCCCTTG
CAGGACATGTTCACGTACATGGAGAAGCCATTCTAG

>AvNAC034 | Symbols: R_transcript_50816 | NAC domain containing protein

ATGTCCCCATTATTGCCGAGATCGATCTCTACAAGTTTGACCCATGGCAATTACCAGCTATGGCTTTGTACGGTACGAA
GGAGTGGTACTTTTTTTCCCCGAGGGACAGGAAGTACCCCCAACGGTTCTCGGCCGAACCGAGCTGCGGGGACCG
GGTACTGGAAGGCAACCGGAGCAGACAAGCCGATCGGGCTGCCAAAGGCTGTCGGAATCAAGAAGGCTCTGGTTT
TCTATGCCGGAAAAGCCCCCAGAGGGATCAAGACCAACTGGATTATGCACGAGTACCGCCTGGCCAACGTGGACAG
ATCCGCTGGCAAGAAGCATACCTTGAGGCTTGATGATTGGGTTTTATGTCGCATATACAACAAGAAGGGCAAAATCGA
GAAGCACAATAACACAGTCGGTCAACAACTCGAAATATTCCCCGAATCGGAGGATCGAAAACCCGAGATTTTATCGG
GTATGCCCCTGCCACCACTGCCATCGTACCACCAAGCAATGGGGAATGATTGGTCACATTTTGAGACGTCGGATTCG
ATGCCACGATTGCACACGGACTCGAGTGGGTCCGAGCACGTGGCATCCCCCGAGGTCACGTGGGAGAGGGAGGT
CCAGAGCGAGCCCAAATGGAACAACGGCCTGGAAAACGCCTTCGATTTTCAGTTTAATTACATGGATGCCTTTTCGG
AGGATCCTTTTGCCCAACAACCGTTTCAGCAGGATATGATGCTCTCCCCCTTGCAGGACATGTTCACGTACATGGAG
AAGCCATTCTAG
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>AvNAC035 | Symbols: R_transcript_52293 | NAC domain containing protein

ATGGCTTTGTACGGTACGAAGGAGTGGTACTTTTTTTCCCCGAGGGACAGGAAGTACCCCAACGGTTCTCGGCCGA
ACCGAGCTGCGGGGACCGGGTACTGGAAGGCAACCGGAGCAGACAAGCCGATCGGGCTGCCAAAGGCTGTCGG
AATCAAGAAGGCTCTGGTTTTCTATGCCGGAAAAGCCCCCAGAGGGATCAAGACCAACTGGATTATGCACGAGTAC
CGCCTGGCCAACGTGGACAGATCCGCTGGCAAGAAGCATAACTTGAGGGTAAGGATCCATTCTCGTTTTTCCGGTTGA

>AvNAC036 | Symbols: R_transcript_83913 | NAC domain containing protein

ATGGATGAGAAGAGTGATGCAGATAAGATAGATGACATCATGTTGCCGGGATTTAGATTTCATCCGACGGATGAAGAAC
TTGTTGGGTTCTACTTGAAGAAAAAGATTCAGAAGCACTCGCTTCCAATCGAACTGATTAAGCAAGTGGATATATACAA
ATACGATCCATGGGATCTTCCAAAGCTGGCGCCAACAGGGGAGAAAGAGTGGTACTTTTACTGCCCAAGGGACCGT
AAATACAGGAACAGTGTACGACCAAACCGAGTAACGGGAGCTGGGTTTTGGAAGGCCACTGGAACGGACCGACC
AATTTACTCCTCTGATGGCACCAAGTGCATCGGTTTGAAGAAGTCCCTGGTGTTCTACAGGGGCAGAGCAGCCAAA
GGATTTAAAACTGACTGGATGATGCACGAGTTCCGATTACCTTCTATCTCTGACTCTTCAGCACCTAAGAAGTTTTTG
GATAAAAATCTTCCTGCAAATGAAGCATGGGCAATTTGTAGGATATTCAAGAAAACTAACTCTATGGCACAGAGAGCT
CTTTCTCATTCTTGGGTATCTCCGGTACCCAAAACTACAGCATTCGACATATTCCACATCGGTGCACAGTCTACTCATT
TCAGTTCGGAGACCATCTCTTGCACGACCGAAACTGGAAGTTTTTCTGCTCTCGATATCCCCTCTGATAAACCCATGA
ATCCAGTAACTTGCAAGCCGTCTCCTTTTTCCATTCCGAACAAAGATCTTTCCACCGGATACACGTTATCACCTCTTG
AAATGCCAGGACCCACCACCATAAACACACTTGACGTTGCTTCTGTCCTTTTCAATCTCTCCCCCACCCTAATCGAG
GACGCCAGCAGGGCCTCGCAGGGTATTGACTTTGAAGAGCCGCAACAGCCGTTCAATGTTTTCTCACTCGGTTCA
CCGCAAGACATGCAAGGAGGCACCAGAGAGGACGACATGGGATTGAGGAAATACGCGAGTGCAGCCCCTGCTA
GCGATGAGTGGGGAAACATTCAATCCATTGTATTTCCGTTTAGTTTGTCCTCAGACCTGCCTGATCCATGGAAGCCC
AATCTGCCGTGGGACTCTCCCCCCTGTCCTCGTGAGATTTCAACTACTTACCCTGAGTCAATTGTATACTGCCTCAATTGA

>AvNAC037 | Symbols: R_transcript_27414 | NAC domain containing protein

ATGGTACTTTTTCTGTGTCAGAGACAGAAGTACCCAACCGGTTTGAGGACAAACAGGGCCACGGAAGCCGGTTACT
GGAAGGCGACAGGGAAAGACAGGGAGATTTACCGAGGGAAAGTGCTCGTCGGAATGAAGAAAACTTTAGTTTTCT
ACAAAGGGAGGGCTCCAAAAGGAGAAAAAACCAACTGGGTCATGCATGAATATAGGTTAGAGGGCAAGTTCTCTC
TCCAAAACATGCCCAAAACAGCCAAGAATGAGTGGGTGATTTATAGGGTATTTCATAAGAGTTCAGATGGTAAGAAG
ATACATATTTCTGGATTAATGCAGTCAAAAATTCCGCCTGTAATGGACTGCTCGGTTTCAGCTCATGTGCCATCCTGCT
TCTCCGATCCAACAGAGGAGAAACCCCCCCGAAACGACATCGTTGATAGCCTAAAACGTCCTCTACTAGCCTCTTC
CTCTCCTTCAAAGGCTTCCTATTTCTCTCCCCATCCAATTCCTTTCCCAGACTCGCTCTTTTCCACCCAATTTCTGCCA
AACATTGGAAATTTGCAATACCCAGATTTTCCGGACCAGTCCATACTGGGGCTTCTGCTTGAGAACAATGAAATGGA
CATGAAAAGATATTTGAAATCGGAATTTTCACCGGTGAGTACCGATATTTCGTCTTATCACGAAGTGGGTCAGAGGA
ATTATGAGGATCAGGAGGATCCGATCAATTCGGGTGGGCCAGTGGACACTGATTGTCTCTGGAATTACTGA

>AvNAC038 | Symbols: R_transcript_38643 | NAC domain containing protein

ATGGAAGAAACAGAGAATGCTGATAGGATGGCTTTCATGGTTCCTTACGGTTTTAGATTCAATCCCAAGGATCAAGA
AATCATTTATCTTCTGCTGAGAAAGGCGAATGGAAACCATCTTCCGGTGGATGAGGGTTTGATACAAGAGCTTGACC
TCTTTGGGAAAGAGGAACCATGGGAGATTTTTGGCCAAGGGAAGGAGAAAACACGCTACTTTTTTACGAGATTGAA
GAAGAAAAGTAAGCGTAATGGATGCAACTTTGTTCGAACAACTGGCAAAGGGACGTGGAAGGGCCAAGACGGAC
GTGGATGTAACCCGATTATGGACCACAAAGGAAGTATTATTGGATTTAAGAAAAATTTGGTTTATAAGGGTAAAGGGA
CGAACACCAATGGGAGATGGCTGATGAAGGAGTACCATCTCGATGGTATTTCGTTAGAACCCCAACCAAAGTTCAAT
GATTACGTCCTGTGTAGAATAAGAAAGAAAGATGATGGAAGAACACAAGAGAAACAGAACGATAAAGCCGTTATCCA
TCAAGTTGCAAATGTGGGTTTCAAGGCCGAGGCAAGTTCGCCAATGGAATCAAACATGCCTTATCTAATTGACTATGA
ACTGCCTAATCTTAGTGTACCAGCAGATGCAGCTAGAATGGTGGAGTCAATTGCTCAAGATTGGATGACAGAATACAG
CTACTTCAACAGCAAAGAGTCAAAGATTGACAGAGGAGACCAGCTGGACCGTTTGAGCACTGAGCATTTTGTACCT
GAAGGAGTTTCCACAAGTTTTACGCAAGATAATGAAGCTGAATTTTGGAGAGTATTCTCTCCAATTTTAAAGAGTTTT
TCGGATGAGGGTTTTGGTGGCGGGTTGTAG

>AvNAC039 | Symbols: R_transcript_67877 | NAC domain containing protein

ATGGAAGAAACAGAGAATGCTGATAGGATGGCTTTCATGGTTCCTTACGGTTTTAGATTCAATCCCAAGGATCAAGAA
ATCATTTATCTTCTGCTGAGAAAGGCGAATGGAAACCCTCTTCCGGTGGACAAGGGTTTGATCCAAGAGCGTGACCT
CTTTGGAAAAGAGGAACCATGGGAGATTTTTGGCCAAGGGACGGAGAAAACACGCTACTTTTTTACGAGATTGAAG
AAGAAAAGTAAGCGTAATGGATGCAACTTTGTCCGAACTACTGGAAAAGGTACGTGGAAGGGCCAAGATGGACGT
GGATGTAACCCCGATTATGGACCACAAAGGAAGTATTATTGGATTTAA

>AvNAC040 | Symbols: R_transcript_65045 | NAC domain containing protein

ATGGAGGAATCAACATCATCTGAGCTTCAACTGCCTGGATTCAGGTTTCATCCAACGGAGGAAGAGCTTCTCGAATTC
TACCTTAAAAACATGGTTTACGGGAAAATATTGCACCTTGATGTGATTGGATTCATCAACATCTACCTCCACGATCCTGT
GAACTTGCCTGGTATGCATGCATTAATGAATGGTCTTTCCTTGCAATTTTTTAGCTAG
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>AvNAC041 | Symbols: R_transcript_75291 | NAC domain containing protein

ATGGAGGAATCAACATCATCCAATCTTCAACTGCCCGGATTCCGGTTTCATCCGACGGAGGAAGAGCTTCTGGAATTC
TACCTTAAAAACATGGTTTTCGGGAAAAAACTGCACCTTGATGTGATTGGTTTCATCAACATCTACCACCATGATCCTGT
GGAATTGCCTGGGCTGGCCAAGATTGGGGAGAGGGAGTGGTACTTCTTTGTGCCAAGGGACAGAAAACATGGCAGT
GGAGGGAGGCCAAACCGGACCACTGAAACCGGGTTTTGGAAGGCAACAGGTTCAGACCGCAAGATACTGAGCCTA
TCCGACCCGAAGAAGATCATAGGACTTAAAAAGACCCTTGTGTTCTACAAGGGCAGAGCACCCCGTGGTTGCAAAA
CTGATTGGGTCATGAATGAGTATCGTTTGCCCGATTCTTGCCCCTCTCCAAAGGACATCGTGTTGTGTAAGATATATAGG
AAAGCAACTTCCTTGAAGGTGTTGGAAGAGAGGGCAGCCATGGAAGAAGAAATGAAAACAAGTCATGCATTCCAAC
CTTCACCTCCACTGACACCCCCAATGGACACAATCTCCTACAACAATTCCCATGAAGAGTACTCGACGGCACCCATG
GCCGCGCAACACATGGTCTTTAAGAAAGAAGAAGAGGACATGTTACTAATAGCTGAAAAATGGTATGAAGAAGCAA
CAGAGAATAAAGGAACCACTAGTTCTATAATTTTACCACCAGGGAAAGAGAAGCCAGAGCTCCAAATGCCCAAGTTG
AGTATGGACTGGACCCAAGACTCCTTTTGGACACAGCTAAGGAGCCCATGGCTTGACAATCTTACCCCCTTGGCTAGT
TTACTCAATTTCTGA

>AvNAC042 | Symbols: R_transcript_94887 | NAC domain containing protein

ATGGGACTTAAAAAGACCCTTGTGTTCTACAAGGGTCGAGCACCCCGTGGTTGCAAAACTGATTGGGTCATGAATGAG
TATCGTTTGCCCGATTATTGCCCTATCCAAAGGACATCGTGTTGTGTAAGATCTATAGGAAAGCAACTTCCTTGA

>AvNAC043 | Symbols: R_transcript_61978 | NAC domain containing protein

ATGGTGGGAAAGAACAGCTCAGACCTCCCTCCTGGTTTCAGATTCCACCCAACTGATGAGGAACTAATCATGTATTATC
TCCGAAACCAGGCCACCTCTAGGCCGTGCCCGGTTTCAATCATCCCAGAAGTTGATATCTACAAATTTGATCCTTGGGA
ATTACCCGAGAAAGCAGAATTTGGAGAAAATGAGTGGTACTTTTTTACGCCGCGCGACCGGAAGTACCCGAATGGAGT
GAGACCCAATAGGGCAGCTGTGTCTGGCTATTGGAAGGCCACAGGGACAGACAAGGCCATTTACAGTGGATCAAAGT
ATGTGGGTGTCAAGAAGGCTCTTGTTTTTTACAAGGGGAAGCCACCAAAGGGTATTAAGACAGATTGGATTATGCATGA
ATACAGATTACGTGATTCAATTAGACAAACTAACAACCAATCTGGGTCTATGAGGTTGGATGATTGGGTCCTGTGTAGGA
TCTACAAAAAGAAAAGTACCATTGGAAGGGTTTTGGATCCAAAAGTTGAAGATTTGGGTGTCCAAATAGTGGCTACAAA
TGATGCTAGTGACTCTCAAATGCTCAAAATTCCAAGGATTTACTCACTTTCTCATCTATGGCAATTGGATTGCTTGGGCTC
ACTTCCTCAGCTTTTAAATGAAAATTCATACCACCCAAACACTGATTACCAGCCCACAATGGGCAATGCTGGGAACTGC
TCCGGTGGGACCGAGAAATTTCAATTTGGTGATCAATTCCCATACCAATACATGGATTCAGTGAAGTTCCAAGCTAGCCA
TAGTAATCATGCAGTAAACCAGCCAATTTTTGTGAATCCAGTGTTCCAGTTTCAGTGA

>AvNAC044 | Symbols: R_transcript_17613 | NAC domain containing protein

ATGGCTGAGATGTCTGGAGAGACGAAGAAATCAATTGAGGCGTCGTCGATGTTCCCAGGGTTTAGGTTCTCGCCGACA
GACGAAGAGTTGATTTCATACTACCTGAAGAAGAAGATCGAGGGCTCCGACAAGTGCGTCGAGGTGATTTCGGAGGT
CGAGATCAACAAATACGAGCCCTGGGACTTGCCAGCCAAATCTGTCGTTCAATCAGAGAGCGAGTGGTTCTTCTTCTC
TTCTCGTGGAAGGAAGTACCCAAATGGCTCACAGAGCAAGAGGGCAACTGAATCTGGCTATTGGAAAGCCACAGGGA
AAGAGCGAAAGGTAAAGTCTAGTTCTAATATGATTGGCACAAAAAGGACTTTGGTGTTCCACATAGGTCGTGCACCAAA
AGGGGAGAGGACAGAATGGATAATGCACGAGTATTGTATGAGTGACAAATCTCAGGTGATTTAG

>AvNAC045 | Symbols: R_transcript_19469 | NAC domain containing protein

ATGGCTGAGATGTCTGTAGAGACGCAGAAATCCATTGAGGCGTCGTCGATGTTTCCAGGGTTTAGGTTCTCGCCGAATG
ACGAACAGTTGATTTCGTACTACCTGAAGAAGAAGCTTGAGGGCTCCGAAAAGTGCGTCGAGGTGATTTCAGAGGTCG
AGATTAACAAATACGAGCCCTGGGACTTGCCAGCCAAATCTGTCGTTCAATCAGAGAGTGAGTGGTTCTTCTTCTCCTCT
CGTGGAAGGAAGTATCCAAATGGCTCACAGAGCAAGAGGGCAACTGAATCTGGCTATTGGAAAGCCACAGGGAAAGA
GCGAAATGTAAGGTCTGGTTGTAATGTGATTGGCACAAAAAGGACTTTGGTGTTCCACACAGGTCGTGCACCAAAAGG
GGAGAGGACAGAATGGATAATGCACAAGTATTGTATGATTGACAAATCTCAGGATTCTATGGTTGTTTGTCGCCTTAGGAA
GAACGCTGAGTTTCGATTGAATGATAGTCCGAGACAGGGTTCTTCAAGTCGAAGGCATGAGAATACTAGCAATTTAGCAG
CTGAGGATAGCAGTCGTAATTCTCATTTAGTTGAGCAACAGAGTGGAACTGGATCTGACTCTGATCAAAGAGAGAGAAA
CGAGTTTTGTCAGACCAGTTCTAGCCACCAGGGCTGTGATGATGAAGATTGTTATGCGGAGATATTAAAAGATGATATTGT
CGACCTTGGCCAATCTTTATTGCCTCCAGAGGATGAGAGGAAATCTCAGGACCCAGTGGAAGCAATCCCGTTACGTGAC
GTTCCTTTACAAGGTACAGCAGATCGAAGAATCCGATTGAGGAAGCCCAAGACAGAAAAATTGGAGGTTGAAATTTTCA
ATAAGAACGCTACTGAGAAATCCGCAAGTCCAAATGCAGACCGGTCACCAAACTATTTGGACTTATTTTCAAACGGGAG
AATCAATCGTCTCTCCATGTCGATGTTGTTACTTATCTTGATTCTACTGGTTTTGTTTGTGTGTTTGTTGAGAGCACCTTGGC
ATGTGAAAAGGTTTGCACTTGTTTCTTTGTTTTGA

>AvNAC046 | Symbols: R_transcript_22363 | NAC domain containing protein

ATGGCTGAGATGTCTGTAGAGACGCAGAAATCAATTGAGTTGTCGTCGATGTTTCCAGGTTTTAAGTTCTCGCCGACGGA
CGAAGAGTTGATTTCGTACTACCTGAAGAAGAAGCTCGAGGGCTCCGAAAAGTGCGTCGAGGTGATTTCGGAGGTCGA
GATTAACAAGTACGAGCCCTGGGACTTGCCAGGTTAG
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>AvNAC047 | Symbols: R_transcript_30245 | NAC domain containing protein

ATGGCTGAGATGTCTGGAGAGACGCAGAAATCAATTGAGGCGTCGTCGATGTTTCCAGGGTTTAGGTTCTCTCCGACGG
ACGAAGAGTTGATTTCGTACTACCTGAAGAAGAAGATCGAGGGCTCCGACAAGTGCGTCGATGTGATTTCGGAGGTCG
AGATCAACAAATACGAGCCCTGGGACTTGCCAGATCTATGGATCCATGAGCGTTACCGATGA

>AvNAC048 | Symbols: R_transcript_50769 | NAC domain containing protein

ATGGCTGAGATGTCTGTAGAGACGCAGAAATCAATTGAGTTGTCGTCGATGTTTCCAGGTTTTAAGTTCTCGCCGACGGA
CGAAGAGTTGATTTCGTACTACCTGAAGAAGAAGCTCGAGGGCTCCGAAAAGTGCGTCGAGGTGATTTCGGAGGTCGA
GATTAACAAGTACGAGCCCTGGGGACTTGCCAGTTTTTGTTTGCCTCAGGCTTTGCGGATGATTTGGAAGATTGGTTTTG
GGGGTTCACTGCTCGAGTGGTGGTCGAATGGTCAAATGCTGCTCGTAGGATCTTAG

>AvNAC049 | Symbols: R_transcript_78204 | NAC domain containing protein

ATGGAAAATTTATCTGGAATTGGAAAGGAGGAGGATCAGATGGAATTGCCACCGGGATTTCGATTCCACCCGACGGAC
GAAGAATTGATCACTCACTACTTGTCCAAGAAAGTTGTTGATAGCAATTTCTCTGCTAGAGTTATAGGAGATGTGGATTT
GAACAAGGTTGAGCCTTGGGATTTACCATGGAAAGCGAAAATGGGGGAAAAGGAGTGGTACTTTTTCTGTGTGAAGG
ACAAAAAATACCCAACTGGTTTGAGAACAAACAGGGCTACTGCAGCCGGTTACTGGAAAGCCACGGGAAAAGATAA
AGAAATTTTCCGTGGAAAATCGCTCGTTGGAATGAAGAAAACCCTAGTTTTCTACAAGGGGAGAGCTCCAAAAGGTG
AGAAAACAAATTGGGTCATGCATGAGTACAGATTAGAGGGAAAATTCTTTCTCCAAAACCTCCCCAAAACAGCCAAG
GTAATTGAATTCCTCTCCCCTGTTTTCCTCTATTTTCCCCCTGTTTTTAGGGTCTTTATGGAATTTGTTTCCCTCAATTTTC
TTGCAGAATGA

>AvNAC050 | Symbols: R_transcript_98040 | NAC domain containing protein

ATGGAAAATTTATCTGGAATTGGAAAGGAGGAGGATCAGATGGAATTGCCACCGGGATTTCGATTCCACCCGACGGAC
GAAGAATTGATCACTCACTACTTGTCCAAGAAAGTTGTTGATAGCAATTTCTCTGCTAGAGTTATAGGAGATGTGGATTT
GAACAAGGTTGAGCCTTGGGATTTACCATGGAAAGCGAAAATGGGGGAAAAGGGAGTGGTACTTTTTCTGTGTGAAG
GACAAAAAAATACCCAACTGGTTTGA

>AvNAC051 | Symbols: R_transcript_38748 | NAC domain containing protein

ATGGGATCGTTGCCGCCGGGGTTTCGATTCCACCCAACTGATGAGGAGTTGGTTGGTTACTACTTGAAGAGAAAAGTT
GAAGGGCTTGAGATTGAACTTGAAGTCATTCCTGTGATTGATTTGTACAAATTTGATCCTTGGGAATTGCCAGATAAATC
ATTCCTTCCCAAACGGGACATGGAGTGGTACTTCTTCTGTCCCCGGGATAGGAAATACCCTAATGGATCACGCACAAA
CCGTGCTACCAGAGCTGGCTACTGGAAAGCAACCGGTAAAGACCGGAAAATTGTTTGTCAGTCTGCTGTGACCAGT
TATCGTAAGACTCTAGTCTTCTACCGTGGACGGGCCCCATTGGGGGATCGAACAGACTGGGTAATGCACGAGTATCG
CCTCTCTGATGATTTTTCTCACGGATCACCAAGTTTTCAGGGAGGGTTTGCTTTGTGCCACGTCATTAAAAAGAACGA
CCAAAGGCAGAAAATGAACTATGTTCGTGGAGAACTAAAAGCTAAACAGGTCGGAAAGAGTTCAAATAACGGGAAT
TTCACCTCATCAAGAATTTTGAGTGAGCCTGTGACGAAATCCAAGGACACAACCTTTCAAGCCATTGGTGAAAACGA
TTCCTGTTCGATGGGATTCGATCCCAGTAGCCCCTGGGTGTCACCTGATTTAATACTTGATACTTCAAAGGAGTGCCCA
CAAGGACAAGGTGTTTCTGGATACTTCCCGCGATATAAGTTTCCAAATTCAGTGACTCAGTGGCAGACATATAGTCATT
ACGAAATCTCACCCGGTTCGTCCTACTCAAATTTGAGCAAGGAAGTTGAACTCGGTGATGAACCTAGTCGATTCAGTT
GCACATCACCTTACTTTGGACTACAAACTACATGGGTTTTTGGAAATGAGGATATGCCTTGTGAAGGTCATGACCAGAC
CAGACCAATTCTCTAA

>AvNAC052 | Symbols: R_transcript_28167 | NAC domain containing protein

ATGTCTGGACAATCATGGCTGGTTGACAAGAGTAGAATTGCAACAAAAATCAAGTGTGCATCAGGCTCGTGTGATCTTG
AAAGTGTCAACTGGAAAAGCAACCCAAGTAGAGCTTGCCCTAACTGCCAACAAATTATTGACAACAGTGATGTAAGTC
TGGAGTGGCCAGGATTACCTAGAGGTGTGAAATTCGATCCATCTGATCAAGAGATCATGTGGCATTTACTTGCAAAAGT
TGGCGTAGGGAACATGAAACCCCACCCCTTTATTGACGAGTTCATTCCAACTGTGGATGAAGATGACGGAATTTGTTAT
ACCCATCCTCAAAATTTGCCAGGTGTTAAGCAAGACGGGAGTGTTTCTCACTTCTTTCATATAGCAATCAAAGCATACAA
TACTGGAACGCGGAAGCGTCGTAAGATACACGGTGATGATTTCGGCGATGTTCGATGGCACAAGACTGGCAGGACCA
AACCTGTTCTCTTGGATGGGGTCCAAACGGGGTGTAAGAAGATTATGGTGCTTTATGTGAGCCCAGTACGGGGCGGGA
AAGCCGAGAAAACCAATTGGGTGATGCACCAGTATCACTTGGGCACCGGAGAAGATGAAAAGGAGGGGCAGTATGTT
GTCTCCAAGGTGTTTTATCAGCAACAACAAGGCAAGCAGACTGATAAATTCGAACACGATTTACCTGATGGCACTGATG
TCATGATTGCAAATGTAGATCCGGTCACTCCGCAATCCGTGACTCCTGATCCACCTCGTACGGAAAAACAATTGTGTTGC
ATCGATCCCAGTGTCCTGCTTCAGCATCATGAGACAGGGCATGTTGAAGACAAGGTAGAAGCAGCATTTGAAGAACCA
AATCGTCAAGACTCCCTGATGGTGGAAAATCACACAGGTCTAGCGGCAGACAATAACAATAATCAGACGGGGGAAGA
ACCGAAATGGTGGGGACAGCGAGTCTCAGAATCTTTTAGATTCGCAACAGCTTGTGGAAGGGTTGTCTCTGTGTGA
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>AvNAC053 | Symbols: R_transcript_31813 | NAC domain containing protein

ATGGCTGGACAATCATGGCTGGTTGACAAGAGTAGAATTGCAACAAAAATCAAGTGTGCATCAGGCTCGTGTGATCTT
GAAAGTGTCAACTGGAAAAGCAACCCAAGTAGAGCTTGCCCTAACTGCCAACAAATTATTGACAACAGTGATGTAAGT
CTGGAGTGGCCAGGATTACCTAGAGGTGTGAAATTCGATCCATCTGATCAAGAGATCATGTGGCATTTACTTGCAAAAG
TTGGCGTAGGGAACATGAAACCCCACCCCTTTATTGACGAGTTCATTCCAACTGTGGATGAAGATGACGGAATTTGTTA
TACCCATCCTCAAAATTTGCCAGGTGTTAAGCAAGACGGGAGTGTTTCTCACTTCTTTCATATAGCAATCAAAGCATACA
ATACTGGAACGCGGAAGCGTCGTAAGATACACGGTGATGATTTCGGCGATGTTCGATGGCACAAGACTGGCAGGACC
AAACCTGTTCTCTTGGATGGGGTCCAAACGGGGTGTAAGAAGATTATGGTGCTTTATGTGAGCCCAGTACGGGGCGGG
AAAGCCGAGAAAACCAATTGGGTGATGCACCAGTATCACTTGGGCACCGGAGAAGATGAAAAGGAGGGGCAGTATG
TTGTCTCCAAGGTGTTTTATCAACAACAACAAGGCAAGCAGACTGATAAATTCGAACACGATTTACCTGATGGCACTGA
TGTCATGATTGCAAACGTAGATCCGGTCACTCCGCAATCCGTGACTCCTGATCCACCTCGTACAGAAAAACAATTGTGT
TGCATCGATCCCAGTGTCCTGCTTCAGCATCATGAGACAGGGCATGTTGAAGACAAGGTAGAAGCAGCATTTGAAGAA
CCAAATCGTCAAGACTCCCTGATGGTGGAAAATCACACAGGTCTAGCGGCAGACAATAACAATAATCAGACGGGGGA
AGAACCGAAATGGTGGGACAGCGAGTCTCAGAATCTTTTAGATTCGCAACAGCTTGTGGAAGGGTTGTCTCTGTGTGA
TGAACTTCTCCAGAGCCAGTCCCCTGGGATGGATGGAAATGAGAATGGAGAATTGGAAAGAAAGCCCTGCCTTTCTG
ATTACGCCCACTTGGGACGCGAAAATTTAAAGAAGGATTTAGAGGCGTGCCAAGATTTGGTCCTTGATCTGGCAAACA
TAGAACTCGATACGCCTCCTGATTTCCGGCTTAGCCAGCTTGAGTTTGAATCACAGGACAGTTTCCTTGCTTGGGGTG
GGAGCAAGCCTGTTGACCAAGCGTGGTTCGAAACATCCTAA

>AvNAC054 | Symbols: R_transcript_40244 | NAC domain containing protein

ATGGCTGGACAATCATGGTTGGTTGACAAGAATAGAATTGCAACAAAAATCAAGTGTGCTTCAGGCTCGTGTGGAAGT
GTCAACTGGAAAAGCAACCCAAGTAGAGCTTGCCCTAACTGCCAACATATTATTGACAACAGTGATGTGAGTCACGAA
TGGCCAGGATTACCCAGAGGTGTGAAATTCGATCCATCTGATCAAGAGATCATGTGGCACCTACTTGCAAAAGTTGGC
ATCGGGAATATGAAACCCCATCCTTTTATTGATGAGTTCATTCCAACTGTGGATGAAGATGACGGAATTTGTTATACCCAT
CCTCAGAATTTGCCAGGTGTTAAGCAAGACGGAAGTGTTTATCACTTCTTTCATAGAGCAATCAAGGCTTATAATACGG
GAACTCGGAAGCGTCGAAAGATACACGGCGATGATTTCTGCGATGTGCGTTGGCACAAGACTGGCAGGACCAAACC
TGTTATCTTGGACGGGGTCGTAACAGGGTGTAAGAAGATTATGGTGCTTTATGTGAGCCTAGTCCGGGGTGGGAAAGC
GGAGAAAACCAATTGGGCGATGCACTAG

>AvNAC055 | Symbols: R_transcript_62357 | NAC domain containing protein

ATGTGGCATTTACTTGCAAAAGTTGGCGTAGGGAACATGAAACCCCACCCCTTTATTGACGAGTTCATTCCAACTGTGG
ATGAAGATGACGGAATTTGTTATACCCATCCTCAAAATTTGCCAGGTGTTAAGCAAGACGGGAGTGTTTCTCACTTCTTT
CATATAGCAATCAAAGCATACAATACTGGAACGCGGAAGCGTCGTAAGATACACGGTGATGATTTCGGCGATGTTCGAT
GGCACAAGACTGGCAGGACCAAACCTGTTCTCTTGGATGGGGTCCAAACGGGGTGTAAGAAGATTATGGTGCTTTATG
TGAGCCCAGTACGGGGCGGGAAAGCCGAGAAAACCAATTGGGTGATGCACCAGTATCACTTGGGCACCGGAGAAGA
TGAAAAGGAGGGGCAGTATGTTGTCTCCAAGGTGTTTTATCAGCAACAACAAGGCAAGCAGACTGATAAATTCGAACA
CGATTTACCTGATGGCACTGATGTCATGATTGCAAATGTAGATCCGGTCACTCCGCAATCCGTGACTCCTGATCCACCTC
GTACGGAAAAACAATTGTGTTGCATCGATCCCAGTGTCCTGGTAAAAAGAACTTCTTCCTTGGTATCCTGGCTATGA

>AvNAC056 | Symbols: R_transcript_99111 | NAC domain containing protein

ATGTGGCATTTACTTGCAAAAGTCAGCTTAGGGAACATGAAACCCCATCCTTTTATTGACGAGTTCATTCCAACTGTGGAT
GAAGATGACGGAATTTGTTATACCCATCCTCAAAATTTGCCAGGCGTTAAGCAAGACGGGAGTGTTTCTCACTTCTTTCAT
AGAGCAATCAAAGCTTACAATACTGGAACGCGGAAGCGTCGAAAGATACACGGTGATGATTTCGGCGATGTTCGTTGGC
ACAAGACTGGCAGGACCAAACCTGTTCTCTTGGATGGGGTCCAAACGGGGTGTAAGAAGATTATGGTGCTTTATGTGAG
CCCGGTACGGGGCGGGAAAGCCGAGAAAACCAATTGGGTGATGCACCAGTATCACTTGGGCACCGGAGAAGATGAAA
AGGAGGGGCAGTATGTTGTCTCCAAGGTGTTTTATCAGCAACAACAAGGCAAGCAGACTGATAAATTCGAACACGATTT
ACCTGACGGCACTGATGTCATGATTGCAAACGTAGATCCAGTCACTCCGCAATCCGTGACTCCTGATCCACCTCGTACG
GAAAAACAACTGTTTTGCATCGATCCCAATGTTCTGCTTCAGCATCATGAGATAGGGCATGTTGAAGACGAGGTAGAAG
CAGCATTTGAAGAACCAAATCATCAAGACTCCCTGATGGTGGAAAATCACACAGATCTAGCGGCAGACAATAACGATAA
TCAGACGGGGGAAGAACCGAAATGGTGGGACAGCGAGTCTCAGAATCTTTTAGATTCGCAACAGCTTGTGGAAGGGT
TGTCTCTGTGCGATGAACTTCTCCGGAGCCAGTCCCCTGGTAGGGACGGAAATGAGAATGGAGAATTGGAAAGAAGG
CCCTGCCTTTCTGATTATGCCCACTTAGGACGTGAAAATTTAAAGAAGGATTTAGAGGCGTGCCAAGATTTGGTCCTTGA
TCCGGAAAACATAGAACTTGATACGCCTCCTGATTTCCGGCTTAGCCAGCTTGAGTTTGAATCACAGGACAGTTTCCTT
GCTTGGGGTGGGACCAAGCCAGTTGACTAA

>AvNAC057 | Symbols: R_transcript_18002 | NAC domain containing protein

ATGAAGAAAACTCTGGTTTTTTACAGGGGGAAGCCTCCACATGGGTCTAGGACTGACTGGATCATGCACGAGTACCGC
CTTGTCGATGGCGAACCACCGAAAACGAACACAACCCAGGTG
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>AvNAC058 | Symbols: R_transcript_19545 | NAC domain containing protein

ATGGAGAAGCTCAACTTTGTTAAGAATGGTGTGTTAAGATTGCCTCCCGGGTTCCGGTTCCACCCCACCGACGAGGAG
CTCGTGGATCAGTACTTGAAGCGAAAGATGTATTCGTGCCCTTTGCCGGCCTCAATCATCCCCGAGGTCGACGTTTGCA
AATCCGACCCCTGGGACTTGCCAGGGGACTCGGAGGAGGAGAGGTACTTTTTTAGTACTAAGGAAGCCAAATACCCG
AACGGGAACCGGTCGAATAGAGCGACGGGTTCCGGATACTGGAAGGCCACAGGAATAGACAAGAAAATCGCTACTTC
TAGGGGCAATCAAGTGGTGGGGATGAAGAAAACTCTGGTTTTTTACAGGGGGAAGCCTCCACATGGGTCTAGGACTG
ACTGGATCATGCACGAGTACCGCCTTGTCGATGGCGAACCACCGAAAAAGAACACAACCCAGAGTTTGGCGGAGAA
TTGGGTTATATGCCGAATTTTTTTGAAGAAGAGAAGTACTAGGAATGAGGAGGACCATGAGAACACAAAGCCTCACAA
TTGTGACAAAGTTAAGATCTTGGGGAACACGACCAGGCCGGTGTTCTATGATTTTATGGCGAAGGACAGGGCTGATTT
GAACCTTGCCCCGGCCTCGTCGTCTTCAGGTTCGAGCGGGGTCACGGAGGTCTTCTCGCACGAACCCGACGAACG
CGAAGAAAGCAGTAGTTGCAATAGCTTCTCCTCTTTTCGAAGAAAACCTTAG

>AvNAC059 | Symbols: R_transcript_46194 | NAC domain containing protein

ATGGAGAAGCTCAACTTTGTTAAGAATGGTGTGCTAAGATTGCCTCCCGGGTTCCGGTTCCACCCTACCGACGAGGA
GCTCGTGGATCAGTACTTGAAGCGAAAGGTGTATTCGTGCCCTTTGCCGGCCTCAATCATCCCCGAGGTCGACGTTT
GCAAATCCGACCCCTGGGACTTGCCAGGGGACTCGGAGGAGGAGAGGTACTTTTTTAGTACTAAGGAAGCCAAGTA
CCCTAACGGGAACCGGTCGAATAGGGCGACGGGTTCCGGGTACTGGAAGGCGACAGGAATAGACAAGAAAATCGT
GACTTCTAGGGGCAGCAAAGTGGTGGGGATGAAGAAAACTCTGGTTTTTTACAGGGGGAAGCCTCCACATGGGTCT
AGGACTGACTGGATCATGCACGAGTACCGCCTTGTCGATGGCGAACCACCGAAAACGAACACAACCCAGGTGCGA
ATTTCGAATTTTCCCATTCATCTACAAATGAAGAAGCTGTTTGGGATTCAAATTTAA

>AvNAC060 | Symbols: R_transcript_95592 | NAC domain containing protein

ATGAAGAAAACTCTGGTTTTTTACAGGGGGAAGCCTCCACATGGGTCTAGGACTGACTGGATCATGCACGAGTACCG
CCTTGTCGATGGCGAACCACCGAAAACGAACACAACCCAGAGTTTGGCGGAGAATTGGGTTATATGCCGAATATTTTT
GAAGAAGAGAAGTACTAGGAATGAGGAGGATCATGAGAACACAAAGCCTCACAATTGTGACAAAGTTAAGATCTTGG
GGAACACGACCAGGCCTGTGTTTTATGATTTTATGGCGAAGGACAGAGCTGATTTGAACCTTGCCCCGGCCTCTTCGT
CTTCAGGTTCGAGCGGGGTCACGGAGGTCTTCTCGCACGAACCCGACGACCGCGAAGAAAGCAGTAGTTGCAATAG
CTTCTCCTCTTTTCGAAGAAAACCTTAG

>AvNAC061 | Symbols: R_transcript_53223 | NAC domain containing protein

ATGGAGAAGCTCAACGTTGCGAAGAATGGTGCCATAAGATTGCCCCCTGGGTTCCGATTCCACCCCACGGATGAAGA
ACTCGTTGTTCAATATTTGAAGCGCAAGGCATTTTCTTGCCCCCTGCCGGCTTCAATCATCCCAGAGTTCGATGTTTGC
AAATCTGACCCTTGGGACTTGCCTGGTGATTCGGCGCAAGAGAGGTACTTCTTTAGCACAAGGGAAGCTAAGTACCC
AAATGGGAACAGGTCGAACAGAGCTACTGGTTCCGGCTATTGGAAGGCCACTGGAATTGACAAGCAAATTGTAACAA
GTAGGAGCAACCAAGTTGCGGGGATGAAGAAAACTCTGGTTTTTTACAGAGGAAAGCCTCCACGTGGTTCTAGGACT
GATTGGATCATGCACGAATATCGCCTTGTTGGTGCTGTAACTGAGAAAAATAACTCAACCCAAACTACTATGGAGAATTG
GGTTCTTTGCCGCATATTTTTGAAGAAAAGAAGCACTAAAAATGACCAGGAGATAACACAATTGAACAATTGCGACACG
GTTAAGACTGCGAGGAAAACAAGGCCTGTTTTCTTCAATTTCTTGGCGAAGAACAAGACTGATTTGAATCTTACCCCTG
CTTCCTCCTCTTCGGGTTCAAGCGTGGTCACACAAGTCTCTTTTCATGAATCAGATGATCATGAAGAAAGCAGCAGTTG
CAATAATTTATCATCCTTTAAAAGAAAACCTTAG

>AvNAC062 | Symbols: R_transcript_54724 | NAC domain containing protein

ATGGAGAAGTTCAACGTTGTGAAGAATAGTGTCATAAGATTGCCCCCTGGGTTCCGATTCCACCCCACGGATGAAGAA
CTCGTTGTTCAATATTTGAAGCGCAAGGCATTTTCTTACCCCCTGCCGGCTTCAATCATCCCAGAGTTCGATGTTTGCAA
ATCTGACCCTTGGGACTTGCCTGGTAAATTAGTTGCCAATTCTGAGTGCTTTCAAACTTACTTCAAAAAATTTCCTACATA
CCCAGAAAAAAAAATATCAAGAATTTCAAACAGCATTGGAATGTGA
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>AvNAC063 | Symbols: R_transcript_56133 | NAC domain containing protein

ATGGCAAGACCATCCGTCCCTCCAGGATTTCGCTTCCATCCTACTGATGTTGAGCTGGTTAAGTACTACCTCAAAAGGAA
GGTTATGGGGAAAGGGTTCCTATTTGAAGCCATTTCAGAGCTGAATATCTATAAGTTCTCTCCAAGTGATCTTCCAGATAA
ATCTTGCTTGAAAAGTAGAGATCGTGAATGGTACTTCTTTTGCCCAACTGCGAGAAAATATTCAAGTGGGGCTAGAACAA
ATCGTTCTACTGAAAGTGGGTATTGGAAATCCACTGGAAAGACTAGGTCTGTTTTATACAATGAACAACATGTGGGTTCG
GTGAAAACTTTGGTTTACCATACAGGTCATTCATCGAAAGGGCAAAGAACAGATTGGGTTATGCATGAGTATAAGATTCA
AGAGAAGGAGTTGGCAGATGCTGGAGTCCCTCAGGATGCATATGTGCTTTGCAAAATCTTCCAGAAGAGTGGCCCTGG
CCCCAAAGCTAATGCTCAATATGGAGCACCATTTAAAGAAGAAGATTGGGATGATGATGCAGAGTTCTATGGTCAATCTC
TGCAATCTAATAGTCTTCCATCACCCTCGTTGCCTTACGACAAAGAGAATTCTGTTGGAACAAGCATGTTTATTCCTGGAA
GCATGGGTTGTTTGTCTTTATTTATGCCTGGTCCGTCAAACATCCTGCCTTCCATGGATGTAGTGCCTCAGCCTGGTCCAG
AAAATGATGACTACATTTCTTTGTTGGACATCGACAACGACAAGGGACATGGGTCTTCTCTTCCTGATTATACTGTCAGTA
ATAAGGTGATGGAGAAATTCAGTCAGGTTAACAATAACGGAGTCTTAACTGGTTTGGATGGAATATATGATAACTTGGGG
GACTTGGATAACTGGCACGGGCTGGGTGGAGGTGGATTCAACTTCTCCGGCAATCAGGCATCTGAATATGGTGCGATA
CCCTTTTCTGGAGGCCATAATGAAGGATTTGTGGAGCTCAATGACCTTGACGGAACTATCAAATCCACTGATTCTAGAC
CATTTATCACTGATAATTTATATATACCTGGCAATGATAATTACATGGAACAAGACTGCTTCCCCGCTGATTCTTTTAGTAC
TGTTCAGCCTGTATCTGCCATAACCCAGTTGCCTCTGCAGCCAGAAGGATCTAATGGGCGCAATGATCATTTTTTTGCA
TTCCAGGAGATGGGCGATGCGGAGAGTGCAAATCTGGGATTCACCACTTCTGGAATTCAGAATTTACCTTCCTTGGAG
CAACCAGAAGAGGGAACTAGACAAGCTGCGCAAGACCAGAATAGAGGAGTGCAGCAAAGAAACCCTTACTCAAGA
CTCCAACGGTTGTTGGAGTCCATCCCCGTTCATAACCCATCAGCTGCGGAGCTATTTGCTCCTGCCATTGAAGCTGAG
AGATGCAACGAAACTATTGTGTTTTCCCCTTGTGGTGGCTCCTCCTTCCATGTCAAGGCCGAGGTGACTTGTAGGGG
TGGTGTGTGCACTAAGGACGCTTTGTCTGAGAACTTGGGGGAGTCTCTTTATTCCTATAGTGAGTTCAACCCCTATCT
GACGTGGAAAAAGTGGTTAAATGTGGATCTCGCTTGCGTTTTTCTTTGGTTTGGGTCTTTTTAGGTATAATCATTTCTAA
ATTTGGCCGGCATGCTTGGAATTTTGTTAATTCATAA

>AvNAC064 | Symbols: R_transcript_90698 | NAC domain containing protein

ATGGCAAGACCATCCCTCCCTCCAGGATTTCGCTTCCATCCGACTCATGTTGAGCTGGTTAAGTACTACCTCAAAAGG
AAGGTTATGGGGAAAGGGTTCCCATTTGAAGCCATTTCAGAGCTCAATATCTATAACTACTCTCCATGGGATCTTCCAG
ATAAATCTTGCTTGAAAAGTAAAGATCTTGAATGGTACTTCTTTTGTCCAGCGGCTAGAAAATATTCAAGTGGGGATAG
ATCAAAACGTTCTACTGAAATTGGGTATTGGAAATCCACTGGAAAAGATAGGTCTGTTTTATATAATGAACAAACTGTG
GGTTCGGTGAAAACTTTGGTTTTCCACATAGGTCCACCGAAAGGGAAAAGAACAGATTGGGTTATGCATGAGTATAA
GATTAAAGAGAAGGATTTGGCAGATGCTGGAGTCCCTCAGGATGCATATGTGCTCTGCAAAATCTTCCAGAAGAGCG
GCGCTGGCCCCAAAGCTAATGCTCAATATGGAGCACCATTTAAAGAGGAAGATTGGGATGATGATGAAGAGTTCTGT
GATCAATCTCTGCAATCTAATAGTCTTCCATCACCTGCGTTGCCTCACGACAAGTTTATTCCTGGAAGCATGGTTTGTG
CGCCTTTATCTATGCCTGGTCCGTCAAACATCATGTCTTCCATTGATGTAGTGCCTCAGCCTGGTCCAGAAAATGAAG
ACTACATTACTTTGTGGGACATCGACAAGGAATATGGTTCTTCTCTTCCTGATCATACTGGCAATAATGAGGTGGTGGA
GAATTTCAGCCAGGTTAACAATAACGGAGGCTTAACTGGTTTGGATGGAAATGGCATATATGATAACTTGGGGGACTT
GGATAACTTGCGAGGGATGGATGGAAGTGGATTCAACTTCTCCAGCAATCAGAAAACTGAATATAGCGCGATGCTCT
TTTCTGGAGTCAATAATGAAGGATTTGTGGAGCTCAATGACCTTGACGGAACTGTCAAATCCGCTAATTCTAGACAAT
TTATCCCTGATAATATATATGTACCTGACAATGATAATTACATGGAACAAGACTGCTTCCCTGCTGATTCTTTTAGTACTG
TTCTGCCTGTATCTGCCATAAACCAGTTGCCTCTGCAGCCAGAAGGATCTAATGGGCACTATGACCATTTTTTTGCATT
CCAGGAGATGGGCGATGCGGATAGTGCAAATATGGGATTCACTGCCACTTCTGGCATTCAGAATTTACCGCCCTTGG
AGCAACCAGAAGAGGGAACTAGACAAGCTGCACAAGCCCAGAACAGAGGTAGATTCATTCTCTCCCGTGACAATG
TTGGATCCAGTTTCACAAACTGGGAATTTTGA

>AvNAC065 | Symbols: R_transcript_19894 | NAC domain containing protein

ATGACGAGTCAGCTGGAGTTGCCGGCGGGATTCAGATTTCATCCGACGGATGAGGAGCTCGTGATCCACTACCTGTG
CCGTAAGTGCGCGTCGCAGCCTATTTCTGTCCCCATTATTGCCGAGGTCGATCTCTACAAATTTGACCCATGGCAATTA
CCAGGTATGGCCTTGTACGGAGAGAAGGAGTGGTACTTTTTTTCCCCGAGGGACAGGAAGTACCCGAATGGTTCGC
GGCCGAACCGGGCAGCGAGGACAGGGTATTGGAAGGCGACCGGGGCTGACAAGCCGATCGGGCGTTCGAAGGC
TGTCGGAATCAAGAAGGCTCTGGTTTTCTACGCCGGAAAAGCCCCCAGTGGGGTTAAGACCAATTGGATTATGCACG
AGTACCGCCTGGCCAACGTGGACAGGTCCGCTGGCAAGAAGAATAACTTGAGGCTTGATGATTGGGTTTTATGTCGC
ATATACAACAAAAAGGGCACAATCGAGAAGCACAATATCACGGTGGGTCCAAAACTCGAACAATTCCCCGAATTTGA
GGATCGAAAACCCGAGATTTTATCAGGGTACACCGCCATGCCTCCACCACCGCCGCCATCATCGTACCACCGAGCAA
TGGGGAATGATTTGTTACATTTTGAGCCGTCGGACTCGTTGCCATGGATGCACACAGACTCGAGTGGGTCCGAGCAC
GTGGCATCCCCCGAGGTCACGTGGGAGAGGGAGGTCCAGAGCGAGCCCAAATGGAGTAACGGCTTGGAAAACTCC
TTCGATTTTCAGTTGAATTACATGGATGCCTTTTCGGATGACCCTTTTACCCCTCAAATGCAACAGTTTCAGCAGGACAT
CATGCTCTCCCCCTTGCAGGACATGTTCATGTACATGGACAAGCCATTCTAG
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>AvNAC066 | Symbols: R_transcript_56139 | NAC domain containing protein

ATGAAGAGTCAGTTGGAGTTGCCGGCGGGATTCAGATTTCATCCGACGGATGAGGAGCTCGTGATCCACTACCTGTG
CCGTAAGTGCGCGTCGCAGCCTATTTCTGTCCCCATTATTGCCGAGGTCGATCTCTACAAATTTGACCCATGGCAATTA
CCAGGTATGGCCTTGTACGGAGAGAAGGAGTGGTACTTTTTTTCCCCGAGGGACAGGAAGTACCCGAATGGTTCGC
GGCCGAACCGGGCAGCGAGGACAGGGTATTGGAAGGCGACCGGGGCTGACAAGCCGATCGGGCGTTCGAAGGC
TGTCGGAATCAAGAAGGCTCTGGTTTTCTACGCCGGAAAAGCCCCCAGCGGGGTTAAGACCAATTGGATTATGCAC
GAGTACCGCCTGGCCAACGTGGACAGGTCCGCTGGCAAGAAGAATAACTTGAGGGTAAGGATCCATTCTCGTGTTC
GGGTTAAAATTACCATTATATCCTCGTCGAATGATCAACACAACACCCATTCTTTTGAAAAATTAGAAAAAGCTTCCCA
TAATTATGCTTGA

>AvNAC067 | Symbols: R_transcript_27385 | NAC domain containing protein

ATGGCTTTACCGGTTCCGTCAGTTCCGTCTCTAGTTCAAGCATCTCATCAGATGGCTTTATCGGTTCCCTATGGATTTAC
ATTCAGTCCTGAAGATCATGAACTCATTTATATTCTATACAGAAAGGTCCATGGAAACAGTCTTCCAGTTGATGAGGGT
TTGATTGAAGAACGTGAACTCTTTGGAAAAGAGGAACCGTGGGAAATTTCTGGTCGAGGGACGGAGAAGACACGC
TATTTTTTTGTGAAACTAAAGAAGAAAGGAAAGAGTGCCGGTGGTTCAAACTTTGTTCGAACCGTTGGCAAAGGTAT
GTGGAAAGGCCAAGATGGACAGATCCTTATTAAGGACCAGCAAGGAAGGACGATTGGATTTAAGAAGAATTTGGTTT
ATAAGGGTAAAGGGCAGAACACGAATGGGAGATGGCTCATGAAGGAGTATCATCTCCATGGTGTTTCGTTACAACCA
CTGCCAAAATTGAATGATTACGTCCTGTGTCGAATAAAGAAAAAGGATGATGGGAAAAAACAGAACGTGCATTTCGA
CACGGAGGCACGTTCTCGTTGTCACAGTATTGGAGGAAACCAGGATGGGGAGAATTTCGGCTCTGTGATTTGTGAA
GAAAATTCAATCCTTGGGAGAAAACGTCCGAGGATTGAATATATGACTGATTATGAGCTGCCCAATCTGAGTGTAGCA
GATGCAACTATCACGGCGGAGTCAATTGACAAAGAAAGAGACCAACATATGGACCATTCAGGGGCTGAGAATTGCG
TACCGGCTTTGTCTGAAGGAATTTCTAAAAGTTTTATGCAAGATGATGACGACGCTGAAATTTTTAGAGGTCTCAGTC
CAATTGTTGAGAAATTTTATGATGAGGGTTTTGGGAGGGAGGTTGTGGACTAA

>AvNAC068 | Symbols: R_transcript_9009 | NAC domain containing protein

ATGGCCCACGAATTGGCGGCAATTGTCCCTTCGCCGCCGCCGACGTCGCTGGCGCCGGGGTTCCGGTTCCACCCG
ACGGACGAGGAGCTGGTGCAGTACTACCTCAAGCGCAAGGCCCGTGCAAAGCCCTTCCGATTCGAATCCGTCTTG
GAAATCGATGTCTACAAATCTGAGCCCTGGGAGCTTGCTTGTAATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC
TCGATTTCTGTCTCTCGCTGTAA

>AvNAC069 | Symbols: R_transcript_9620 | NAC domain containing protein

ATGAAGAAAACCCTAGTGTTTCATAGTGGACGGGCTCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACA
GGCTTGCTGACAGAGATTTGGAGAGAGCTGGGGTAACACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAG
TGGTCTAGGACCACCAAATGCGGATCGATATGCTCCATTTATCGAGGAGGAATGGAATGATGATGTGTCGATGGTGAT
TCCTGGTGAAGAAGAGCCTGTAAATGCTGATGATTCACAAGTGGAAGGGAATGACTATGAGCAGGATACTCATTCCC
ACAACATGGCAGCTCTGTGTCAAACTGAGCTTCCAAATGTTTGTCAAAACATTCCCTTTTTTTTCAAGAGGGAAAGG
CCAGGTTATGCTCCTTTCCCGTGTACAGTTGATGCTGAGCCCATCTCTGTGGTTCCAAATAAAAAATCTAGGCATGACA
ATCCAAACTCCAGCAATGCAAATGGTTCAGAGGACTCAACTACAACAACTCACGATCTTTGCACAACAAATACGTCCT
CTGCACTCGTCGAAATACCATTATTAGAGTCTCTCGATCCCAAAGAAAATCGCCCAAATAAACTGACGGCATTTGATTC
GACTAATCTTGAGAAATCTGTGCCTCCCGGGTACTTGAAATTCATCAACAATCTGGAAAACGAGATCCTTAATGTTTCTA
TGGAGAGGGAGACGCTGAAGATCGAAGTGATGAGGGCACAAGCCATGATTAACATGCTTCAATTGCGCATTGATCTTC
TGAACAAGGAAAATGAGGACCGACCTGAAAAGGGTCTGTTGAGAAGTTTATCTACCTTTGGCGCTCGCGTAATATGA

>AvNAC070 | Symbols: R_transcript_16576 | NAC domain containing protein

ATGGCCCACGAATTGGCGGCAATTGTCCCTTCGCCGCCGCCGACGTCGCTGGCGCCGGGGTTCCGGTTCCACCCGA
CGGACGAGGAGCTGGTGCAGTACTACCTCAAGCGCAAGGCCCGTGCAAAGCCCTTCCGATTCGAATCCGTCTTGGA
AATCGATGTCTACAAATCTGAGCCCTGGGAGCTTGCTTGTCATTCAAGGCTTAAGAGCCGAGACCTAGAGTATTACTTC
TTTAGCCCTGTAGATAGAAAGTATGGGAATGGATCTCGGTTGAATCGAGCCACTGGAAAAGGGTATTGGAAGGCCACT
GGAAAGGATCGGTCAGTACGTCACAAGGGCCAGACAATTGGGATGAAGAAAACCCTTGTGTTTCATGGGGGACGGG
CTCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACAGGCTTGCTGACAGAGATTTGGAGAGAGATGGGGTA
TCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAAATGCGGATCGATATGCTCCATT
TATTGAGGAGGAATGGAATGATGATGTGCCGATTGTGATTCCTGGAGAAGAAGAGCCTGGATATGAGATGGTAAATGCT
GATGATTCACAGGTGGAAGGGAATGACTTCGAGCAGGATACTCATTCCCACAATATGGCAGCTCTGTATCAAACTGAGC
TTCCAAATGGCTGTCAAAACATTCCCTTCTTTTGCAAGAGGGAAACGTCAGGTTATGCTCCTTTCCCGTGTACAGTTGAT
GCAGAACCCATCTCTGTGGTTCCGAATAAAAAATCTAGGCATGACGATCCGAACTCTAGTAATGCAAATGGTTCAGAGG
ATTCAACTACAACTCATGATCTTTGCACAACAAATATGTCCTCTGCACTTGTTGAAATCCCTTTATTAGAGTCTCTCGATCC
CAAAGAAAATCATCCGAATAAACTGACGGCATTTGATTCGGCTATTCTTGAGAAATCTGTGCCTCCGGGGTACTTGAAGT
TCATCAACAATCTGGAAAAGCGAGATCCTCAATGTTTCTATGGAGAGGGAGACGCTGAAGATTGA
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>AvNAC071 | Symbols: R_transcript_16797 | NAC domain containing protein

ATGGCCCACGAATTGGCGGCAATTGTCCCTTCGCCGCCGCCGACGTCGCTGGCGCCGGGGTTCCGGTTCCACCCGA
CGGACGAGGAGCTGGTGCAGTACTACCTCAAGCGCAAGGCCTGTGCGAAGCCCTTCCGATTCGAAGCCGTTTTGGA
AATCGATGTCTACAAATCTGAGCCCTGGGAGCTTGCTTGTCATTCAAGGCTTAAGAGCCGAGACCTAGAGTATTACTTC
TTTAGCCCTGTAGATAGAAAGTATGGGAATGGATCTCGGTTGAATCGAGCCACTGGAAAAGGGTATTGGAAGGCCACT
GGAAAGGATCGGTCAGTACGTCACAAGGGCCAGACAATTGGGATGAAGAAAACCCTTGTGTTTCATGGGGGACGGG
CTCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACAGGCTTGCTGACAGAGATTTGGAGAGAGATGGGGTA
TCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAAATGCGGATCGATATGCTCCAT
TTATTGAGGAGGAATGGAATGATGATGTGCCAATGGTGATTCCTGGAGAAGAAGAGCCTGGATATGAGATGGTAAATG
CTGATGATTCAAAAGTGGAAGGGAATGACTTTGAGCAGGATACTCATTCCCACAACATGGCAGCTCTGTATCAAACTG
AGCTTCCAAATGGTTGTCAAAACGTTCCCTTCTTTTGCAAGAGGGAAACGTCAGGTTATGCTCCTTTCCCATGTACAG
TTGATGCAGAACCCATCTCTGTGGTTCCGAATAAAAAATCTAGGCATGAGGATCCGAACTCCAGTAATGCAAATGGTT
CAGAGGACTCAACTACGACAACTCATGATCTTTGCACAACAAATACGTCCTCTGCACTTGTCGAAATCCCTTTATTAG
AGTCTCTCGATCCCAAAGAAAATCATCCGAATAAACTGACTGCATTTGATTCGGCTAATCTTGAGAAATTTGTGCCTCC
AGGGTACTTGAAGTTCATCAACAATCTGGAAAACGAGATCCTCAATGTTTCTATGGAGAGGGAGACGCTGAAGATCG
AAGTGATGAGGGCCCAGGCCATGATTAATGTTCTTCAATCGCGCATTGAGCTTCTGAACAAGGAAAATGAGGACCTG
AAAAGGGCCGGTTGA

>AvNAC072 | Symbols: R_transcript_16893 | NAC domain containing protein

ATGGCCCACGAATTGGTGAAAATTGTCCCGCCGCCGCCGACGTCGCTGGCGCCGGGGTTCCGCTTCTATCCGACGG
ACGAGGAGCTGGTGCAGTACTACCTCAAGCGCAAGGCCTATGCGAAGCCCTTCCGATTCGAAGCCGTATCGGAAAT
CGATGTCTACAAATCTGAGCCCTGGGAGCTTGCTTGTCATTCAAGGCTGAATAGCCGAGACCTGGAGTATTACTTCTT
TAGCCCTGTAGATAGAAAGTATGGGAATGGATCTCGGTTGAATCGAGCCACTGGTAAAGGGTATTGGAAGGCCACTG
GAAAGGATAGGTCAGTACGTCACAAGGACCAGACAATTGGGATGAAGAAAACCCTAGTGTTTCATAGTGGACGGGC
TCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACAGGCTTGCTGACAGAGATTTGGAGAGAGCTGGGGTA
ACACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTCTAGGACCACCAAATGCGGATCGATATGCTCCA
TTTATCGAGGAGGAATGGAATGATGATGTGTCGATGGTGATTCCTGGTGAAGAAGAGCCTGTAAATGCTGATGATTCA
CAAGTGGAAGGGAATGACTATGAGCAGGATACTCATTCCCACAACATGGCAGCTCTGTGTCAAACTGAGCTTCCAA
ATGTTTGTCAAAACATTCCCTTTTTTTTCAAGAGGGAAAGGCCAGGTTATGCTCCTTTCCCGTGTACAGTTGATGCTG
AGCCCATCTCTGTGGTTCCAAATAAAAAATCTAGGCATGACAATCCAAACTCCAGCAATGCAAATGGTTCAGAGGAC
TCAACTACAACAACTCACGATCTTTGCACAACAAATACGTCCTCTGCACTCGTCGAAATACCATTATTAGAGTCTCTC
GATCCCAAAGAAAATCGCCCAAATAAACTGACGGCATTTGATTCGACTAATCTTGAGAAATCTGTGCCTCCCGGGTA
CTTGAAATTCATCAACAATCTGGAAAACGAGATCCTTAATGTTTCTATGGAGAGGGAGACGCTGAAGATCGAAGTGA
TGAGGGCACAAGCCATGATTAACATGCTTCAATTGCGCATTGATCTTCTGAATAAGGAAAATGAGGACCGACCTGAA
AAGGGTCTGTTGAGAAGTTTATCTACCTTTGGCGCTCGCGTAATATGA

>AvNAC073 | Symbols: R_transcript_37237 | NAC domain containing protein

ATGGCCCACGAATTGGTGAAAATTGTCCCGCCGCCGCCGACGTCGCTGGCGCCGGGGTTCCGCTTCCATCCGACG
GACGAGGAGCTGGTGCAGTACTACCTCAAGCGCAAGGCCTATGCGAAGCCCTTCCGATTCGAAGCCGTATCGGAA
ATCGATGTCTACAAATCTGAGCCCTGGGAGCTTGCTTGTCATTCAAGGCTGAATAGCCGAGACCTGGAGTATTACTTC
TTTAGCCCTGTAGATAGAAAGTATGGGAATGGATCTCGGTTGAATCGAGCCACTGGTAAAGGGTATTGGAAGGCCAC
TGGAAAGGATAGGTCAGTACGTCACAAGGACCAGACAATTGGGATGAAGAAAACCCTAGTGTTTCATAGTGGACGG
GCTCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACAGGCTTGCTGACAGAGATTTGGAGAGAGCTGGG
GGTAACACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTCTAGGACCACCAAATGCGGATCGATATG
CTCCATTTATCGAGGAGGAATGGAATGA

>AvNAC074 | Symbols: R_transcript_56738 | NAC domain containing protein

ATGAAGAAAACCCTTGTGTTTCATGGGGGACGGGCTCCAGATGGCAAGCGGACTAACTGGGTCATGCATGAGTACA
GGCTTGCTGACAGAGATTTGGAGAGAGATGGGGTATCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGT
GGTTTAGGACCACCAAATGCGGATCGATATGCTCCATTTATTGAGGAGGAATGGAATGATGATGTGCCGATTGTGATTC
CTGGAGAAGAAGAGCCTGGATATGAGATGGTAAATGCTGATGATTCACAGGTGGAAGGGAATGACTTCGAGCAGGA
TACTCATTCCCACAATATGGCAGCTCTGTATCAAACTGAGCTTCCAAATGGCTGTCAAAACATTCCCTTCTTTTGCAAG
AGGGAAACGTCAGGTTATGCTCCTTTCCCGTGTACAGTTGATGCAGAACCCATCTCTGTGGTTCCGAATAAAAAATCT
AGGCATGACGATCCGAACTCTAGTAATGCAAATGGTTCAGAGGATTCAACTACAACTCATGATCTTTGCACAACAAAT
ATGTCCTCTGCACTTGTTGAAATCCCTTTATTAGAGTCTCTCGATCCCAAAGAAAATCATCCGAATAAACTGACGGCAT
TTGATTCGGCTATTCTTGAGAAATCTGTGCCTCCGGGGTACTTGAAGTTCATCAACAATCTGGAAAACGAGATCCTCA
ATGTTTCTATGGAGAGGGAGACGCTGAAGATTGAAGTGATGAGGGCCCAGGCCATGATTAATGTTCTTCAATCGCGC
ATTGAGGTTCTGAACAAGGAAAATGAGGACCTGAAAAGGGCCGGTTGA
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>AvNAC075 | Symbols: R_transcript_69341 | NAC domain containing protein

ATGCAGCTCTTTCATGTCCAATATACTGTTTCTCGTGTTGTTATATCTCTCTTCCAATCCCTCTCCCTATTTTATGGACCT
TCAGGTCATTCAAGGCTTAAGAGCCGAGACCTAGAGTATTACTTCTTTAGCCCTGTAGATAGAAAGTATGGGAATGG
ATCTCGGTTGAATCGAGCCACTGGAAAAGGGTATTGGAAGGCCACTGGAAAGGATCGGTCAGTACGTCACAAGGG
CCAGACAATTGGGATGAAGAAAACCCTTGTGTTTCATGGGGGACGGGCTCCAGATGGCAAGCGGACTAACTGGGT
CATGCATGAGTACAGGCTTGCTGACAGAGATTTGGAGAGAGATGGGGTATCACAGGATGCATTTGTGCTGTGCAGA
ATTTTTCAAAAAAGTGGTTTAGGACCACCAAATGCGGATCGATATGCTCCATTTATTGAGGAGGAATGGAATGATGAT
GTGCCAATGGTGATTCCTGGAGAAGAAGAGCCTGGATATGAGATGGTAAATGCTGATGATTCAAAAGTGGAAGGGA
ATGACTTTGAGCAGGATACTCATTCCCACAACATGGCAGCTCTGTATCAAACTGAGCTTCCAAATGGTTGTCAAAAC
GTTCCCTTCTTTTGCAAGAGGGAAACGTCAGGTTATGCTCCTTTCCCATGTACAGTTGATGCAGAACCCATCTCTGT
GGTTCCGAATAAAAAATCTAGGCATGAGGATCCAAACTCCAGTAATGCAAATGGTTCAGAGGACTCAACTACGACA
ACTCATGATCTTTGCACAACAAATACGTCCTCTGCACTTGTCGAAATCCCTTTATTAGAGTCTCTCGATCCCAAAGAA
AATCATCCGAATAAACTGACTGCATTTGATTCGGCTAATCTTGAGAAATTTGTGCCTCCAGGGTACTTGAAGTTCATC
AACAATCTGGAAAACGAGATCCTCAATGTTTCTATGGAGAGGGAGACGCTGAAGATCGAAGTAATGAGGGCCCAG
GCCATGATTAATGTTCTTCAATCACGCATTGAGCTTCTGAACAAGGAAAATGAGGACCTGAAAAGGGCCGGTTGA

>AvNAC076 | Symbols: R_transcript_13655 | NAC domain containing protein

ATGGCTCTGGATCAGGCTTCGCTGGCTCCTGGGTTTCGGTTCCACCCAACTGATGAAGAACTGGTGGTTTACTACC
TGAAGCGCAAAATCTCCGGAAAAACCTTCCGCTTCGACGCCATCGCCGAAATTGACGTCTACAAGTCCGAACCCT
CGGACCTCCCAGATAAATCGAGGCTGAAGAGCAAAGACTTGGAGTGGTACTTTTTCAGTTTACTAGATAAGAAGTA
TGGTAATGGGTCAAGGACGAATAGGGCTACTGAAAGAGGGTACTGGAAGACTACCGGGAAGGATAGACCAGTCC
TCCACAAGGCCCAGACAGTGGGCATGAAGAAAACGCTTGTTTATCACAGTGGTCGGGCTCCACGGGGTGAGAGG
ACTAATTGGGTGATGCATGAGTACAGACTCATTGATGAACAGCTGGAGAAATCTGGGAATTTTCAGGATGCATTTGTC
TTGTGCAGAATATTTCAGAAGAGTGGTTCAGGTCCAAAGAATGGGGAGCAGTATGGAGCACCATTTATTGAGGAGG
AATGGGAGGAGGAGGAACTGGTTATGGTTCCTGGCAAGGAGGCTGCTGAGGATGAGGATGCCTACGTTAATGGAA
ATGACATTGATCAGATTTTTGGTGTAAACATTCCATCAGAAGATGGTCCTCCTCTTCCCTTCAGCTTCTATTATGGAGA
TGATAGCAGTAATGTCCAGAAGCATGTGGACTTTGTCGACGGCGCTCAAAAGCTTTTGGTGCCTGACAGTGAAAG
TTACTATAGCCCAGAGCAACCTACTGACATGAAGTTACTCGATTTTCCAGTGGAAAATCATATGGATACAACTCCGG
TGAAGGATGAATATACTGGTGAATCAAGCAATACTGTCAATTCTGTGGATGCAGATTACTTGCTCGATGAGCCATTCT
TTGATGCTACCAATTACTTTCCATTTGGTTTTGAGGAGTTCCTAGGAAACTAA

>AvNAC077 | Symbols: R_transcript_15641 | NAC domain containing protein

ATGAAAAAGACGCTTGTGTTTCATAGTGGGCGAGCTCCAGACGGCAAGCGAACCAATTGGGTAATGCATGAGTAC
CGACTTGTTGATGGAGCAGCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAA
ATGGGGATAGGTATGCTCCATTCATTGATGAGGAATGGGATAATGATGCATCACTGCTGGTGCCGGGGAGAAGAGG
CTGGGGATGA

>AvNAC078 | Symbols: R_transcript_80139 | NAC domain containing protein

ATGGCTCACAATTTGGGGGAAATCGCTCCACCACCTCAACCGCCGGTGGCGGCTGCAGCGACGTCGCTGGCGCC
GGGGTTTCGGTTCCACCCGACGGACGAGGAATTGGTGCAGTACTATCTCAAGCGCAAGGCTTGTGGTAAGCCCTT
TCGCTTCGAAGCCGTCTCCGAAATCGATGTCTACAAATCGGAGCCTTGGGAGCTTTCAGGCCATTCAAGGCTGAAA
ACCCGAGATCTAGAGTGGTATTTCTTTAGCCCTGTGGATAGGAAGTATGGTAATGGATCTCGGTTGAATCGTGCCACT
GGGAAAGGGTACTGGAAGGCCACTGGAAAGGATCGGCAAGTGCGTCACAAGGGTCAGACAATTGGGATGAAAAA
GACGCTTGTGTTTCATAGTGGGCGAGCTCCAGACGGCAAGCGAACCAATTGGGTAATGCATGAGTACCGACTTGTT
GATGGAGCAGCACAGGTGGAGATTGTTTTGTGTTATAAATAA

>AvNAC079 | Symbols: R_transcript_82604 | NAC domain containing protein

ATGGCTCACAATTTGGGGGAAATCGCTCCACCACCTCAACCGCCGGTGGCGGCTGCAGCGACGTCGCTGGCGCC
GGGGTTTCGGTTCCACCCGACGGACGAGGAATTGGTGCAGTACTATCTCAAGCGCAAGGCTTGTGGTAAGCCCTT
TCGCTTCGAAGCCGTCTCCGAAATCGATGTCTACAAATCGGAGCCTTGGGAGCTTTCAGGTCCTGCCTCCCCCCCC
TTCTCTCTCTCTCTCATTGGATTTTCTTTGTGGAGTGTTTCTGTTTCTAGTTTTTTTTTGTGTGTGTGGATGTGGATGAAT
TGCTTGTTTGATAGGGGAAATGACAGGGTTCAATTATCTGTTTTTCAAATCTTGCTTTGA
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>AvNAC080 | Symbols: R_transcript_94099 | NAC domain containing protein

ATGGCTCACAATTTGGGGGAAATCGCTCCACCACCTCAACCGCCGGTGGCGGCTGCAGCGACGTCGCTGGCGCC
GGGGTTTCGGTTCCACCCGACGGACGAGGAATTGGTGCAGTACTATCTCAAGCGCAAGGCTTGTGGTAAGCCCTT
TCGCTTCGAAGCCGTCTCCGAAATCGATGTCTACAAATCGGAGCCTTGGGAGCTTTCAGGCCATTCAAGGCTGAAA
ACCCGAGATCTAGAGTGGTATTTCTTTAGCCCTGTGGATAGGAAGTATGGTAATGGATCTCGGTTGAATCGTGCCAC
TGGGAAAGGGTACTGGAAGGCCACTGGAAAGGATCGGCAAGTGCGTCATAAGGGTCAGACAATTGGGATGAAAA
AGACGCTTGTGTTTCATAGTGGGCGAGCTCCAGACGGCAAGCGAACCAATTGGGTAATGCATGAGTACCGACTTG
TTGATGGAGCAGCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAAATGGGG
ATAGGTATGCTCCATTCATTGATGAGGAATGGGATAATGATGCATCACTGCTGGTGCCGGGAGAAGAGGCTGGGG
ATGAGATGGTAAATGGTGATGATGCACAAGTAGAAGGAAATGATCTTGAACAGGTTTGTGCTCACCTGACACCAT
GCTGTGGCTCAAAAATCATATTGGGTGCTGTTATGCGTGATTTATTTATTTTCCCATATTGCTTTACATGCAAGTTAAA
TCAGTACCAAGAGTCTAAGAGTGATTCAACGCACAAACATAATCCCATAGTACATAATATATAA

>AvNAC081 | Symbols: R_transcript_95060 | NAC domain containing protein

ATGGCTCACAATTTGGGGGAAATCGCTCCGCCGCCTCAACCGCCGGTGGCGGCTGCAGCGACGTCGCTGGCGC
CGGGGTTTCGGTTCCACCCGACGGACGAGGAATTGGTGCAGTACTATCTCAAGCGCAAGGCTTGTGGTAAGCCC
TTTCACTTCGAAGCCGTCTCCGAAATCGATGTCTACAAATCGGAGCCTTGGGAGCTTTCAGGCCATTCAAGGCTG
AAAACTCGAGATCTAGAGTGGTATTTCTTTAGCCCCGTGGATAGGAAGTATGGTAATGGATCTCGGTTGAATCGTG
CCACTGGGAAAGGGTACTGGAAGGCCACTGGAAAGGATCGGCAAGTGCGTCATAAGGGTCAGACAATTGGGAT
GAAAAAGACGCTTGTGTTTCATAGTGGGCGAGCTCCAGATGGCAAGCGAACCAATTGGGTAATGCATGAGTACC
GACTTGTTGATGGAGCAGCACAGGATGCATTTGTGCTGTGCAGAATTTTTCAAAAAAGTGGTTTAGGACCACCAA
ATGGGGATAGGTATGCTCCATTCATTGATGAGGAATGGGATAATGATGCATCACTGGTGGTGCCGGGGGAAGAGG
CTGGGGATGAGATGGTAAATGGTGATGATGCACAAGTGGAAGGAAATGAGCTTGAACAGGATATTCATTCCACGA
ACAAATCTCCTCTGCGTCTAGCTGAGCTTCCAAATCTTTCTGAAACTGTTCCATTTGTTTGCAAGAGGGAAAGGTC
CGAAGATTGTCCTTTACCAGGGATAGCCAATCCAGAAACCCTCTCTTTGGTCCCAAATAAAAGAACGAAGAACGA
TGATCCTAACTCCAGCAATGCAAATGGTTCGGAAGATTCAAACACAACACCACCAGATCTTTGTATATCTACAACC
ACAACCACCACGAGAACAACAAATTTTTCCTCCACACTATTGGAGTTCCCGTTGTTAGAGCCTGTCGAACCCAA
GGAAAACATTCCGAATAACCTGCATGCATTTGACGCATCGAATCTTGAGAAATCCGTGCCTCCTGGTTATTTGAAA
TTTATCAGCAATTTGGAAAATGAGATCCTTAACGTTTCCATGGAGAGGGAGACGTTGAAGATTGAATTGATGAGAG
CTCAAGCAATGATCAACATTCTTCAATCGCGTATTGATCTTGTGAACAGGGACAATGAAGAACGGAGAAGGGTTG
TTCGAGATGTGTAG

>AvNAC082 | Symbols: R_transcript_100635 | NAC domain containing protein

ATGGCTCACAATTTGGGGGAAATCGCTCCGCCGCCTCAACCGCCGGTGGCGGCTGCAGCGACGTCACTGGCGCCG
GGGTTTCGGTTCCACCCGACGGATGAGGAATTGGTGCAGTACTATCTCAAACGCAAGGCTTGTGGTAAGCCCTTTCA
CTTCGAAGCCGTCTCCGAAATCGATGTCTACAAATCGGAGCCTTGGGAGCTTTCAGGTCCTGCCCCCCCCCCCCCCC
CCCCCCCCCCCTCTCTCTCTCTCTCTCTCTCACTGGATTTTCTTTGTGGAGTGTTTCTGTTTCTAGTTTGTTTGTTTGTTG
TGTGTGTGTGGATGTGGATGAATTGCTTGTTTGATAGTGGAAATGACGGGTTTGGGGTTCAATTATCTGTTTTTCGAATC
TTGCTTTGA

>AvNAC083 | Symbols: R_transcript_54585 | NAC domain containing protein

ATGGAGATGCAAGGAGAAGAGGGAGTGTCGATGAAGGAAGAAAAACTACCACCAGGATTTAGGTTCCATCCAACAGA
TGAAGAACTAATCACTTATTATCTCATAAATAAGATCTCCGATGCCAACTTTACGGCAAGGGCCGTCACCGATGTTGATCT
AAACAAATCTGAACCATGGGATCTTCCAGGAAAAGCGAAGATGGGAGAGAAAGAATGGTATTTCTTCAGCCTAAGAGA
CCGGAAATACCCAACGGGAGTGAGAACAAACAGAGCAACAAACACGGGATACTGGAAGACGACGGGGAAAGACAA
GGAGATATTCAACAGTGTGAGCTCAGAGTTAGTTGGAATGAAGAAAACATTAGTATTCTACAGAGGGAGAGCTCCCAG
AGGAGAGAAAACGAATTGGGTCATGCATGAATATCGTATCCATTCTAAATCTGCCATTAGAACCCCCAAGCAGGATGCA
TGGGTCGTTTGTCGTGTGTTCCAGAAGAGCGCAGGCGCGAAAAAGTACCCCTCAAACCACTCCTCATCAAGAGCAGC
ACTACTCAATCCCTACAGTCTCGAAATAGGTCCAAGTGCCGCCATGCACTACTCACAGATGTTGCAGGCCGCGGAGGC
TTGTCAGTTTCCTTCCGTAGGAAGAAACCACATGATGAGCAATGAAATGGCAGAACACATGTCTTCTAGGGTTTTAAGAT
CCAACCCATCAACTAGCTTAGTCAACTTTCCAATTCAACCCCAACTCATAAACTATCCCCCGGAAGCAGCTGCAGGATG
CTTCACTATTTCCGGTTTGAACTTGAACCTCGGAGGAGGAGGGGGAGCAACCTCCTCAGGTTTCCATCCACCACCACC
ACCGGTAGTGATGAATCAGCAAGATCATCATGCGAGTTCCAGCATTTTCAGTGGAGGTCTTGCAAGTGAAGCAGTCTAT
GGTACTGCAGAGGTGACCGCTAATAATAATGCAAATCATGTGGCCAACACCAATAGATTCATGACCATGGATCACTGTCT
TGAACTTGATAACTACTGGCCAGCTCCCTATTAA
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>AvNAC084 | Symbols: R_transcript_86053 | NAC domain containing protein

ATGCAAAGAGAAGAGGGAGTGTCGATGAAGGAAGAAAAACTACCACCAGGGTTTAGGTTTCATCCAACAGATGAAGA
ACTGATCACTTATTATCTCATAAATAAGATCTCTGATGCTAACTTTACGGCAAGGGCCGTCACCGATGTTGATCTAAATAAA
TCTGAACCGTGGGATCTTCCAGGAAAAGCGAAGATGGGAGAGAAAGAATGGTATTTCTTCAGCCTAAGAGATAGAAAA
TACCCAACGGGAGTGAGAACCAACAGAGCAACAAACACGGGATACTGGAAGACGACGGGGAAAGACAAGGAGATA
TTCAACAGTGTAACCTCAGAGTTAGTTGGCATGAAGAAAACATTAGTATTCTACCGAGGGAGAGCTCCCAGAGGAGAG
AAAACGAATTGGGTCATGCATGAATATCGTATCCATTCTAAATCTGCCTTTAGAACTACCAAGCGCGATGAATGGGTAGT
TTGTCGCGTATTCCAGAAAAGTGCAGGCGGGAAAAAGTACCCCTCAAACCACTCCTCATCAAGAGCACCACTACTCA
ATCCCTACAGTCTCGAAATAGGTCCAAGTGCCACCATGCACTACTCCCAGATGTTGCAGGCCGTGGAGGCTTGTCAGT
TTCCCTCCCTAGGAAGAAACCACATGATGATGAGCAATGAAATGGCAGAACACATGTCTTCTAGGGTTCTAAGATCCG
GCACCTGCAACTCATCAACTAGCTTAGTCAACTTTCCAATTCAACCCCAACTCATAAACTATGCCCCGGAAGAAGAAG
AAGCAGCAGCAGGATTCTTCACTATTTCTGGTTTGAACTTGAACCTTGGGGGAGGAGGAGGAGCAACCTCCTCAGG
TTTCCGTCCACCACCACCACCACCACAGGTAGTGATGAATCAGCAAGATCATGTGAGTTCCAGCATGTTCAGTGGAA
CTCTTGCAAGTGAAGCAGTCTATGGTACTCCAGAGGCGACCACTAACAATGCAAATCATGCGGCCAACAACAATAGA
TTCATGACAATGAATCATTGTCTTGAACTTGATAACTACTGGCCAGCTCCCTATTAA

>AvNAC085 | Symbols: R_transcript_90949 | NAC domain containing protein

ATGGACATGCAAGGAGACGAGGGAGTGTCGATGAAGGAAGAAAAACTACCACCAGGGTTTAGGTTTCATCCAACAG
ATGAAGAACTAATCACTTATTATCTGATAAATAAGATCTCCGATGCTAACTTTACGGCAAGGGCCGTCACCGATGTTGAT
CTAAACAAATCTGAACCATGGGATCTTCCAGGAAAAGCGAAGATGGGAGAGAAAGAATGGTATTTCTTCAGCCTAAG
AGACCGGAAATACCCAACGGGAGTGAGAACAAACAGAGCAACAAACACGGGATACTGGAAGACGACGGGGAAAG
ACAAGGAGATATTCAACAGTGTGAGCTCAGAGTTAGTTGGAATGAAGAAAACATTAGTATTCTACCGAGGGAGAGCTC
CCAGAGGAGAGAAAACGAATTGGGTCATGCATGAATATCGTATCCATTCTAAATCTGCCATTAGAACTCCCAAGCAGGA
TGCATGGGTCGTTTGTCGTGTGTTCCAGAAGAGCGCAGGCGCGAAAAAGTACCCATCAAACCACCACTCCTCATCAA
GAGCAGCACTACTCAATCCCTACAGTCTCGAAATAGGTCCAAGTGCTGCCATGCACTACTCACAGATGTTGCAGGCCG
CGGAGGCTTGTCAATTTCCTTCCGTTGGGAGAAACCACATGATGAGCAATGAAATGGCAGAACACATGTCTTCTAGGG
TTTTAAGATCCAACCCATCAACTAGCTTAGTCAACTTTCCAATTCAACCCCAACTCATAAACTATCCCCCGGAAGCAGC
TGCAGGATGCTTCACTATTTCCGGTTTGAACTTGAACCTTGGAGGAGGAGGAGGAGGAGGAGGAGCAACCTCCTCA
GGTTTCCATCCACCACCACCACCGGTAGTGATGAATCAGCAAGATCATCATGTGAGTTCCAGCATTTTCAGTGGAGGT
CTTGCAAATGAAGCAGTCTATGGTACTGCAGAGGTGACCGCTAATAATAATGCAAATCATGTGGCCAACACCAACAGA
TTCATGACTATGGATCATTGTCTTGAACTTGATAACTACTGGCCAGCTCCCTATTAA

>AvNAC086 | Symbols: R_transcript_96411 | NAC domain containing protein

ATGGACATGCAAGGAGACGAGGGAGTGTCGATGAAGGAAGAAAAACTACCACCAGGGTTTAGGTTTCATCCAACAG
ATGAAGAACTAATCACTTATTATCTGATAAATAAGATCTCCGATGCTAACTTTACGGCAAGGGCCGTCACCGATGTTGAT
CTAAACAAATCTGAACCATGGGATCTTCCAGGAAAAGCGAAGATGGGAGAGAAAGAATGGTATTTCTTCAGCCTAAG
AGACCGGAAATACCCAACGGGAGTGAGAACAAACAGAGCAACAAACACGGGATACTGGAAGACGACGGGGAAAG
ACAAGGAGATATTCAACAGTGTGAGCTCAGAGTTAGTTGGAATGAAGAAAACATTAGTATTCTACCGAGGGAGAGCT
CCCAGAGGAGAGAAAACGAATTGGGTCATGCATGAATATCGTATCCATTCTAAATCTGCCATTAGAACTCCCAAGGTA
CCTTAA

>AvNAC087 | Symbols: R_transcript_42641 | NAC domain containing protein

ATGATAAATAATCAGTTGGGTTCGATTAGTAGCTCTGATCTTATTGATGCGAAGCTTGAGGAGCATCAACTGTGTGGATC
CAAACAGTGCCCTGGTTGTGGACACAAGCTTGAAGGAAAGCCGGATTGGGTAGGTCTACCAGCAGGAGTGAAGTTT
GATCCAACAGACCAAGAATTGATAGAGCATCTTGAAGCAAAGGTAGAGGCTAAAGACTCTAAATCTCACCCTTTGATT
GATGAGTTCATCCCCACCATTGGAGGAGAAGATGGGATTTGCTACACTCATCCTGAAAAACTCCCAGGAGTCACAAG
GGATGGCTTGAGCAAGCATTTCTTCCACAGGCCTTCCAAGGCCTACACAACTGGTACAAGAAAGAGAAGGAAAATT
CAAACCGAATGTGACTTGCAAGGGGGCGAAACCCGGTGGCACAAGACCGGGAAAACAAGGCCGGTGATGGTGAA
TGGGAAGCAAAAGGGGTGCAAGAAGATCCTGGTTTTGTACACGAACTTTGGGAAGAACAGAAAACCTGAAAAGAC
AAACTGGGTGATGCACCAGTACCACCTAGGGCAACATGAGGAGGAGCGGGAAGGGGAGCTTGTGGTGTCGAAGA
TATTTTACCAGACGCAACCGAGGCAGTGCAACTGGGCGGAGAGGGGCGGTGCTGCTGCCACGGGAGACGGCAGT
GGGGAGGCTAGTAGTAGGAGTTGTTCTTCTAAAGAAATTGTGATCAGTACTCAAAGAGATGAAATGGGTGTTGTTGG
GGTTGGTGCTACAATTTCTAGTTATGGTGCCATGGACATGCAACAATTGAAGGCTGACCATTTTAGCTTCACCCCATT
TAGAAAAAGCTTTGATGAGGTAGGAGTGGGTGAGGCTTCAACACTAAGGGAGGCACCGGTACAAGTCACGTGCG
AGGCACGTGACATCCATGAGCAGCACATGACTCATCACGTGACTATCCCCCATGAGCATCACCAACATCAACATCAA
CATCCACATCAGCATCACCAGATTGGTGGGGCCACAACAGCATTCCACGTCAGTAGGCCTTCACACCCAATCTCCA
CCATCATCTCTCCTCCTCCTCCTTCCCTCCACCACACCTCAATCATGCTCGATGAGGCCTCTTTTCATGTCCCAAGAAT
TCTCCTTCCAAACGAGAATTTCCAGCAACAACAGCAGCAGCAGCAACAACATCATAAGTTGGGAGGGAGGTCTGG
GTCTGGATTGGAGGAGCTCATAATGGGCTGCACATCGACTGATATCAAAGAAGAGTCATCCATCACAAACCCACAAG
AAGCAGACTGGTTGAAGTACTCCACCTTCTGGCCTGACCCTGACAACCAAGATCATCATGGGTAG
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>AvNAC088 | Symbols: R_transcript_50235 | NAC domain containing protein

ATGATAAATAATCAGTTGGGTTCGATTAGTAGCTCTGATCTTATTGATGCGAAGCTCGAGGAGCATCAACTGTGTGGAT
CCAAACAGTGCCCTGGTTGTGGACACAAGCTTGAAGGAAAGCCGGATTGGGTAGGTCTACCAGCAGGCGTGAAGT
TTGATCCAACAGACCAGGAATTGATAGAGCATCTTGAAGCAAAGGTAGAGGCTAAAGACTCTAAATCTCACCCTTTG
ATTGATGAGTTCATCCCCACCATTGGAGGAGAAGATGGGATTTGCTACACTCATCCTGAAAAACTCCCAGGAGTCAC
AAGGGATGGCTTGAGCAAGCATTTCTTCCACAGGCCTTCCAAGGCCTACACAACTGGTACAAGAAAGAGAAGGAA
AATTCAAACCGAATGTGACTTGCAAGGGGGCGAAACCCGGTGGCACAAGACCGGGAAAACAAGGCCGGTGATGG
TGAATGGGAAGCAAAAGGGGTGCAAGAAGATCCTGGTTTTGTACACGAACTTTGGGAAGAACAGAAAACCTGAAA
AGACAAACTGGGTGATGCACCAGTACCACCTAGGGCAACATGAGGAGGAGCGGGAAGGGGAGCTTGTGGTGTCG
AAGATATTTTACCAGACGCAACCGAGGCAGTGCAACTGGGCGGAGAGGGGCGGTGCTGCTGCCACGGGAGACGG
CAGTGGGGAGGCTAGTAGTAGGAGAGAGAGTGGGGGGAGTGGGAGTTGTTCTTCTAAAGAAATTGTGATCAGTACT
CAAAGAGATGAAATGGGTGTTGTTGGGGTTGGTGCTACAATTTCTAGTTATGGTGCCATGGATATGCAACAATTGAAGG
CTGACCATTTTAGCTTCACCCCATTTAGAAAAAGCTTTGATGAGCAGGTAGGAGTGGGTGAGGCTTCAACACTAAGGG
AGGCACCGGTACAAGTCACGTGCGAGGCACGTGACATCCATGAGCAGCACATGACTCATCACGTGACTACCCCCCAT
GAGCATCACCAACATCAACATCAGCATCCACATCATCATCACCAGATTGGTGGGGCCACAACAGCATTCCACGTCAGT
AGGCCTTCACACCCAATCTCCACCATCATCTCTCCTCCTCCTCCTTCCCTCCACCACACCTCAATCATTCTCGATGAGG
CCTCTTTTCATGTCCCAAGAATTCTCCTTCCAAACGAGAATTTCCAGCAACAACAGCAGCAGCAGCAGCAGCAGCAA
CAACATCATAAGTTGGGAGGGAGGTCTGGGTCTGGATTGGAGGAGCTCATAATGGGCTGCACATCGACTGATATCAAA
GAAGAGTCATCCATCACAAACCCACAAGAAGCAGACTGGTTGAAGTACTCCACCTTCTGGCCTGACCCTGACAACC
AAGATCATCATGGGTAG

>AvNAC089 | Symbols: R_transcript_94297 | NAC domain containing protein

ATGATAAACAATCAGTTGGGTTCGATTAGTAGCTCTGATCTTATTGATGCGAAGCTTGAGGAGCATCAACTGTGTGGAT
CCAAACAGTGCCCTGGTTGTGGACACAAGCTTGAAGGAAAGCCGGATTGGGTAGGTCTACCAGCAGGAGTGAAGT
TTGATCCAACAGACCAAGAATTGATAGAGCATCTTGAAGCAAAGGTAGAGGCTAAAGACTCTAAATCTCACCCTTTGA
TTGATGAGTTCATCCCCACCATTAAAGGAGAAGATGGGATTTGCTACACTCATCCTGAAAAACTCCCAGGAGTCACAA
GGGATGGCTTGAGCAAGCATTTCTTCCACAGGCCTTCCAAGGCCTACACAACTGGTACAAGAAAGAGAAGGAAAAT
TCAAACCGAATGCGACTTGCAAGGGGGCGAAACCCGGTGGCACAAGACCGGGAAAACAAGGCCGGTGATGGTGA
ATGGGAAGCAAAAGGGGTGCAAGAAGATCCTAGTTTTGTACACAAACTTTGGGAAGAACAGAAAACCTGAAAAGA
CGAACTGGGTGATGCACCAGTACCACCTAGGGCAACATGAAGAGGAGCGGGAAGGGGAGCTTGTGGTGTCAAAG
ATATTTTACCAGACGCAACCGAGGCAGTGCAACTGGGCAGAGAGGGGCGGTGCTACTGCCACGGGAGAGGGCAG
TGGGGAGGCTAGTAGTAGGAGAGAGAGTGGGGGAAGTGGGAGTTGTTCTTCTAAAGAAATTGTGATCAGTACTCAA
AGAGATGAAATGGCTGCTGTTGGGGTTGGTGCTACAATTTCTAGTTATGGTGCCATGGACATGCAACAATTGAAGGC
TGACCATTTTAGCTTCACCCCATTTAGAAAAAGCTTTGATGAGGTAGGAGCGGGTGAAGCTTCAACACTAAGGGAGG
CACAGGTACAAGTCACGTGCGAGGCACGTGACATCCATGAGCAGCACATGACTCATCACGTGACTAGCCCCCATGA
GCTTCACCAACATCCACATCAGCATCCACATCAGCATCAGCAGATTGGTGGGGCCACAACAGCATTCCACGTCAGTA
GGCCTTCACACCCAATCTCCACCATCATCTCTCCTCCTCCTCCTTCCCTCCACCACACCTCCATCATTCTCGATGAGG
CCTCTTTTCATGTCCCAAGAATTCTCCTTCCAAATGAGAATTTCCAGCAACAGCAGCAGCAACAGCAACATCAACAT
CATAAGTTGGGAGGGAGGTCTGGGTCTGGATTGGAGGAGCTCATAATGGGCTGCACATCAACTGATATAAAAGAAG
AGTCATCCATCACAAACCCACAAGAAGCAGACTGGTTGAAGTACTCCACCTTCTGGCCTGACCCTGACAACCAAG
ATCATCATGGGTAG

>AvNAC090 | Symbols: R_transcript_73092 | NAC domain containing protein

ATGAGGAAAACTTTGGTGTTCTACCAAGGCAGAGCACCCAAGGGACGAAAAACTGATTGGGTCATGCACGAATTCC
GGCTCGAGGGACCCCTTGGTCTTCCAATCACTTCTTCTCTCAAGGTAGATTGGGTATTGTGTAGGGTATTCTACAAAAA
CAGAGAAGTTGCTGCCAAACAAGGCATTGGAAGCAGCCTAAATGATGACACAATTAGCTCTTCCTCTCTCCCACCCCT
TATGGATTCCTACATCACCTTTGACCAAACTCAAACCGACAATAACAACATCACAAATGATCTGGTATGA

>AvNAC091 | Symbols: R_transcript_92394 | NAC domain containing protein

ATGTTTGTTGACGAGTTCATCCCAACAATTGACAAAGGTGATGGAATATGCTACACACATCCAGAAAATCTTCCTGGTG
CAAAAAAAGATGGCACTAGTATCCACTTCTTTCATAGAACTACCAATGCATATGCTACTGGTCAACGAAAACGCCGTAA
GATTCACAATCAACATAGTTTGACAAAGGAGGATGTCCGCTGGCACAAGACAGGTAAGACCAAGCCTGTGGTGGAAA
ATGGAGTGCACAAGGGTTATAAAAAGATCATGGTTCTTTATAGCATTCCAAAGAAGGGTTCCAAGCCTGATAAGTCTAA
CTGGGTAATGTACCAATATCATCTGGGGACTGATGAAGATGAGCAAGAAGGACAATATGTAGCATCAAAAATCTTTTATC
AGCAGCAAAAGCAAAGCGTCAACAATGATATATCTCAAGTTGTCAAAGATTCTGATATGGGGTCGATTCGAACTAGTCC
CCGGACTCCAAGGACAAACACTCCCAATCCAACTCGGCCAGGAAGATCTGTTTCATGTGATGATGCCACTGATGATTA
TGCACCCCAGCCATCAGCACAGGAAGCAGAGGTTGTCAGAGAACCATCTCATCCTTCTTCTGCTCATTTTTGTGATGA
TGTGGAGACGCAAACTTGTTTGGCAGGCGAGTCACAAGCTGTTGGCAGCGATGGTGTGGATGACTCGTTTTTATGCA
ATGAGATTTTCAATTCCTATGTTACTCTTGATGATTCGGGACTAAATGGTGGTGCTTTTGATGGCTTTGCTCGCTTCACAA
ATGATATTCCTGGGGTAGATAATAAAGTAAGTTGTGGAATTGTCGATCTTGAGAACCTAGAACTAGATACCCCACCAGAT
TTCCAGCTTGCAGACTTGCAGTTTTGCTCTCAAGACAGTGTTTTTGGTTGGTTAGACCGTTTATAG
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>AvNAC092 | Symbols: R_transcript_12933 | NAC domain containing protein

ATGGGAGGGGCATCGCTGCCACCAGGGTTTCGTTTCCACCCGACTGATGAGGAACTCGTTGGGTATTACCTAAAGAG
AAAAGTTGAGGGGCTTGAGATTGAACTCGAAGTCATTCCCGTGATCGATTTGTACAAATTCGATCCGTGGGAATTGCC
AGAGAAATCGTTCCTTCCAAAGCGCGATTTGGAGTGGTTTTTCTTCTGTCCCCGGGATAGGAAGTACCCAAATGGATC
GCGAACGAATCGTGCCACCAGAGTTGGCTACTGGAAAGCCACCGGTAAGGACCGGAAAGTGGTCTGTCAGTCATC
GCTGACTGGGTACCGAAAAACCCTAGTCTTCTACCGTGGACGGGCCCCAATGGGAGACAGAACAGATTGGTTAATG
CACGAGTATCGCCTCTGTGATGATCTCTCTCAAGGGTCACCAAGTTTTCAGGAAAAGCGAATTAAAGTAACGTAA

>AvNAC093 | Symbols: R_transcript_63861 | NAC domain containing protein

ATGGGAGGGGCGTCGCTGCCACCGGGGTTTCGTTTCCACCCGACTGATGAGGAACTCGTTGGGTATTACCTAAAGA
GAAAAGTTGAGGGGCTTGAGATTGAACTCGAAGTCATTCCCGTGATCGATTTGTACAAATTCGATCCTTGGGAATTGC
CAGAGAAATCGTTCCTTCCAAAGCGCGATATGGAGTGGTTTTTCTTCTGTCCCCGGGATAGGAAGTACCCAAATGGAT
CGCGAACGAATCGTGCCACCAGAGTCGGCTACTGGAAAGCCACCGGTAAGGACCGGAAAGTAGTCTGTCAGTCAT
CGGTGACTGGGTCCCGAAAAACCCTAGTCTTCTACCGTGGACGGGCCCCAATGGGGGACCGAACAGATTGGTTAAT
GCACGAGTATCGCCTCTGTGATGATCTCTCTCAAGGGTCACCAAGTTTTCAGGGAGCTTTTGCCTTGTGCCGGGTGAT
TAAAAAGAATGAGACACAGAAAACAAGTGATGTCCATGGGGAATCAAAAGCTAAGGGGGTTGGAAGCAGTTCGAGC
AACGGGGATTTTACCTCAACAGGAATGTCAAGTGACCCTGTAATCATCTCTGATGACACGACCTTTCAAACGAACCAA
CTATGCAATGGCAGTAATTTTTCTAGCCCTGTTAGTTCTCCATATCCTACCATGCCAATGATGGAGAATGAACCATTTTCG
ATGGGGACTAATCCCAGTAACCTCTGGGTATCACCGGATTTGATCCTCGATTCTTCAAGGGAATTTTCACAAGGGCAAG
GTGCATGTGGGTACTTCCCGGGATATGAGTTTCCAAATTCGATGACTCAATGGCAACCATATAATCAGTATGAGTTCTCG
CCCAGTTCGTCCTTATCAAATTTTACACAGGGAGTTGAACTCAGTGATGGTCTAAGTCGAATCAATAGCATGTCGTCTTA
CATGGGTTTTTATGGAAATGAGGATATGCCATTGCCATATGAAGGATTTGAAACTTGGGAACAAGCTCCAATTCACAGG
CAGAGTAGCGGAGATGGGAGTTTGGCGGAAATTGGCGGTATATGGTCACAGGACGATAATATGGTTGTTGTCATGTGA

>AvNAC094 | Symbols: R_transcript_85819 | NAC domain containing protein

ATGGGAGGGGCATCGCTGCCACCAGGGTTTCGTTTCCACCCGACTGATGAGGAACTCGTTGGGTATTACCTAAAGAG
AAAAGTTGAGGGGCTTGAGATTGAACTCGAAGTCATTCCCGTGATCGATTTGTACAAATTCGATCCGTGGGAATTGCC
AGAGAAATCGTTCCTTCCAAAGCGCGATATGGAGTGGTTTTTCTTCTGTCCCCGGGATAGGAAGTACCCAAATGGATC
GCGAACGAATCGTGCCACCAGAGTTGGCTACTGGAAAGCCACCGGTAAGGACCGGAAAGTGGTCTGTCAGTCATTG
GTGACTGGGTACCGAAAAACCCTAGTCTTCTACCGTGGACGAGCCCCAATGGGGGACAGAACAGATTGGTTAATGC
ACGAGTATCGCCTCTGTGATGATCTCTCTCAAGGGTCACCAAGTTTTCAGGGAGCTTTTGCCTTGTGTCGGGTGATTA
AAAAGAATGAGACACAGAAAACAAGTGATGTCCATGGGGAATCAAAAGCTAAGGGGGTTGGAAGCAGTTCGAGCA
CTGGGGATTTTACCTCAACGGGAATGTCAAGTGACCCTGTGATCATCTCTGATGACATGACCTTTCAAACGAACCAAC
TATGCAATGGCAGTAATTTTTCTAGCCCTGTTAGTTCTCCATATCCTATCATGCCAATGGTGGAGAATGAACCATTTTCGA
TGGGGAATAATCCCAGTAGCCTCTGGGTATCACCGGATTTGATCCTCGATTCTTCAAGGGAATTTTCACAAGGACAAG
GTGCATGTGGGTACTTCCCGGGATATGAGTTTCCAAATTCAACGACTCAATGGCAACCATATAATCAGTACGAGATATC
GCCCAGTTCGTCGTTATCAAATTTTACACAGGGAGTTGAACTCGGTGATGGTCTAAGTCAATTCAATAGCACGTCATCT
TACATGGGCTTTTATGGAAATGAGGATATGCCATTGCCATATGAAGGTTATGACCACCAGACCGATTCACCAAGAAATC
CAAACCCCTTCTGA

>AvNAC095 | Symbols: R_transcript_58057 | NAC domain containing protein | chr22:8771932-8781003 Forward LENGTH=315

ATGATGATCCTTGGTGCTTTAGGGAAGTCGAAGCTGAAGAGCAGGGACTTGGAGTGGTACTTTTTTAGTGCACTGGA
TAAGAAGTATGGGAATGGGTGGAGGACGAACAGGGCTACAGAAAGAGGGTACTGGAAGACAACAGGGAAAGACC
GTCCAGTCGTCCACAAGTCACGGACAGTTGGGATGAAGAAAACGCTTGTTTATCACATTGGTCGGGCTCCATGGGG
TGAGAGAACCAATTGGGTGATGCATGAGTACAAGCTTGTTGACGAGGAGTCGGAGAAAACTGGAAATGTTCAGGTG
AGAATTGTATGA
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>AvNAC096 | Symbols: R_transcript_79749 | NAC domain containing protein

ATGGACCTCGATCCGGCACCAGCCGCAACTTCGCTCGCTCCAGGGTTTCGGTTCCACCCCACAGATCAAGAGCTAA
TTGGGTACTACCTGAAGCGCAAAGTGTGTGGAAAGCCCTTTCGCCTCGACGCCATCTCCGAAATCGACATATACAAG
TCCGAGCCCTGGGACCTCCCAGGGAAGTCGAAGCTGAAGAGCAGGGACTTGGAGTGGTACTTTTTTAGTGCACTG
GATAAGAAGTATGGGAATGGGTGGAGGACGAACAGGGCTACAGAAAGAGGGTACTGGAAGACAACAGGGAAAGA
CCGTCCAGTCGTCCACAAGTCACGGACAGTTGGGATGAAGAAAACGCTTGTTTATCACATTGGTCGGGCTCCATGG
GGTGAGAGAACCAATTGGGTGATGCATGAGTACAAGCTTGTTGACGAGGAGTCGGAGAAAACTGGAAATGTTCAG
GATGCACTTGTGTTGTGCAAAATATTTCAGAAGAGTGGTTCAGGGCCGAAGAGTGGGGAGCAGTATGGGGCTCCTT
TTGTTGAGGAGGAATGGGAAGATGACGAATTGGTTATGGTTCCTGGCAAGAAAGTTGCGGACGAAGTGACCGTTG
GTGATGATGCCTATCTTGATGGAAATGACCTTGAGCAGATTCTCGGGGCAGACATTCCATCTGAAGATGTTCCCCTT
CCTTTGAGCTTCTATTATGAGGATGATAATGGTTATGTCCAGGAGCCTGCAGACTTTGACGATGATGCTCAAAAGTTT
TTGTTGGATATGGGTGGCAGTTACTGTGCTCCAGAGCAGCCTGATGACCAACATTTGTTTGATTTTCCAGTGCAAAA
TGATATATATACAAAACCAGTTAGGCATGAATATATTGGTGAACCAAGCAATACTGTGGATTCTGTGGATGCTGATTAC
TTGCTTGATGAGCCATTCATGGATGCTAATGATAACACTCAATTTGATGATGGATCATTCTTGGAAACTAATGACCTTT
CGAACCCCGTTAAGACTGAATCTTCTGGTTTTGACATGGTAGAAGATTACCTTACCTTCTTTGATGCAGATGACAAC
TCACCGTATATGACCTTGGATTCTTCAAAGATGATCAGAAATGAGAACCTTGATTCCCACCAAACATCTCTCACTCA
AAAGTGTGTTTACGGAGGAGCACAACAAGAGACCATGGGAGACCAACAGCTGTTACAAGGACACGACATTGAC
GTTGCATCAACCTCAAAGAAAGAGACTGGAAAATACGGATCAGAAATACAACACCCATTTATCAAGCAGGCAAGT
TGTATGCTCTCGTCCAAAGATGCTGCTCGTCAGTTAAGTTCCACATCTCGTGCCTCAAGTTCAATCCGTGTTACTG
CCGGTATCATCCATATAAGAAATATTACCTCAACTGGCAATGGAACCTACTGGTCGCCCGGCAAGCATGTGGATG
TTAGTATCGTCCTTTCTTTCGGCCTGTCATATGATGATTCAAGTTATGCCAGTTTGGAGTCAATGGATGATACACTTT
TAGGCAAGGCTGGTTCAACTTCGTCTTGGGGCTGGTTCTACCTGATATTTCTTTGGTTCCTGATTATTTCGTTGAGT
TTCAAAATTGGGACTTACATCTACGCGGGCAAGGCCTCATGA

>AvNAC097 | Symbols: R_transcript_14929 | NAC domain containing protein

ATGGACATGCAAGGAGACGAGGGAGTGTCGATGAAGGAAGAAAAACTACCACCAGGGTTTAGGTTTCATCCAACA
GATGAAGAACTAATCACTTATTATCTGATAAATAAGATCTCCGATGCTAACTTTACGGCAAGGGCCGTCACCGATGTTG
ATCTAAACAAATCTGAACCATGGGATCTTCCAGGAAAAGCGAAGATGGGAGAGAAAGAATGGTATTTCTTCAGCCTA
AGAGACCGGAAATACCCAACGGGAGTGAGAACAAACAGAGCAACAAACACGGGATACTGGAAGACGACGGGGA
AAGACAAGGAGATATTCAACAGTGTGAGCTCAGAGTTAGTTGGAATGAAGAAAACATTAGTATTCTACCGAGGGAGA
GCTCCCAGAGGAGAGAAAACGAATTGGGTCATGCATGAATATCGTATCCATTCTAAATCTGCCATTAGAACTCCCAAG
CAGGATGCATGGGTCGTTTGTCGTGTGTTCCAGAAGAGCGCAGGCGCGAAAAAGTACCCATCAAACCACCACTCCT
CATCAAGAGCAGCACTACTCAATCCCTACAGTCTCGAAATAGGTCCAAGTGCTGCCATGCACTACTCACAGATGTTG
CAGGCCGCGGAGGCTTGTCAATTTCCTTCCGTTGGGAGAAACCACATGATGAGCAATGAAATGGCAGAACACATGT
CTTCTAGGGTTTTAAGATCCAACCCATCAACTAGCTTAGTCAACTTTCCAATTCAACCCCAACTCATAAACTATCCTCC
GGAAGCAGCTGCAGGATGCTTCACTATTTCCGGTTTGAACTTGAACCTTGGAGGAGGAGGAGGAGGAGGAGGAG
CAACCTCCTCAGGTTTCCATCCACCACCACCACCGGTAGTGATGAATCAGCAAGATCATCATGTGAGTTCCAGCATT
TTCAGTGGAGGTCTTGCAAATGAAGCAGTCTATGGCACTGCAGAGGTGACCGCTAATAATAATGCAAATCATGTGGC
CAACACCAACAGATTCATGACTATGGATCATTGTCTTGAACTTGATAACTACTGGCCAGCTCCCTATTAA

>AvNAC098 | Symbols: R_transcript_101459 | NAC domain containing protein

ATGTCGGAGGACATGAATCTATCTGTAAATGGTCAGTCTCAGGTCCCTCCAGGTTTCCGATTTCATCCTACAGAAGAG
GAGCTTCTTCACTACTACTTGAGGAAGAAAGTGGCTTCCGAGAAGATAGACCTTGATGTAATTCGCGACGTTGATCTT
AACAAGCTGGAGCCTTGGGATATTCAAGAGAAGTGCAAAATAGGATCCACCCCACAAAATGATTGGTACTTTTTCAGC
CACAAAGACAAAAAATACCCAACGGGGACTCGAACAAATCGTGCGACTGCAGCTGGGTTTTGGAAGGCCACTGGT
CGTGACAAGGTGATATACAGTAGCTTGAGAAGAATTGGAATGAGGAAGACACTGGTGTTCTACAAAGGACGGGCTC
CACATGGGCAAAAATCAGATTGGATCATGCATGAATACAGGCTAGATGATCATAGCTCCCATGAGGCCACCGCTAATC
ATGTGGGAGGAGACTCATTGCCTGAAGAAGGCTGGGTGGTTTGCCGTGTTTTCAAGAAGAAAAATTACCACAAGGC
CCTAGAGAGCCCCCAAAGCTCCTCACCAACTTCCATGGACTTAAGATCCCAGATAATCCGCAATTCGACCAATAACG
ATGGCATACTTGATCAGATTCTTCACTACATGGGCAAGTCTTGCAAGCAGGAGACCCAAACAATCACTAACCCCAATA
ACGGCCACATGCTTTACCTCCCCTCATTCAACACGGCCATCGATGCCCTACAAGATCGGTTTACGCATCTCCCGAGG
CTGGAGACTGCTCCAACTAACTCTCCCTTCGATCACGAAGCCCTGGACGACATGTTTCTTGAGACGGAGCCTTCTTG
CACCGAGCAAGGCAGTGGTCAGAGAGATTGGGTTGTGCTTGACCGGCTCGTGGCCTCCCAGCTCAATGGCCAAGA
CACATCCAACGATGATTTCTGTTTTCCGGTGGATCACAACGTACAATTATCACATCTACGTTCGAATAAAGTACTCAATA
ATGTTCAACCACCTTGTCAGGGCTACAGTAGCGAGATCGATCTTTGGAACTTTGCACGTTCATCGTCGGCATCCTCATC
TGACCCACTCTGCCACCTGTCGGTATAA
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>AvNAC099 | Symbols: R_transcript_39496 | NAC domain containing protein

ATGGAGGAATCAGCATCTGAGGTTGATCAATTGCCGGGATTTCGGTTCCACCCCACCGAGGAAGAACTCATCAACTTC
TACCTTAAAAACATGATTTTTGGCAAAAGAATGTGCTTCGACATAATTGGTGTCCTCAACATCTACCATTATGTTCCCAGC
GACTTGCCCAGGCTAGCCAAGATTGGAGAGAGGGAGTGGTACTTCTTTGTGCCAAGGGACAGAAAACATGGACATG
GAGGGAGGCCAAACAGGACCACTGAAACTGGGTTCTGGAAGGCAACGGGTTCGGATCGCAAGATTTTGAGCTCAA
CTGACCCAAAGAAGATGATAGGATTAAAAAAGACTCTGGTGTTCTATAAGGGTAGAGCACCCCGTGGCTGCAAAACC
GATTGGATCATGAATGAGTATCGTCTGCCTGATACTTACCCCTCACCCAAGGACATGGTGTTGTGCAAGATATATAGGA
AGGCAACCTCCATGAAGGTTTTGGAACAGAGAGCAGCAATGGAAGAAGAAATGAAAACATTTCATCAACTTGAACC
TTCACCTCCAATGACACCACCAATGGACACGATCTCCTTTAGCAGCAGCCAACATGAAGACTACTTTATGGCACCCAT
GGCTTCACACAATGACATGGCCTTCAAAATAGAAGATGAATTTGAAGACGAAAACCGATTCATAGTACAAGAGAAAA
GAGAAGTTGCTTCTCTCCATTTGCCATTAGGGAAAGAGAAGTTGCCAGAGCTTCAAGTGCCAAGGTTTAGCGTGGA
CTGGACCCAAGACCCATTCTGGACACAGCTACGAAGCCCGTGGCTTGACAATTTGACCCCTTATGCTAATGTGCTAA
ATTTCTAA

>AvNAC100 | Symbols: R_transcript_95695 | NAC domain containing protein

ATGGTGGCCAATATGATGGGGTTGCCTCCAGGGTTTAGATTTCATCCCACAGATGAAGAAATCATCTCCGACTATGTTACA
CAAAAGGTTATGAACACCACCTTCACTGCAATAGCCGTTGCAGAAGTTGATCTCAATAAGATTGAACCATGGGATTTACC
AAAGAAAGCGAAGATGGGGGAGAAGGAATGGTACTTCTTTTGCCAGAGGGACAGGAAGTACCCCACGGGGATGAGA
ACAAACAGAGCTACAGAATCTGGGTACTGGAAGGCGACGGGGAAGGACAAGGAGATTTACAAGGGTAAAAAGGGAA
ATTGCTTGATGGGGATGAAGAAGACCCTGGTGTTCTACAAAGGGAGAGCTCCCAAAGGAGAGAAATCCAATTGGGTCA
TGCACGAATATAGGCTAGAAGGAAAATTCTCGTACTACAACTTTCCTAAACCAGCAAAGGATGAATGGGTTGTGTGTAG
GGTTTTCCACAAGAACACGGTAATCAAAAGAAGTCCAATTACGAGAATGAACTCCTTTGCGGTGGATGATTTGCTTGAT
TACCCTAATTCGTTGCCACCTCTAATCGACCCTCCTCCTTACTCCAACAGCGACAGACCGGCCGGTTGTTCAAGCTTTA
CAGAGTACAGTGAAGACGACCACGATATCAAGGGGAAAGCTACCGTTTCATCATCATCGGCTGCAAGATCGTCAGATG
GCGGAGATTACTTCTCCTACCTGAGCAACGACCAAAATAATGACTTTATAGCCCATAATAGTAGTCACCAAGCCCGACT
AGGTTATTCAACACACGGCTCCACTTTCTACCCTCAGATTCAGATTTCGAACACCAACTTTCCTTTCCAAGCCTCTCCA
GATGATCTTGTTGGCCGATACGTGCACCAAGAGAGAATGAGGGTACCTGTCCCAAACTTTACAGGGTCGATGAGCTA
CATGAATACGGATCAAGCCATTTTAAGATCAGCAAAACGCGAGGCAAGTCATGGCAATATGGCCACCGGCAGCGAGA
TATCCTCGTCCGGATTAGAAGTGTCGATGAAAGATATCAGAAGCAGCGCCATCAGCAGCATCAGGTCTTATGATGATC
AAGACCTTGAGGAACCTTCCGTTGGAGGACTTGACCCCATTTCAGATCTTGATTATCTATTGAATTACTAA

>AvNAC101 | Symbols: R_transcript_13398 | NAC domain containing protein

ATGAAGGTTACCGATGATGCTTCGTGTTTTGGAGGTGGAGGCTGTTGGCCGCCTGGGTTTCGGTTCCACCCGACGGA
CGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTGGCCGGCGCCTGAAGCTCGACATCGTCGGCGAGACT
GATGTCTACAAGTGGGACCCGGAGGAGTTGCCTGGGCTCTCCAAATTGAAAACTGGGGACAGGCTATGGTTCTTTTT
TAGCCCAAGGGACAGGAAGTACCCGAATGGAGCAAGGTCAAATAGGGCAACAAGGCAGGGGTATTGGAAAGTAAC
TGGGAAGGACCGCACTATAACATGTAGTTCTCGTGCTGTTGGGGTGAAGAAAACTCTGGTTTTCTACAAAGGCCGTG
CGCCTGCTGGTCAACGCACGGATTGGGTGATGCACGAGTATACTTTGGACGAGGAGGAGCTCAAGAGATGCCAGAC
CGCCAAGGATTATTATGCTCTCTATAAGGTCTACAAAAAGAGTGGACTTGGTCCCAAGAATGGTGAGCAGTATGGAGC
TCAATTCAGAGAAGAAGACTGGGCTGATGATGATAACACAATTGTTAATGATCATGCTAACCTTGAAACTCCAGTGAAG
CAAGTTAACGACATTGCTTCTGTTGACAATACCAGAACTAATGGTCAAGTGCAGTCCGGACTTAATGTCCTTGATGAGT
TTATGAGCCAAAATGCAGTGGAGTCTCTACTTGTCCAACCTCTTGGTGTACATTTTGGTTATGCACTGCATGAGTTTGTT
GATGAGGAAGAAAACCAAAGTAGCTTGGTGGATCAATCCTTTAGGGAAACCGATTTGCAAGAAAGGAGCATGGTACT
CCAACAAAGCTGGCAGCAAAATGATGTGCAGCCTAGCTTTGACCTGACTCAGTCAGCCACCTCTCAGTTGCAACTTTA
TGAGAAACCTGAAGTTACATCTGCCCCAATCATTTCGAGACAGGAATCTCATGACAGCGAGCTGGAAGATTATATTGAA
ATGGATGATCTCATTGGCCCAGGACCTACCGTTCAAAACATGGACAATGATCTCATTGGCCCAACACCTACCGTTGACA
AACCTGTGGAGAATCTTCACTTTGATGGGTTCAGTGAGCTAGATTTATTCCATGATGCAGCCATGTTTATTCGAGATATGG
GTCCGATTAATCCAGAAATACTTGCTCACTCATATAGTAACAATTTTCAAAACAAAATGGTTAACCAATTGGATTGTCAAC
TTCAACCGTATTCCAGTTATTCAAGTGAGAGCAACGGTCAGCTGTGGATGCATGGTCAAAACAACATTGATACACCACC
AGAATACAATCAGGGGGTTGTTCATCCGCCAACTTCAGGTGTGGTATGTGACTGTAGTTCTGCAAGTCTTCCTTCTGGA
GTATATGAAAATGAAAACCAAAGCCAAAGCCAAAACCAAAACCAAAACCAAAACCAAAGTGGCAATGTAGACGATGG
TGGAGACTCATGGTTAACTTCTGCATTGTGGTCCTTTGTGGAATCTGTACCAACCACTCCGGCATCCGCTTCAGAGGGT
GCTGCTTTGGTGAATAGGGCTTTTGAACGAATGTCCAGCTTCGGTAGAGTGAGAGCAAGTGCCGGAGACACAAGTGT
AGCTGCAGGTAACCCTGTTGCAACTCTGCGCAGGTCCGGCAGTCGTCATAGTAGGGGATTTTTCTTTTATGCATTTCTT
GGAGTGTTGTGTGCCATATTGTGGGTATTGATCAGAACATCTGTAAGAGTATTGACTCGATACATATCTTCATGA
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>AvNAC102 | Symbols: R_transcript_95502 | NAC domain containing protein

ATGACGGTTCCTGAGGATGCTGCGTGCTTCGGAGACGGAGGGTGTTGGCCTCCGGGGTTTCGGTTTCACCCGACGG
ACGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTCGCCGGCGCCTGAAGCTCGACATCATCGGAGAGAC
AGACGTATACAAGCGGGACCCGGAGGAGTTACCTGGGCTCTCCAAATTGAAAACTGGGGACAGGCAATGGTTCTTT
TTTAGCCCAAGGGACCGGAAGTACCCGAATGGAGCAAGGTCAAATAGGGCAACCAGGCAGGGGTATTGGAAAGCC
ACTGGGAAGGACCGCACCATAACATGTAATTCTCGTGCTGTTGGGGTGAAGAAAACTCTGGTTTTCTACAAAGGCCG
TGCGCCTGTTGGTGAACGCACGGATTGGGTGATGCACGAGTATACTTTGGATGAGGAGGAGCTCAAGAGATGCCAG
ACTGCCCAGGATTACTATGCTCTCTATAAGGTCTTCAAAAAGAGTGGACCCGGTCCCAAGAATGGTGAACAGTATGG
AGCTCCTTTCAGAGAAGAAGACTGGGCTGATGATGATAACACAATTGTTAATGATCATGCTAAACCTGAGACTCCTGT
GAAGCAAGTTAACTGCATTGCCTCTGTTGACAATACCAGAACTAATTGTCAAGTGCAGTTCGCATTTAATGACTTTGAT
GAGTTCATGAACCAAATCGCAGATGAGCCTCTGCTTGTCCAACCTCTTGGTGTAGTAGATTTTGGTTATGCACTGCAC
GAGGTTGTTGGTGAGGAAGAAAACCAAAGTAGCTTGGTGGATCAATCCTTTAGGGAAGCCAATTTGCAAGAAAGGA
GCATGGTACTCCAACCAAGCTGGCAGCAAAATAATGTGCAGCCTAGCTTTGACCTTACTCAGTCAGCCACCTCTCAG
TTGAAACTTTGTGAGACACCTGAGGTTACATCTGCTTCAATCATTTCGAGGCAGGAATCTCATGAGAGCGAGCTGGA
AGATTTTATTGAAATGGATGATCTTGTTGACCCTGGACCTACCGTTCAAAACATGGCCAATGATCTCATTGGCCCAACA
CCTACTGTTGACAAGCCTGTGGAGAATCTTCAGTTTGATGAGTTTGATGGATTAAGTGAGCTAGATCTATACCACAATA
CAGCCATGTTTATTAGAGATATGGGTCTGATTAATCCAGAAGCACTTCCTCACTCTTATGGTAACAATCTTCAAAGCGA
AATGGTTAACCAATATTCAAGTGAGATCACCGGTGAGCTGTGGATGCATGGCCAAAACAACTTCGATACACCAGCAG
TGTACGATCAGGGGGTTGTTCTTCCGCCAACTTCAGGTGTGGTATGTGATGGTAGTTCTCCAAGTCTTGCTTCTGGAG
TATGTGAAAACCAAAACCAAAGTGGCAATACGGACAATGGTGGATACTCTTGGTTCACTTCTGCATTGTGGTCCTTTG
TGGAGTCTGTACCAACTGCTCCGGCATCAGCTTCAGAGGGTGCTGCTTTGATGAATAGGGCTTTTGAACGAATGTCC
AGCTTCGGTAGAGGAGCGAGAATTAGTGCTGGTGACACAAGTGTGGCTGCAGGTAACCCCGCTGCAAATCTGCAC
AGGTCTGGCAGTCGTTATAGTAGGGGATTTTTCTTTTATGCAATTCTTGGTGTGTTGTGTGCCATATTGTGGGTATTGAT
AGGAACATCTGTAAGAGTATTGACTAGATACATATCTTCATGA

>AvNAC103 | Symbols: R_transcript_100431 | NAC domain containing protein

ATGACGGTTCCTGAGGATGCTGCGTGCTTCGGAGACGGAGGGTGTTGGCCTCCGGGGTTTCGGTTTCACCCGACG
GACGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTCGCCGGCGCCTGAAGCTCGACATCATCGGAGAG
ACAGACGTATACAAGCGGGACCCGGAGGAGTTACCTGGGCTCTCCAAATTGAAAACTGGGGACAGGCAATGGTTC
TTTTTTAGCCCAAGGGACCGGAAGTACCCGAATGGAGCAAGGTCAAATAGGGCAACCAGGCAGGGGTATTGGAAA
GCCACTGGGAAGGACCGCACCATAACATGTAATTCTCGTGCTGTTGGGGTGAAGAAAACTCTGGTTTTCTACAAAG
GCCGTGCGCCTGTTGGTGAACGCACGGATTGGGTGATGCACGAGTATACTTTGGATGAGGAGGAGCTCAAGAGAT
GCCAGACTGCCCAGGATTACTATGCTCTCTATAAGGTCTTCAAAAAGAGTGGACCCGGTCCCAAGAATGGTGAACA
GTATGGAGCTCCTTTCAGAGAAGAAGACTGGGCTGATGATGATAACACAATTGTTAATGATCATGCTAAACCTGAGA
CTCCTGTGAAGCAAGTTAACTGCATTGCCTCTGTTGACAATACCAGAACTAATTGTCAAGTGCAGTTCGCATTTAATG
ACTTTGATGAGTTCATGAACCAAATCGCAGACGAGCCTCTGCTTGTCCAACCTCTTGGTGTAGTAGATTTTGGTTATG
CACTGCACGAGGTTGTTGGTGAGGAAGAAAACCAAAGTAGCTTGGTGGATCAATCCTTTAGGGAAGCCAATTTGC
AAGAAAGGAGCATGGTACTCCAACCAAGCTGGCAGCAAAATAATGTGCAGCCTAGCTTTGACCTGACTCAGTCAG
CCACCTCTCAGTTGAAACTTTGTGAGACACCTGAGGTTACATCTGCTTCAATCATTTCGAGACAGGAATCTCATGAG
AGCGAGCTGGAAGATTTTATTGAAATGGATGATCTCGTTGACCCTGGACCTACCGTTCAAAACATGGCCAATGATCT
CATTGGCCCAACACCTACTGTTGACAAGCCTGTGGAGAATCTTCAGTTTGATGAGTTTGATGGATTAAGTGAGCTA
GATCTATACCACAATACAGCCATGTTTATTAGAGATATGGGTCTGATTAATCCAGAAGCACTTCCTCACTCTTATGGTA
ACAATCTTCAAAGCGAAATGGTTAACCAATATTCAAGTGAGATCACCGGTGAGCTGTGGATGCATGGCCAAAACA
ACTTCGATACACCAGCAGTGTACGATCAGGGGGTTGTTCTTCCGCCAACTTCAGGTATACAGATTACTGAAAATG
GCACTGAGCACACGTTTCATTGGATACCACTCAATCTATGA

>AvNAC104 | Symbols: R_transcript_68016 | NAC domain containing protein

ATGACAGCTGATTTGCAGTTGCCACCTGGCTTCAGGTTCCATCCTACGGACGAGGAGCTAGTGATGCACTATCTC
TGCCGTAGGTGTGCGTCGCAGCATATTTCTGTTCCCATCATTGCCGAGATTGATCTCTACAAGTATGACCCGTGGG
ATCTTCCAGGTAATTTATAA
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>AvNAC105 | Symbols: R_transcript_15938 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGACTGATGCGGAGATCATTATGTCTTTGGAGGGAATGGA
AAAGGGATCTCCTATCCCTGTAAACGTCAGTGTAGATGTTAATCCTTACCAATACAAGCCCTTAAATTTACCTGCTGA
TATGTGGTACCTTCTACGCTCTGATCACAACAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGAGGCCAG
TGAGATATTTATGAACTCTGCCATCATTGGTTGGAGAAGTACTCTTGACTTTTATGAAGGCAGGGGCCCTCACGGAC
AGAGAACTAATTGGGTAATGCAAGAGTACAGGATTACTCGTAAAGGACCGTGCAGTTACAGCAACCCAAAGATGC
AGGAATCCAGGTTACTGTGCAGAGTCTTTCTTAGCAGCGGAGCAAGTCCCAACCCGGAAATGAAACTCAACGTG
GGTGGTTGTACTGGGAGCAACGACATTCATCCATCAGTTGTTCCCAAGAGTGGCAATACTTCCGGACAAGGTTGC
ATGAGCGAGTCCCAGGCAAGGAACAGGAATGACAACACAGGACAATTGGCTGTCCCTGGGGGACTTCCTATTAT
TCCTGAAGACACGGATGACGATGATTGTATTTCAAGAGGTGACTACTTGGAGTTGGCTGATCTTGTTGATGGCGAA
TCACTGTCTTCCAGTTCAGAAAATTCTAGTTGTGTGACCCCAACAGCAGACGAATTTTTTGATTCACTGGCCCTTTT
AAGAGACCTAGGAGCTAAAATTAGCCAAGATGAGAAGGGAAAGGACGCCAATGTCAAGTTAAGCGTTGCTGCAT
CGATCAAACCAAATGAGGTGGTTATGCGTCCAGCAAATTTGGGATCCCTTGTTAAAAACGATGGAAGGAAGTCAC
CAGCTGAAGCTATAGACAAGAATTTCCTGGACAAAAAGGTCCCAGAGAATGCTATCAGAAGCAAGGCTGCGCGA
AATTGGAATGAAGGCACATCGATTTCCATCAATGCGGCAACATCATCCCGCGGTCATAAGGCAATCCCACGAGGA
GAAAAGAAGTCTGTAGCTGGAAGGACTCGGAACTGTTGGATCCTCTAA

>AvNAC106 | Symbols: R_transcript_24316 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGGCCGATGAGGAGATCATTATGTCTTTGGAGAGAATGGA
AAAGGGATCTCCTATCCCTGTAAACGTCAGTGTAGATGTTAATCCTTATCAATACAAGCCCTTAAATTTACCTGCTGA
TATGTGGTACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAG
TGAGATATTTATGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGAC
AGAGAACTAATTGGGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAACCCAAAGTCAA
TTGCTGTTTTGGTGGATAAGATGCAGGAATCCAGGTTACTGTGCAGAGTCTTTCTTAGCAGCGAAGCAAGTCCCAA
CCCGGAAATGAAACTCAACGTGGGTGATTGTACTGGGAGCAACGACATTCATCCATCAGTTGTTCCCAAGAGTGG
CAGTACTTCTGGACAAGGTTGCATGAGCGACTCCCAGGCAAGGAACAGGAATGACAACACAGGACCATTGGCTG
TCCCTGGGGGACTTCCTATTATTCCTGAAGACACGGATGACGATGATTGTATTTCAAGAGGTGACTACTTGGAGTTG
GCTGATCTTGTTGATGGAGAATCACTGTCTTCCAGTTCAGATAATTCTAGTTGTGTGACCCCAACAGCAGATGAATTT
TTTGATTCACTGGCCCTTTTAAGAGACCTAGGAGCTAAAATTAGCCAAGATGAGAAGGGAAATGATGCCAATGTCA
AGTTAAGTGTTGCTGCATCGATCAAACCAAATGAGGTGGTTATGCGTCCAGCAAAATTGGGATCCCTTGTTAAAAA
CGATGGAAGGAAGTCACCAGCTGAAGCTATAGACAAGAATTTCCTGGACAAAAAGGTCCCAGAGAATGCTATCA
GAAGCAAGGCGATGCGAAATTGTAATGAAGGCACATCGAATTCCATCAATGTGGCAACATCATCCCGCAGTCATA
AAGCAATCCCACGAGGAGAAAAGAAGTCTGTAGCTGGAAGGACTTGGAACTGTTGGATTCTCTAA

>AvNAC107 | Symbols: R_transcript_30973 | NAC domain containing protein

ATGTGGTACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAGT
GAGATATTTATGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACA
GAGAACTAATTGGGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAACCCAAAGATGCA
GGAATCCAGGTTACTGTGCAGAGTCTTTCTTAGCAGCGAAGCAAGTCCCAACCCGGAAATGAAACTCAACGTGGG
TGATTGTACTGGGAGCAACGACATTCATCCATCAGTTGTTCCCAAGAGTGGCAGTACTTCTGGACAAGGTTGCATG
AGCGACTCCCAGGCAAGGAACAGGAATGACAACACAGGACCATTGGCTGTCCCTGGGGGACTTCCTATTATTCCT
GAAGACACGGATGACGATGATTGTATTTCAAGAGGTGACTACTTGGAGTTGGCTGATCTTGTTGATGGAGAATCACT
GTCTTCCAGTTCAGATAATTCTAGTTGTGTGACCCCAACAGCAGATGAATTTTTTGATTCACTGGCCCTTTTAAGAGA
CCTAGGAGCTAAAATTAGCCAAGATGAGAAGGGAAATGATGCCAATGTCAAGTTAAGTGTTGCTGCATCGATCAAA
CCAAATGAGGTGGTTATGCGTCCAGCAAAATTGGGATCCCTTGTTAAAAACGATGGAAGGAAGTCACCAGCTGAA
GCTATAGACAAGAATTTCCTGGACAAAAAGGTCCCAGAGAATGCTATCAGAAGCAAGGCGATGCGAAATTGTAATG
AAGGCACATCGAATTCCATCAATGTGGCAACATCATCCCGCAGTCATAAAGCAATCCCACGAGGAGAAAAGAAGTC
TGTAGCTGGAAGGACTTGGAACTGTTGGATTCTCTAA

>AvNAC108 | Symbols: R_transcript_31867 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGGCCGATGAGGAGATCATTATGTCTTTGGAGAGAATGGAAAA
GGGATCTCCTATCCCTGTAAACGTCAGTGTAGATGTTAATCCTTATCAATACAAGCCCTTAAATTTACCTGCTGATATGTGG
TACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAGTGAGATATTTA
TGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCCTCATGGACAGAGAACTAA
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>AvNAC109 | Symbols: R_transcript_41086 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGACTGATGAGGCGATCATTATGTCTTTAGAGGAAATGGAAAAG
GGATCTCCAAACCCTGAAAACGTCAGTGTAGATGTTAACCCTTACCAATGCAAGCCCATATATTTACGTGATGGTAGTTGG
TACCTTATACGCTCTGAAAACAACAAAAACTCAGAACATGGATTCTGGAGGGCCAGAGGGGAGGCCATTGAGATATTTAT
GAACTCTGTCATCAAAGGTTGGAGAACTACGCTTGACTTTTATGAAGGCCGAGCCCCTCACGGACAGAGAACGAATTG
GGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAATCCAAAGGAATCCAGTTTACTGTGCAGA
GTGTTTCTTAGCATCGAAGGTCCCAACCAAGAAACGAAACTCAACCTGGGTGGTAAAGAAATTGCTGGGGGCAACCAC
ATTCATCCAAAGCCATCAGTTGTTCCCGAGAGTGGCAGTACCACCGGACAACGCTACATGAGCGAGTCCCAGGCTAGG
AACAGGGATGACAACACAGGACCATTGGATGATGATGACATGAACTACGATGATTTTTTTTCAAGTGGCGACTACTTGGA
GTTGGATGATCTCGGTGATGGAGAATCAAAGTCTTCCAGTTCAGATAATTCTCTTTGTGTGACCTCGACATCAGACGAATA
TTTTGATTTAGAGGCCCTCTTAAGAGACCTAGGAGCGAACCGAGATGAGCAGGGAAAGGATGCCAATGTCAAGTTAAG
TGTTGCTGCGTTGATCAAACCAAATGATGTGGTTATGCGTCCATCAAATTTAGGATCCCTTGTTAAAAATGATGGAAGGAA
GTCACCAGCTAAAACCATAGACAAGAAATTCCTGGACAAAAAGGTCCCAGAGAATGCTATCAGAAGCAAGAAGGCAC
GAAAACGGAATGAGGGCACATCGAACTCCCATGATGTGGCAACATCATCCAGCAGTCATAAAGCAATCCCAAGAGAAA
AAAAGAAGGCTGTAGCTGGAAGGACTAAAAAGCTGAAGAAGTATTTGTGTTTCATGCCCTTTTAG

>AvNAC110 | Symbols: R_transcript_46223 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGGCCGATGAGGAGATCATTATGTCTTTGGAGAGAATGGAAAA
GGGATCTCCTATCCCTGTAAACGTCAGTGTAGATGTTAATCCTTATCAATACAAGCCCTTAAATTTACCTGCTGATATGTGG
TACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAGTGAGATATTTA
TGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACAGAGAACTAATTG
GGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAACCCAAAGATGCAGGAATCCAGGTTACT
GTGCAGAGTCTTTCTTAGCAGCGAAGCAAGTCCCAACCCGGAAATGAAACTCAACGTGGGTGATTGTACTGGGAGCA
ACGACATTCATCCATCAGTTGTTCCCAAGAGTGGCAGTACTTCTGGACAAGGTTGCATGAGCGACTCCCAGGTAGATTGA

>AvNAC111 | Symbols: R_transcript_65760 | NAC domain containing protein

ATGTGGTACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAGTGAG
ATATTTATGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACAGAGAAC
TAATTGGGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAACCCAAAGTCAATTGCTGTTTTG
GTGGATAAGATGCAGGAATCCAGGTTACTGTGCAGAGTCTTTCTTAGCAGCGAAGCAAGTCCCAACCCGGAAATGAAA
CTCAACGTGGGTGATTGTACTGGGAGCAACGACATTCATCCATCAGTTGTTCCCAAGAGTGGCAGTACTTCTGGACAA
GGTTGCATGAGCGACTCCCAGGCAAGGAACAGGAATGACAACACAGGACCATTGGCTGTCCCTGGGGGACTTCCTA
TTATTCCTGAAGACACGGATGACGATGATTGTATTTCAAGAGGTGACTACTTGGAGTTGGCTGATCTTGTTGATGGAGA
ATCACTGTCTTCCAGTTCAGATAATTCTAGTTGTGTGACCCCAACAGCAGATGAATTTTTTGATTCACTGGCCCTTTTAAG
AGACCTAGGAGCTAAAATTAGCCAAGATGAGAAGGGAAATGATGCCAATGTCAAGTTAAGTGTTGCTGCATCGATCAAA
CCAAATGAGGTGGTTATGCGTCCAGCAAAATTGGGATCCCTTGTTAAAAACGATGGAAGGAAGTCACCAGCTGAAGCT
ATAGACAAGAATTTCCTGGACAAAAAGGTCCCAGAGAATGCTATCAGAAGCAAGGCGATGCGAAATTGTAATGAAGGC
ACATCGAATTCCATCAATGTGGCAACATCATCCCGCAGTCATAAAGCAATCCCACGAGGAGAAAAGAAGTCTGTAGCT
GGAAGGACTTGGAACTGTTGGATTCTCTAA

>AvNAC112 | Symbols: R_transcript_98265 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGGCCGATGAGGAGATCATTATGTCTTTGGAGAGAATGGAAAA
GGGATCTCCTATCCCTGTAAACGTCAGTGTAGATGTTAATCCTTATCAATACAAGCCCTTAAATTTACCTGCTGATATGTGG
TACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGATGCCAGTGAGATATTTA
TGAACTCTGCCATGATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACAGAGAACTAATTG
GGTAATGCAAGAGTACAGGATTACTCGAAAAGGACTGTGCAGTTACAGCAACCCAAAGGTAAACCCCACCACCTGCT
ACTCCTTTGTGCTTTTTTTTTTTTCATGTAATTTTTATTTTATTTTCATCATCAATCCATCCTGCCAGTCAATTGCTGTTTTGGT
GGATAAGATGCAGGAATCCAGGTTACTGTGCAGAGTCTTTCTTAGCAGCGAAGCAAGTCCCAACCCGGAAATGAAACT
CAACGTGGGTGATTGTACTGGGAGCAACGACATTCATCCATCAGTTGTTCCCAAGAGTGGCAGTACTTCTGGACAAGG
TTGCATGAGCGACTCCCAGGCAAGGAACAGGAATGACAACACAGGACCATTGGCTGTCCCTGGGGGACTTCCTATTAT
TCCTGAAGACACGGATGACGATGATTGTATTTCAAGAGGTGACTACTTGGAGTTGGCTGATCTTGTTGATGGAGAATCA
CTGTCTTCCAGTTCAGATAATTCTAGTTGTGTGACCCCAACAGCAGATGAATTTTTTGATTCACTGGCCCTTTTAAGAGA
CCTAGGAGCTAAAATTAGCCAAGATGAGAAGGGAAATGATGCCAATGTCAAGTTAAGTGTTGCTGCATCGATCGAACC
AAATGAGGTGGTTATGCGTCCAGCAAAATTGGGATCCCTTGTTAAAAACGATGGAAGGAAGTCACCAGCTGAAGCTAT
AGACAAGAATTTCCTGGACAAAAAGGTCCCAGAGAATGCTATCAGAAGCAAGGCGATGCGAAATTGTAATGAAGGCA
CATCGAATTCCATCAATGTGGCAACATCATCCCGCAGTCATAAAGCAATCCCACGAGGAGAAAAGAAGTCTGTAGCTG
GAAGGACTTGGAACTGTTGGATTCTCTAA
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>AvNAC113 | Symbols: R_transcript_98456 | NAC domain containing protein

ATGTGGTACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGAGGGCAGTGA
GATATTTATGAACTCTGCCATCATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACAGAGA
ACTAATTGGGTAATGCAAGAGTACAGGATTACTCGAAAAGAACTGTGCAGTTATGGCAACCCAAAGGTAAACCCCACC
ACCTGCTACTCCTTTGTGCTTTTTTTTTTCATGTAA

>AvNAC114 | Symbols: R_transcript_100689 | NAC domain containing protein

ATGGCACCTCGCCCTCGTGATAGTATTGGTTTGTATTGGACCGATGAGGAGATTATTATGTCTTTGGAGGGAATGGAAAA
GGGATCTCCTATCCCTGTAAACGTCAGTGTGGATGTTAATCCTTACCAATACAAGCCCTTAAATTTACCTGCTGATATGTG
GTACCTTCTACGCTCTGATCACAAGAAAAACTCAGAACATGGATTCTGGACGGCCAGAGGGGAGGGCAGTGAGATATT
TATGAACTCTGCCATCATTGGCTGGAGAACTACTCTTGACTTTTATGAAGGCAGGGGCCCTCATGGACAGAGAACTAAT
TGGGTAATGCAAGAGTACAGGATTACTCGAAAAGAACTGTGCAGTTATGGCAACCCAAAGGTAAACCCCACCACCTG
CTACTCCTTTGTGCTTTTTTTTTTCATGTAA

>AvNAC115 | Symbols: R_transcript_19510 | NAC domain containing protein

ATGGCAGCAGAGTTGCAATTGCCCGCCGGATTCAGATTCCATCCGACGGATGAGGAGCTAGTGATGCACTATTTGTGCC
GTAGGTGTGCGTCGCAGCGGATTGCTGTTCCCGTCATTGCTGAGATTGATTTGTACAAGTATGACCCTTGGGACCTTCCA
GGATTGGCCTTGTACGGGGAGAAAGAATGGTACTTCTTTTCACCTAGGGACCGGAAATACCCAAACGGGTCGAGGCCG
AACCGGGCTGCTGGTAGTGGGTACTGGAAGGCCACAGGAGCCGATAAGCCTATCAAACCCACTGGGCATCCGAAGCC
CGTTGGAATTAAGAAGGCCCTGGTGTTTTACGCCGGAAAAGCTCCGAGGGGAGAGAAGACCAACTGGATCATGCACG
AGTACAGGCTGGCCGATGTGGACCGCTCGGCCCGCAAGAAGAGCCCTAGCCTAAGGCTGGATGATTGGGTCTTGTGC
CGCATATACAACAAGAAGGGCACCATCGAGAAGAGAAACGTCGGCGTCGCCAAGTTACCGGAAAGTTTTGAACAGAA
GCCGGAAATTCTGACAACCAACGGCTTAGCGCTTCCGCCGGTGATTTCGCCGGCGTCGGGTGTGTACAATGATTTTGT
GTACTTCGACACATCGGATTCGGTCCCGAGGCCGCACACGGACTCGAGCAGCTCGGAGCACGTGCTGTCGCCGGAG
ATCACGTGCGAGAGGGAGGTCCAGAGCGAGCCGGCCGACTGGGGGAGAAATGCCCTTGATTTTCCGTTTAATTACAT
GGATGCCACCATGGACAATGCCTTCGCTTCGCAGTTCCAGAGTAATCAGATGTCGCCGTTGCAGGATATGTTCATGTAC
CTACAGAAGCCATTCTAA

>AvNAC116 | Symbols: R_transcript_88888 | NAC domain containing protein

ATGGCAGCAGAGTTGCAATTGCCCGCCGGATTCAGATTCCATCCGACGGATGAGGAGCTAGTGATGCACTATTTGTGCC
GTAGGTGTGCGTCGCAGCGGATTGCTGTTCCCGTCATTGCTGAGATTGATTTGTACAAGTATGACCCTTGGGACCTTCC
AGGATTGGCCTTGTACGGGGAGAAAGAATGGTACTTCTTTTCACCTAGGGACCGGAAATACCCAAACGGGTCGAGGC
CGAACCGGGCTGCTGGTAGTGGGTACTGGAAGGCCACAGGAGCCGATAAGCCTATCAAACCCACTGGGCATCCGAA
GCCCGTTGGAATTAAGAAGGCCCTGGTGTTTTACGCCGGAAAAGCTCCGAGGGGAGAGAAGACCAACTGGATCATG
CACGAGTACAGGCTGGCCGATGTGGACCGCTCGGCCCGCAAGAAGAGCCCTAGCCTAAGGGTAAATAAGACCATTC
CATCACTTATTCTTATACTAGGGGTAAAATGGACTTTTCATTGTACCAATCAAAATCACTAG

>AvNAC117 | Symbols: R_transcript_27781 | NAC domain containing protein

ATGGCTTCTGGATACTGGAAGGCCATGGGCTCTCCCAGTTACGTCTACTCGTCGGATAACAGAGTGATCGGAGTGAAG
AAGACAATGGTGTTTTACGAAGGGAAAGCTCCTAGTGGAAGAAAAACCAAATGGAAGATGAACGAGTATAGAGCCATT
GAACAACCAGCTGGTTGTGCTGTTCCAAAGTTGAGGAATGAACTGAGTTTGTGCCGAGTTTACGTGGTATCAGGAAGC
TTTCGAGCATTTGATCGACGCCCCTTGGGGTCAGAGACCAGCCGAACAGGATTCCGGCAAATTCCTGGAGATCCATCT
ACCCAAGCCACTCAAACAGTGGAGAGAATAAGCTCATCATCTGAAAGCTCATCCTCAGGAGAAGATCCTTTTGAGTTTT
CACAAACCAATTTGGGAATGTTTAATGGACTAGAACCTCTGTTGGAGTGGGACCAATTAAATTGGGTCTAG

>AvNAC118 | Symbols: R_transcript_33085 | NAC domain containing protein

ATGACGGTTCCTGAGGATGCTGCGTGCTTCGGAGACGGAGGGTGTTGGCCTCCGGGGTTTCGGTTTCACCCGACGGA
CGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTCGCCGGCGCCTGAAGCTCGACATCATCGGAGAGACAG
ACGTATACAAGCGGGACCCGGAGGAGTTACCTGGTATGTGTCTGGACTGCTTTCTTATGCGAAATTGA

>AvNAC119 | Symbols: R_transcript_34849 | NAC domain containing protein

ATGACGGTTCCTGAGGATGCTGCGTGCTTCGGAGACGGAGGGTGTTGGCCTCCGGGGTTTCGGTTTCACCCGACGGA
CGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTCGCCGGCGCCTGAAGCTCGACATCATCGGAGAGACAG
ACGTATACAAGCGGGACCCGGAGGAGTTACCTGGGCTCTCCAAATTGAAAACTGGGGACAGACAATGGTTCTTTTTTA
GCCCAAGGGACAGGAAGTACCCGAATGGAGCAAGGTCAAATAGGGCAACCAGGCAGGGGTATTGGAAAGCCACTG
GGAAGGACCGCACCATAACATGTAATTCTCGTGCTGTTGGGGTGAAGAAAACTCTGGTTTTCTACAAAGGTCGTGCGC
CTGTTGGTGAACGCACGGATTGGGTGATGCACGAGTATACTTTGGACGAGGAGGAGCTCAAGAGATGCCAGACTGCC
CAGGATTATTATGCTCTCTATAAGGTCTACAAAAAGAGTGGACCCGGGTCCCAAGAATGGTGA



Int. J. Mol. Sci. 2021, 22, 11897 49 of 62

Table A1. Cont.

>AvNAC120 | Symbols: R_transcript_47733 | NAC domain containing protein

ATGAAGGTTACCGATGATGCTTCGTGTTTTGGAGGTGGAGGCTGTTGGCCGCCTGGGTTTCGGTTCCACCCGACGGA
CGAGGAGCTCGTGCTGTACTATCTGAAGAGGAAGATCTGTGGCCGGCGCCTGAAGCTCGACATCGTCGGCGAGACT
GATGTCTACAAGTGGGACCCGGAGGAGTTGCCTGGGCTCTCCAAATTGAAAACTGGGGACAGGCTATGGTTCTTTTT
TAGCCCAAGGGACAGGAAGTACCCGAATGGAGCAAGGTCAAATAGGGCAACAAGGCAGGGGTATTGGAAAGTAAC
TGGGAAGGACCGCACTAACATGTAG

>AvNAC001 | Symbols: R_transcript_18612 | NAC domain containing protein * stands for stop codon

MENPNFGRNGGIKFPIGFRFLPTDEELVVHYLKRKAHSLPLPALIIPELHVFHTNPWDLPGDLREKRYFFSKRKWNLN
KCQRIRTGSGYWKTIGKEKHIVGSNKRAVGVRKTLVFYGGKPLHGLRTNWVMHQYGLLGSETTTPNTTQKIMGEEW
VVCCIYQRRRKSRKAGVQHAFSNGNKIRNVGNVMACILDISSDSGHPQASSDSCLSSSEITAEVSSRESDHEEATSAYIR
FSTHLA *

>AvNAC002 | Symbols: R_transcript_34811 | NAC domain containing protein
MENPNFGRNGGIKFPIGFRFLPTDEELVVHYLKRKAHSLPLPALIIPELHVFHTNPWDLPGSL *

>AvNAC003 | Symbols: R_transcript_33699 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQ
NGQRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQGSFVL
CKLIRKHDEKVEEKQEENTEVSNCDDVEQTFSSPETVKSITEDMQSEPVTPVTSIQAEKLSTTSDSCLAETSDTTFIADDA
GYESTFPPDYELEEMLRQFCDPNQQAPDCNGKIFSPVHVQMQTELGSSYDLHNSFANDMGNEHKGLQFQNGTNESG
SYQNMAVEIEELNYLNIMNFLDKETGSCSESDADVAQAQITEMEAPVFKSLSARGYTTSDISNEDHSRNSAFGQNNHLI
QPALAVSSASNQSYDLFNSPEEIHFINNDVGDADSFGTGTGTGTGIRIRIRQRDNQPSAENSWLQGTAPRRIRLQKKIQV
GSVFCGSFSCKEENHEAKPIVAKVRSSTVKLMYRFDIVPVVFVNSF *

>AvNAC004 | Symbols: R_transcript_37169 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQ
NGQRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQGSFVL
CKLIRKHDEKVEEKQEENTEVSNCDDVEQTFSSPETVKSITEDMQSEPVTPVTSIQAEKLSTTSDSCLAETSDTTFIADDA
GYESTFPPDYELEEMLRQFCDPNQQAPDCNGKIFSPVHVQMQTELGSSYDLHNSFANDMGNEHKGLQFQNGTNESG
SYQNMAVEIEELNYLNIMNFLDKETGSCSESDADVAQAQVQ *

>AvNAC005 | Symbols: R_transcript_40690 | NAC domain containing protein
MAVLSLKSLPVGFRFCPTDKQLINHYLRSKINGDEDAVRVIREVDVCKQEPWDLPAMSLIETNDDEWFFFCPKDRKYQ
NGQRLNRATKRGYWKATGRDRTIRSVTGTTVIGMKKTLVFYKGRAPKGTRTNWVIHEYRATTKDLDGTKPGQGSFVLC
KLFRKHDEKVEEKQEENTEASNCDEVEKTVSSPGTAEKLSPTGESCVAETSDTPLPIEWPNSFIADDAGYKSIALLDFER
EEMLEDFYPNLQAPYGDGKIFSPVHRQMQMELAYDLHYPFANDMGNEHEVVQFPYGTNESVSEQNLSVEIEEYNYLN
TMDNFDKEIGSCSDSDADVAQAQITEMEAPALAVSSASNQSYDLFNSPEEIISNNNNVGDADGSGSGIRIRTRQRDNRPS
ADNSCLQGTAPRRIRLQMHIQGGSVGCNSFREFSCEEESPVAKPFVAKAEEAEDLDAATVGASESIDETQDLSLSKFSNG
TEVVQEPSLKMESTSYSPSGGDKEFPSAYLKAAPAWSRISSYIHMLGGFVVVGLSVLFVGIYMVEMH *

>AvNAC006 | Symbols: R_transcript_52636 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQN
GQRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQGSFVLCK
LIRKHDEKVEEKQEENTEVSNCDDVEQTFSSPETVKSITEDMQSEPVTPVTSIQAEKLSTTSDSCLAETSDTTFIADDAGYE
STFPVRRANFTYNLIC *

>AvNAC007 | Symbols: R_transcript_59072 | NAC domain containing protein
MAILTLKSLPVGYRFRPTDKELINHYLRSKINGDEDAVRVIREVDVCKKEPWDLPDMSLIETNDDEWFFFCPKDRKYQN
GQRLNRATKHGYWKATGRDRTIMSVRGTTVIGMKKTLVFHKGRAPKGTRTNWVIHEYRATTEDLDGTKPGQGSFVLCK
LIRKHDEKVEEKQDENTEASNCDEVEQTVSSPGTAEKLSPAGESCVAETSDTPLPSEWLNSLIADDVMMAMAKSFPQCT
CRCRWSLHHHMTCITLLLMTWGMKTRWCSFLMAQMNLSVPRIWLSKLWNLII *

>AvNAC008 | Symbols: R_transcript_63416 | NAC domain containing protein
MAILTLKSLPVGYRFRPTDKELINHYLRSKINGDEDAVRVIREVDVCKKEPWDLPDMSLIETNDDEWFFFCPKDRKYQN
GQRLNRATKHGYWKATGRDRTIMSVRGTTVIGMKKTLVFHKGRAPKGTRTNWVIHEYRATTEDLDGTKPGQGSFVLCK
LIRKHDEKVEEKQDENTEASNCDEVEQTVSSPGTAEKLSPAGESCVAETSDTPLPSEWLNSLIADDVMSNFELEDFYPNL
QAPDGDGKIFSPVHVQMQMELASSYDLHYPFANDMGNEDEVVQFPYGTNESISSQNLAVEIVEPNYLNTVDNFDKETG
SCSDSDADVAQAQITLMEAPALAVSSASNQSYDLFNSPEEIISNNNNVGNADSSGSGIRIRTRQRDNQPSADNSRLQGTAP
RRIRLQMKIQGSSVRCNSFREFSCEEENPVAKPFVAKAEEAEDVDVATATVGASESIDETQDLSLSKFSNDTEVAQEPSLK
MESTSYSPLGGDKEFPSASLKAAPAWSCITSYIHMLGGLVVVGLSVLFVGIYMVEMN *
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>AvNAC009 | Symbols: R_transcript_66645 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQ
NGQRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQGSFVL
CKLIRKHDEKVEEKQEENTEVSNCDDVEQTFSSPETVKSITEDMQSEPVTPVTSIQAEKLSTTSDSCLAETSDTTFIADDA
GYESTFPPDYELEEMLRQFCDPNQQAPDCNGKIFSPVHVQMQTELGSSYDLHNSFANDMGNEHKGLQFQNGTNESG
SYQNMAVEIEELNYLNIMNFLDKETGSCSESDADVAQAQITEMEAPVFKSLSARGYTTSDISNEDHSRNSAFGQNNHLI
QPALAVSSASNQSYDLFNSPEEIHFINNVIINQVLKIPGCRELPQEGFDCRRKFRLVQFSAAVLAAKKKTTKQNQSWPRLKE *

>AvNAC010 | Symbols: R_transcript_69568 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEDAVSVIREVDVCKQEPWDLPDMSLIETNDDEWFFFCPKDRKYQ
NGQRLNRATERGYWKATGKDRTIKSVRGTKVIGMKKTLVFYNGRAPKGKRTNWVIHEYRATTEDLDGTKPGQGSFVLC
KLIRKHDEKVEEKQEENNEASNCDDVEPTVSSPGTVKSITEDMQSEPVTPVMSIQAEKQSTTSDSCLAETSDTTFIADDAG
YESTFPPDYELEEMLRQFCDPNQQAPDCNGKIFSPVHKQMQMELGSSYDSFANDMWNDQYGTNESGSYQNMAVEIEEL
NYLNIMSILDKETGSCSESDADVTQAQFMDNFSRSLRWRLLYSSHCLQEVILLLTLATRITPEIQHLCKTSILYSLHLLFLLLAT
NPMICSIVLKK *

>AvNAC011 | Symbols: R_transcript_71270 | NAC domain containing protein
MAVLSLKSLPVGFRFCPTDKQLINHYLRSKINGDEDAVRVIREVDVCKQEPWDLPAMSLIETNDDEWFFFCPKDRKYQNG
QRLNRATKRGYWKATGRDRTIRSVTGTTVIGMKKTLVFYKGRAPKGTRTNWVIHEYRATTKDLDGTKPGQYGIFFLPRVPL
SSVSYLGSMMRR *

>AvNAC012 | Symbols: R_transcript_79093 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQNG
QRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQGSFVLCKLIR
KHDEKVEEKQEENTEVSNCDDVEQTFSSPETVKSITEDMQSEPVTPVTSIQAEKLSTTSDSCLAETSDTTFIADDAGYESTFP
PDYELEEMLRQFCDPNQQAPDCNGKIFSPVHVQMQTELGSSYDLHNSFANDMGNEHKGLQFQNGTNESGSYQNMAVEI
EELNYLNIMNFLDKETGSCSESDADVAQAQITEMEAPVFKSLSARGYTTSDISNEDHSRNSAFGQNNHLIQPALAVSSASNQ
SYDLFNSPEEIHFINNDVGDADSFGTGTGTGTGIRIRIRQRDNQPSAENSWLQGTAPRRIRLQKKIQVGSVFCGSFSCKEEN
HEAKPIVAKAEGVDVTTFGTFESIDETEDISLSKFSHGTEVAQEPSLKVESSDYSRISSHMHMLGVLVVVGLSVCVGLYIWRCIKF *

>AvNAC013 | Symbols: R_transcript_8696 | NAC domain containing protein
MAVLPLKSLPVGYRFRPTDEELINHYLRSKINGDEEAVRVIREVDVCKQEPWDLPDKSLIETNDDEWFFFCPKDRKYQNG
QRLNRATERGYWKATGKDRTIRSVRGTKVIGMKKTLVFYNGRAPRGKRTNWVIHEYRATTEDLDGTKPGQVRFRILYHL *

>AvNAC014 | Symbols: R_transcript_9544 | NAC domain containing protein
MAILALDSLPVGYRFRPTEEELVNYFLRLKINGDEDEVSNIRVVDLCKQEPWDLPDKSLIETNDDEWIFFCPIDRKYKIGR
RKNRATAAGYWKATGKDRSIKSVKERAVIGSKKTLVFYTGRAPNGKNTNWVIHEYCGPTKELDGTKSEQGSFVLCKLIK
KHNKKLDGKQDENAEHSNCYDVEGDVSSPAIVRSFSDVIQSELVTPMMTAQNEMLTFSSESCLGEHSNCDNVEANVSSP
AIVRSFSEVIQSELVTAMVTVQNEILPFSSENWLGENCTSTTLDAPLRTESPNNGCIAHDTGDKSTVQTDWIYKKC *

>AvNAC015 | Symbols: R_transcript_99187 | NAC domain containing protein
MEPHPFIDEFIPTVKEDDGICYTHPQYLPGVRQDGNVSHFFHRAIMAYNTGTRKRRKIQGDDFGDVRWHKTGRTKPVIL
DGAQQGCKKIMVLYVSPIKGGKAEKTNWVMHQYHLGTGEDEKEGEFVISKVFYQQQVKQTDKCEQDLPEGTDVIIPIV
DPVTPKSVTPEPPRTERQFSSFDPGQESTIFFTDPSSQHRAHEMEHVEDKTEAPYNKPNYQDSLLAENLADPMADDNDN
QMGEDSKWWDSESQYLLNSQQLVEGLSLCDELLQSQSPNRDGAENGESKGKPRLSDYAHLGPEFLKKDLEECQDLVL
DPENLELDAPPDFRLSQLEFGSQESFLAWGWRQGG *

>AvNAC016 | Symbols: R_transcript_46831 | NAC domain containing protein
MERSEMEVGKMNISSSKSRDNDVMLPGFRFHPTDEELVGFYLRRKVEKKSLTIELIQQVDIYKFDPWDLPRGDKLMERY
FFCIRGRKYRNSVRPNRVTGSGFWKATGIDKPIYSVDGGGATIGLKKSLVYYRGSAGKGTKTEWMMHEFRLPPSPNNNQ
HITGTAARNISTDQEAEVWTLCRIFKRNATYKMQKTYIPHEEEEEETATATKQSSLESDITHEHERNDPLAVDQNKNEEAPL
IPPPPYSALIWDDDFFRDGNWEDLTSVVELAIDPSNQSL *

>AvNAC017 | Symbols: R_transcript_25400 | NAC domain containing protein
MESTDSSTGSLQPILPPGFRFHPTDEELVVHYLKKKAASAPLPVSIIAEVDLYKFDPWELPAKATFGEQEWYFFSPRDRKY
PNGARPNRAATSGYWKATGTDKPVLSSGGSQKVGVKKALVFYGGKPPKGVKTNWIMHEYRLVENKLNSKPPGCDAAN
KKASLRLDDWVLCRIYKKSNPPRPMDHERDNTMGDMLARMPPASIPLCQQTPKLPQEKATSYGSFLGNEHTLFDEML
GHDNAYLSHLASKPQLPMKRALPSVYWVDDVGEAGSSSSKRLIHLDGNEGSTSKTDETNSMATLLSSLNQLPQTPSMM
DDVFRWYS *

>AvNAC018 | Symbols: R_transcript_18707 | NAC domain containing protein
MGVPETDPLSQLCLPPGFRFYPTDEELLVQYLCRKVAGHDFSLQIIGEIDLYKFDPWILPSKAIFGEKEWYFFSPRDRKYP
NGSRPNRVAGSGYWKATGTDKIITTEGRRVGIKKALVFYVGKAPKGTKTNWIMHEYRLSEPTRKNGSTRLDDWVLCRIY
KKNSSSQKPISGVNPSIEHSHGSSSSSSSQFDDMIESLPEINDQLFNLPRMNSLRTIQHHDEKLNIQNLTSGNFDWASLAG
ASLPELVPGSQSQGHVSNHNIKYNDVYVPSMSMDEEVQSGIRAQRGENQGLFQQNPTGFTQGFFLLTP *
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>AvNAC019 | Symbols: R_transcript_44451 | NAC domain containing protein
MAHSLGEIAPPPASGTSLAPGFRFHPTDEELVQYYLKRKACGKPFRFEAVSEIDVYKSEPWELSGHSRLKSRDLEWYFFS
PVDRKYGNGSRLNRATGKGYWKATGKDRHVRHKGQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLVDGAAQDAFV
LCRIFQKSGLGPPNGDRYAPFIEEEWDNDASLVVPGEDAGDEIVNGDDAQVEGNELEQDIHSTNKSPLRLAELQIFLNLF
HLFARGKGLKIVLYQG *

>AvNAC020 | Symbols: R_transcript_13572 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKPFRFDAIAEIDVYKSEPLDLPDKSRLKSKDLEWYFFSLLDKKYGNG
SRTNRATERGYWKTTGKDRPVFHKAQTVGMKKTLVYHSGRAPRGERTNWVMHEYRLVDEQLEKSGKFQDAFVLCRIF
QKSGSGPKNGEQYGAPFIEEEWEEDELVMVPGKEAVVEVAVDADTDAAYLNGNDIDQIFGVNIPLEDAPPPFSFYYGND
SSNVQKHVDFVDGAQKLLVPDRESYYSPEQPSDMKLLDFPVQNHMDTTPLKDEYTGESSNTANYVDADYLLDEPFFD
ATNDFSFDFEEFLETNDLSNPIEVDLSGFDALHEHFTFCDPEAFDASMMTGIERIETEQALVQKPVSDGAQQESIGSQQQ
LSQGRDNDLASSANQKPGNSGSGTQSSAVKKAICMLGDIDAPPAFASEFPEKGAALLLNSASHSSNPVHTTAGMIHLGD
MAMSGNGIYWSLEKHPDYNILSLALPQNDTNSASLERIGKAGSVMGWGCLYLFFVWALILSASCKIGSYYSGKAA *

>AvNAC021 | Symbols: R_transcript_33721 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKSFRFDAIAEIDVYKSEPLDLPDKSRLKSKDLEWYFFSLLDKKYGNG
SRTNRATERGYWKTTGKDRPVFHKAQKVGMKKTLVYHSGRAPRGERTNWVMHEYRLIDEQLEKSGNFQDAFVLCRIF
QKSGSGPKNGEQYGAPFIEEEWEEDELVMVPGQEAAVEVAVDADTAYLNGNDIDQIFGVNIPSEDIPPPFTSIMEMIAVM
SRSMWTLLTELKNFWSLAGKVTIARSNLLT *

>AvNAC022 | Symbols: R_transcript_44030 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKSFRFDAIAEIDVYKSEPLDLPDKSRLKSKDLEVVLFQFTR *

>AvNAC023 | Symbols: R_transcript_62201 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKPFRFDAIAEIDVYKSEPLDLPDKSRLKSKDLEWYFFSLLDKKYGNG
SRTNRATERGYWKTTGKDRPVFHKAQTVGMKKTLVYHSGRAPRGERTNWVMHEYRLVDEQLEKSGKFQFCFSFGE *

>AvNAC024 | Symbols: R_transcript_66399 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKPFRFDAIAEIDVYKSEPLDLPGLSLSLSLSLNLWFNSIDLVLVLFSVS
PKRKIPIIWSVK *

>AvNAC025 | Symbols: R_transcript_81784 | NAC domain containing protein
MKKTLVYHSGRAPRGERTNWVMHEYRLIDEQLEKSGNFQVSIVEFSRYDKDNWISLLN *

>AvNAC026 | Symbols: R_transcript_86796 | NAC domain containing protein
MKKTLVYHSGRAPRGERTNWVMHEYRLVDEQLEKSGKFQDAFVLCRIFQKSGSGPKNGEQYGAPFIEEEWEEDELVM
VPGKEAVVEVAVDADTDAAYLNGNDIDQVSDQFQYTHNLFNKLYSLWLSAL *

>AvNAC027 | Symbols: R_transcript_92715 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKPFRFDAIAEIDVYKSEPLDLPDKSRLKSKDLEWYFFSLLDKKYGMA
QEQIGLLKEDTGRLPGRIDLSSTRPRQWA *

>AvNAC028 | Symbols: R_transcript_86654 | NAC domain containing protein
MSRSWIIDYKGIATKVKCAGLSPAYQIKDCGATRKCPKCHYLIDNSDVMHEWPGLPTGVKFDPSDVELLEHLAAKCRVG
NSKPHMFIDEFIPTVDREEGICYTHPENLPGAKTDGSSVHFFHRIINAYATGQRKRRRIHNQDSMKKEGVRWHKTGKTKC
VTENGVQKGYKKIMVLYRTSKKGSKPDKANWVIHQYHLGTAEDEIGQFVVSKILYQLQKQSDNTDSSRVMEDSDLRTIQ
TVPQTPKTNTPNPPRPRKSFLCDDVTDDYLILPESSAQEEKETHTWLAGESQAVDGNGDDPLLCDEKLNSYVDLDDLGL
NDGPSNDFSRLTPDVPGVDRINPPCGNANLENLELDAPLDFQLTDSYFGSQDSIYGWLDCL *

>AvNAC029 | Symbols: R_transcript_80114 | NAC domain containing protein
MEENNNNNLPPGFRFHPTDEELITYYLSHKVSDFSFTSRAIADVDLNKCEPWDLPAKASMGDKEWYFFNLRDRKYPTGM
RTNRATEAGYWKTTGKDKEIFRGDVLVGMKKTLVFYRGRAPKGEKTNWVMHEYRLEAKLSFKPTKVYKHITSCTHSSNDRYR *

>AvNAC030 | Symbols: R_transcript_71454 | NAC domain containing protein
MEKLNFVKNGVLKLPPGFRFHPTDEELVDQYLMRKAYSCPLPASIIPEVDVCKSDPWDLPGDSEQERYFFSTREAKYPNGNRS
NRATGSGYWKATGIDKKIATSRGNQVVGMKKTLVFYRGKPPHGSRTDWIMHEYRLVDAEPPKKNTTQSFAENWVICRIFLKK
RSTKNEDDQENTKPRNCDKVKVLGNSTRPVFYDFMAKERADLNLAPASSSSGSSGVTEVFSHEADDRQESSSCNSFSSFRRKP *

>AvNAC031 | Symbols: R_transcript_78474 | NAC domain containing protein
MEKLNFVKNGVLKLPPGFRFHPTDEELVDQYLMRKAYSCPLPASIIPEVDVCKSDPWDLPGKFLETWGGIQSGNCVFFLKQ
MLRNLVFR *

>AvNAC032 | Symbols: R_transcript_35688 | NAC domain containing protein
MDTMESCVPPGFRFHPTDEELVGYYLKKKVASQKIDLDVIRDIDLYRIEPWDIQERCRIGYEEQNEWYFFSHKDKKYPTGTR
TNRATMAGFWKATGRDKAVYDKSKLIGMRKTLVFYKGRAPNGQKTDWIMHEYRLESEENGPPQEEGWVVCRAFKKRTTG
QNKSIEAWDSTYFYDEPSGVSSVLDPSEYISRQPQNFLSHNLLCKQEIEAENLNFFHSDQFVELPQLESPSMPQIKRPSSSISL
ISENNEEDEQIRGLSNNQKVTDWRALDKFVASQLSQEDKFVESDNVETSFGAHSNSDMALLFLQSDREEANKLNGFLSSSS
ECDIGICIFDK *
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>AvNAC033 | Symbols: R_transcript_40217 | NAC domain containing protein
MALYGTKEWYFFSPRDRKYPNGSRPNRAAGTGYWKATGADKPIGLPKAVGIKKALVFYAGKAPRGIKTNWIMHEYRLAN
VDRSAGKKHNLRLDDWVLCRIYNKKGKIEKHNNTVGQQPEIFPESEDRKPEILSGMPLPTLPSYHQAMGNDWSHFETSD
SMPRLHTDSSGSEHVASPEVTWEREVQSEPKWNNGLENAFDFQFNYMDAFSEDPFAQQPFQQDMMLSPLQDMFTYMEKPF *

>AvNAC034 | Symbols: R_transcript_50816 | NAC domain containing protein
MSPLLPRSISTSLTHGNYQLWLCTVRRSGTFFPRGTGSTPNGSRPNRAAGTGYWKATGADKPIGLPKAVGIKKALVFYAGKA
PRGIKTNWIMHEYRLANVDRSAGKKHTLRLDDWVLCRIYNKKGKIEKHNNTVGQQLEIFPESEDRKPEILSGMPLPPLPSY
HQAMGNDWSHFETSDSMPRLHTDSSGSEHVASPEVTWEREVQSEPKWNNGLENAFDFQFNYMDAFSEDPFAQQPFQQD
MMLSPLQDMFTYMEKPF *

>AvNAC035 | Symbols: R_transcript_52293 | NAC domain containing protein
MALYGTKEWYFFSPRDRKYPNGSRPNRAAGTGYWKATGADKPIGLPKAVGIKKALVFYAGKAPRGIKTNWIMHEYRLAN
VDRSAGKKHNLRVRIHSRFSG *

>AvNAC036 | Symbols: R_transcript_83913 | NAC domain containing protein
MDEKSDADKIDDIMLPGFRFHPTDEELVGFYLKKKIQKHSLPIELIKQVDIYKYDPWDLPKLAPTGEKEWYFYCPRDRKY
RNSVRPNRVTGAGFWKATGTDRPIYSSDGTKCIGLKKSLVFYRGRAAKGFKTDWMMHEFRLPSISDSSAPKKFLDKNLPA
NEAWAICRIFKKTNSMAQRALSHSWVSPVPKTTAFDIFHIGAQSTHFSSETISCTTETGSFSALDIPSDKPMNPVTCKPSPFSIP
NKDLSTGYTLSPLEMPGPTTINTLDVASVLFNLSPTLIEDASRASQGIDFEEPQQPFNVFSLGSPQDMQGGTREDDMGLRK
YASAAPASDEWGNIQSIVFPFSLSSDLPDPWKPNLPWDSPPCPREISTTYPESIVYCLN *

>AvNAC037 | Symbols: R_transcript_27414 | NAC domain containing protein
MVLFLCQRQKYPTGLRTNRATEAGYWKATGKDREIYRGKVLVGMKKTLVFYKGRAPKGEKTNWVMHEYRLEGKFSLQN
MPKTAKNEWVIYRVFHKSSDGKKIHISGLMQSKIPPVMDCSVSAHVPSCFSDPTEEKPPRNDIVDSLKRPLLASSSPSKASY
FSPHPIPFPDSLFSTQFLPNIGNLQYPDFPDQSILGLLLENNEMDMKRYLKSEFSPVSTDISSYHEVGQRNYEDQEDPINSGG
PVDTDCLWNY *

>AvNAC038 | Symbols: R_transcript_38643 | NAC domain containing protein
MEETENADRMAFMVPYGFRFNPKDQEIIYLLLRKANGNHLPVDEGLIQELDLFGKEEPWEIFGQGKEKTRYFFTRLKKKS
KRNGCNFVRTTGKGTWKGQDGRGCNPIMDHKGSIIGFKKNLVYKGKGTNTNGRWLMKEYHLDGISLEPQPKFNDYVLC
RIRKKDDGRTQEKQNDKAVIHQVANVGFKAEASSPMESNMPYLIDYELPNLSVPADAARMVESIAQDWMTEYSYFNSKE
SKIDRGDQLDRLSTEHFVPEGVSTSFTQDNEAEFWRVFSPILKSFSDEGFGGGL *

>AvNAC039 | Symbols: R_transcript_67877 | NAC domain containing protein
MEETENADRMAFMVPYGFRFNPKDQEIIYLLLRKANGNPLPVDKGLIQERDLFGKEEPWEIFGQGTEKTRYFFTRLKKKS
KRNGCNFVRTTGKGTWKGQDGRGCNPDYGPQRKYYWI *

>AvNAC040 | Symbols: R_transcript_65045 | NAC domain containing protein
MEESTSSELQLPGFRFHPTEEELLEFYLKNMVYGKILHLDVIGFINIYLHDPVNLPGMHALMNGLSLQFFS *

>AvNAC041 | Symbols: R_transcript_75291 | NAC domain containing protein
MEESTSSNLQLPGFRFHPTEEELLEFYLKNMVFGKKLHLDVIGFINIYHHDPVELPGLAKIGEREWYFFVPRDRKHGSGGR
PNRTTETGFWKATGSDRKILSLSDPKKIIGLKKTLVFYKGRAPRGCKTDWVMNEYRLPDSCPSPKDIVLCKIYRKATSLKVL
EERAAMEEEMKTSHAFQPSPPLTPPMDTISYNNSHEEYSTAPMAAQHMVFKKEEEDMLLIAEKWYEEATENKGTTSSIILP
PGKEKPELQMPKLSMDWTQDSFWTQLRSPWLDNLTPLASLLNF *

>AvNAC042 | Symbols: R_transcript_94887 | NAC domain containing protein
MGLKKTLVFYKGRAPRGCKTDWVMNEYRLPDYCPIQRTSCCVRSIGKQLP *

>AvNAC043 | Symbols: R_transcript_61978 | NAC domain containing protein
MVGKNSSDLPPGFRFHPTDEELIMYYLRNQATSRPCPVSIIPEVDIYKFDPWELPEKAEFGENEWYFFTPRDRKYPNGVR
PNRAAVSGYWKATGTDKAIYSGSKYVGVKKALVFYKGKPPKGIKTDWIMHEYRLRDSIRQTNNQSGSMRLDDWVLCRI
YKKKSTIGRVLDPKVEDLGVQIVATNDASDSQMLKIPRIYSLSHLWQLDCLGSLPQLLNENSYHPNTDYQPTMGNAGNC
SGGTEKFQFGDQFPYQYMDSVKFQASHSNHAVNQPIFVNPVFQFQ *

>AvNAC044 | Symbols: R_transcript_17613 | NAC domain containing protein
MAEMSGETKKSIEASSMFPGFRFSPTDEELISYYLKKKIEGSDKCVEVISEVEINKYEPWDLPAKSVVQSESEWFFFSSRGR
KYPNGSQSKRATESGYWKATGKERKVKSSSNMIGTKRTLVFHIGRAPKGERTEWIMHEYCMSDKSQVI *

>AvNAC045 | Symbols: R_transcript_19469 | NAC domain containing protein
MAEMSVETQKSIEASSMFPGFRFSPNDEQLISYYLKKKLEGSEKCVEVISEVEINKYEPWDLPAKSVVQSESEWFFFSSRG
RKYPNGSQSKRATESGYWKATGKERNVRSGCNVIGTKRTLVFHTGRAPKGERTEWIMHKYCMIDKSQDSMVVCRLRKN
AEFRLNDSPRQGSSSRRHENTSNLAAEDSSRNSHLVEQQSGTGSDSDQRERNEFCQTSSSHQGCDDEDCYAEILKDDIVD
LGQSLLPPEDERKSQDPVEAIPLRDVPLQGTADRRIRLRKPKTEKLEVEIFNKNATEKSASPNADRSPNYLDLFSNGRINR
LSMSMLLLILILLVLFVCLLRAPWHVKRFALVSLF *
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>AvNAC046 | Symbols: R_transcript_22363 | NAC domain containing protein
MAEMSVETQKSIELSSMFPGFKFSPTDEELISYYLKKKLEGSEKCVEVISEVEINKYEPWDLPG *

>AvNAC047 | Symbols: R_transcript_30245 | NAC domain containing protein
MAEMSGETQKSIEASSMFPGFRFSPTDEELISYYLKKKIEGSDKCVDVISEVEINKYEPWDLPDLWIHERYR *

>AvNAC048 | Symbols: R_transcript_50769 | NAC domain containing protein
MAEMSVETQKSIELSSMFPGFKFSPTDEELISYYLKKKLEGSEKCVEVISEVEINKYEPWGLASFCLPQALRMIWKIGFGG
SLLEWWSNGQMLLVGS *

>AvNAC049 | Symbols: R_transcript_78204 | NAC domain containing protein
MENLSGIGKEEDQMELPPGFRFHPTDEELITHYLSKKVVDSNFSARVIGDVDLNKVEPWDLPWKAKMGEKEWYFFCVK
DKKYPTGLRTNRATAAGYWKATGKDKEIFRGKSLVGMKKTLVFYKGRAPKGEKTNWVMHEYRLEGKFFLQNLPKTAKV
IEFLSPVFLYFPPVFRVFMEFVSLNFLAE *

>AvNAC050 | Symbols: R_transcript_98040 | NAC domain containing protein
MENLSGIGKEEDQMELPPGFRFHPTDEELITHYLSKKVVDSNFSARVIGDVDLNKVEPWDLPWKAKMGEKGVVLFLCE
GQKNTQLV *

>AvNAC051 | Symbols: R_transcript_38748 | NAC domain containing protein
MGSLPPGFRFHPTDEELVGYYLKRKVEGLEIELEVIPVIDLYKFDPWELPDKSFLPKRDMEWYFFCPRDRKYPNGSRTN
RATRAGYWKATGKDRKIVCQSAVTSYRKTLVFYRGRAPLGDRTDWVMHEYRLSDDFSHGSPSFQGGFALCHVIKKNDQ
RQKMNYVRGELKAKQVGKSSNNGNFTSSRILSEPVTKSKDTTFQAIGENDSCSMGFDPSSPWVSPDLILDTSKECPQGQ
GVSGYFPRYKFPNSVTQWQTYSHYEISPGSSYSNLSKEVELGDEPSRFSCTSPYFGLQTTWVFGNEDMPCEGHDQTRPIL *

>AvNAC052 | Symbols: R_transcript_28167 | NAC domain containing protein
MSGQSWLVDKSRIATKIKCASGSCDLESVNWKSNPSRACPNCQQIIDNSDVSLEWPGLPRGVKFDPSDQEIMWHLLAK
VGVGNMKPHPFIDEFIPTVDEDDGICYTHPQNLPGVKQDGSVSHFFHIAIKAYNTGTRKRRKIHGDDFGDVRWHKTGR
TKPVLLDGVQTGCKKIMVLYVSPVRGGKAEKTNWVMHQYHLGTGEDEKEGQYVVSKVFYQQQQGKQTDKFEHDLP
DGTDVMIANVDPVTPQSVTPDPPRTEKQLCCIDPSVLLQHHETGHVEDKVEAAFEEPNRQDSLMVENHTGLAADNNN
NQTGEEPKWWGQRVSESFRFATACGRVVSV *

>AvNAC053 | Symbols: R_transcript_31813 | NAC domain containing protein
MAGQSWLVDKSRIATKIKCASGSCDLESVNWKSNPSRACPNCQQIIDNSDVSLEWPGLPRGVKFDPSDQEIMWHLLAK
VGVGNMKPHPFIDEFIPTVDEDDGICYTHPQNLPGVKQDGSVSHFFHIAIKAYNTGTRKRRKIHGDDFGDVRWHKTGRT
KPVLLDGVQTGCKKIMVLYVSPVRGGKAEKTNWVMHQYHLGTGEDEKEGQYVVSKVFYQQQQGKQTDKFEHDLPD
GTDVMIANVDPVTPQSVTPDPPRTEKQLCCIDPSVLLQHHETGHVEDKVEAAFEEPNRQDSLMVENHTGLAADNNNNQ
TGEEPKWWDSESQNLLDSQQLVEGLSLCDELLQSQSPGMDGNENGELERKPCLSDYAHLGRENLKKDLEACQDLVLD
LANIELDTPPDFRLSQLEFESQDSFLAWGGSKPVDQAWFETS *

>AvNAC054 | Symbols: R_transcript_40244 | NAC domain containing protein
MAGQSWLVDKNRIATKIKCASGSCGSVNWKSNPSRACPNCQHIIDNSDVSHEWPGLPRGVKFDPSDQEIMWHLLAKVG
IGNMKPHPFIDEFIPTVDEDDGICYTHPQNLPGVKQDGSVYHFFHRAIKAYNTGTRKRRKIHGDDFCDVRWHKTGRTKPV
ILDGVVTGCKKIMVLYVSLVRGGKAEKTNWAMH *

>AvNAC055 | Symbols: R_transcript_62357 | NAC domain containing protein
MWHLLAKVGVGNMKPHPFIDEFIPTVDEDDGICYTHPQNLPGVKQDGSVSHFFHIAIKAYNTGTRKRRKIHGDDFGDVR
WHKTGRTKPVLLDGVQTGCKKIMVLYVSPVRGGKAEKTNWVMHQYHLGTGEDEKEGQYVVSKVFYQQQQGKQTDK
FEHDLPDGTDVMIANVDPVTPQSVTPDPPRTEKQLCCIDPSVLVKRTSSLVSWL *

>AvNAC056 | Symbols: R_transcript_99111 | NAC domain containing protein
MWHLLAKVSLGNMKPHPFIDEFIPTVDEDDGICYTHPQNLPGVKQDGSVSHFFHRAIKAYNTGTRKRRKIHGDDFGDV
RWHKTGRTKPVLLDGVQTGCKKIMVLYVSPVRGGKAEKTNWVMHQYHLGTGEDEKEGQYVVSKVFYQQQQGKQTD
KFEHDLPDGTDVMIANVDPVTPQSVTPDPPRTEKQLFCIDPNVLLQHHEIGHVEDEVEAAFEEPNHQDSLMVENHTDL
AADNNDNQTGEEPKWWDSESQNLLDSQQLVEGLSLCDELLRSQSPGRDGNENGELERRPCLSDYAHLGRENLKKDL
EACQDLVLDPENIELDTPPDFRLSQLEFESQDSFLAWGGTKPVD *

>AvNAC057 | Symbols: R_transcript_18002 | NAC domain containing protein
MKKTLVFYRGKPPHGSRTDWIMHEYRLVDGEPPKTNTTQVRISNFPIHLQMKKLFGIQI *

>AvNAC058 | Symbols: R_transcript_19545 | NAC domain containing protein
MEKLNFVKNGVLRLPPGFRFHPTDEELVDQYLKRKMYSCPLPASIIPEVDVCKSDPWDLPGDSEEERYFFSTKEAKYP
NGNRSNRATGSGYWKATGIDKKIATSRGNQVVGMKKTLVFYRGKPPHGSRTDWIMHEYRLVDGEPPKKNTTQSLAEN
WVICRIFLKKRSTRNEEDHENTKPHNCDKVKILGNTTRPVFYDFMAKDRADLNLAPASSSSGSSGVTEVFSHEPDEREE
SSSCNSFSSFRRKP *
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>AvNAC059 | Symbols: R_transcript_46194 | NAC domain containing protein
MEKLNFVKNGVLRLPPGFRFHPTDEELVDQYLKRKVYSCPLPASIIPEVDVCKSDPWDLPGDSEEERYFFSTKEAKYPN
GNRSNRATGSGYWKATGIDKKIVTSRGSKVVGMKKTLVFYRGKPPHGSRTDWIMHEYRLVDGEPPKTNTTQVRISNFPI
HLQMKKLFGIQI *

>AvNAC060 | Symbols: R_transcript_95592 | NAC domain containing protein
MKKTLVFYRGKPPHGSRTDWIMHEYRLVDGEPPKTNTTQSLAENWVICRIFLKKRSTRNEEDHENTKPHNCDKVKILG
NTTRPVFYDFMAKDRADLNLAPASSSSGSSGVTEVFSHEPDDREESSSCNSFSSFRRKP *

>AvNAC061 | Symbols: R_transcript_53223 | NAC domain containing protein
MEKLNVAKNGAIRLPPGFRFHPTDEELVVQYLKRKAFSCPLPASIIPEFDVCKSDPWDLPGDSAQERYFFSTREAKYPN
GNRSNRATGSGYWKATGIDKQIVTSRSNQVAGMKKTLVFYRGKPPRGSRTDWIMHEYRLVGAVTEKNNSTQTTMENW
VLCRIFLKKRSTKNDQEITQLNNCDTVKTARKTRPVFFNFLAKNKTDLNLTPASSSSGSSVVTQVSFHESDDHEESSSCN
NLSSFKRKP *

>AvNAC062 | Symbols: R_transcript_54724 | NAC domain containing protein
MEKFNVVKNSVIRLPPGFRFHPTDEELVVQYLKRKAFSYPLPASIIPEFDVCKSDPWDLPGKLVANSECFQTYFKKFPT
YPEKKISRISNSIGM *

>AvNAC063 | Symbols: R_transcript_56133 | NAC domain containing protein
MARPSVPPGFRFHPTDVELVKYYLKRKVMGKGFLFEAISELNIYKFSPSDLPDKSCLKSRDREWYFFCPTARKYSSGA
RTNRSTESGYWKSTGKTRSVLYNEQHVGSVKTLVYHTGHSSKGQRTDWVMHEYKIQEKELADAGVPQDAYVLCKIFQ
KSGPGPKANAQYGAPFKEEDWDDDAEFYGQSLQSNSLPSPSLPYDKENSVGTSMFIPGSMGCLSLFMPGPSNILPSM
DVVPQPGPENDDYISLLDIDNDKGHGSSLPDYTVSNKVMEKFSQVNNNGVLTGLDGIYDNLGDLDNWHGLGGGGF
NFSGNQASEYGAIPFSGGHNEGFVELNDLDGTIKSTDSRPFITDNLYIPGNDNYMEQDCFPADSFSTVQPVSAITQLPLQ
PEGSNGRNDHFFAFQEMGDAESANLGFTTSGIQNLPSLEQPEEGTRQAAQDQNRGVQQRNPYSRLQRLLESIPVHNP
SAAELFAPAIEAERCNETIVFSPCGGSSFHVKAEVTCRGGVCTKDALSENLGESLYSYSEFNPYLTWKKWLNVDLACVF
SLVWVFLGIIISKFGRHAWNFVNS *

>AvNAC064 | Symbols: R_transcript_90698 | NAC domain containing protein
MARPSLPPGFRFHPTHVELVKYYLKRKVMGKGFPFEAISELNIYNYSPWDLPDKSCLKSKDLEWYFFCPAARKYSSGD
RSKRSTEIGYWKSTGKDRSVLYNEQTVGSVKTLVFHIGPPKGKRTDWVMHEYKIKEKDLADAGVPQDAYVLCKIFQKS
GAGPKANAQYGAPFKEEDWDDDEEFCDQSLQSNSLPSPALPHDKFIPGSMVCAPLSMPGPSNIMSSIDVVPQPGPENE
DYITLWDIDKEYGSSLPDHTGNNEVVENFSQVNNNGGLTGLDGNGIYDNLGDLDNLRGMDGSGFNFSSNQKTEYSAM
LFSGVNNEGFVELNDLDGTVKSANSRQFIPDNIYVPDNDNYMEQDCFPADSFSTVLPVSAINQLPLQPEGSNGHYDHFF
AFQEMGDADSANMGFTATSGIQNLPPLEQPEEGTRQAAQAQNRGRFILSRDNVGSSFTNWEF *

>AvNAC065 | Symbols: R_transcript_19894 | NAC domain containing protein
MTSQLELPAGFRFHPTDEELVIHYLCRKCASQPISVPIIAEVDLYKFDPWQLPGMALYGEKEWYFFSPRDRKYPNGSRP
NRAARTGYWKATGADKPIGRSKAVGIKKALVFYAGKAPSGVKTNWIMHEYRLANVDRSAGKKNNLRLDDWVLCRIY
NKKGTIEKHNITVGPKLEQFPEFEDRKPEILSGYTAMPPPPPPSSYHRAMGNDLLHFEPSDSLPWMHTDSSGSEHVASP
EVTWEREVQSEPKWSNGLENSFDFQLNYMDAFSDDPFTPQMQQFQQDIMLSPLQDMFMYMDKPF *

>AvNAC066 | Symbols: R_transcript_56139 | NAC domain containing protein
MKSQLELPAGFRFHPTDEELVIHYLCRKCASQPISVPIIAEVDLYKFDPWQLPGMALYGEKEWYFFSPRDRKYPNGSRP
NRAARTGYWKATGADKPIGRSKAVGIKKALVFYAGKAPSGVKTNWIMHEYRLANVDRSAGKKNNLRVRIHSRVRVKIT
IISSSNDQHNTHSFEKLEKASHNYA *

>AvNAC067 | Symbols: R_transcript_27385 | NAC domain containing protein
MALPVPSVPSLVQASHQMALSVPYGFTFSPEDHELIYILYRKVHGNSLPVDEGLIEERELFGKEEPWEISGRGTEKTRYFF
VKLKKKGKSAGGSNFVRTVGKGMWKGQDGQILIKDQQGRTIGFKKNLVYKGKGQNTNGRWLMKEYHLHGVSLQPL
PKLNDYVLCRIKKKDDGKKQNVHFDTEARSRCHSIGGNQDGENFGSVICEENSILGRKRPRIEYMTDYELPNLSVADAT
ITAESIDKERDQHMDHSGAENCVPALSEGISKSFMQDDDDAEIFRGLSPIVEKFYDEGFGREVVD *

>AvNAC068 | Symbols: R_transcript_9009 | NAC domain containing protein
MAHELAAIVPSPPPTSLAPGFRFHPTDEELVQYYLKRKARAKPFRFESVLEIDVYKSEPWELACNSLSLSLSLSLSLDFCLSL *

>AvNAC069 | Symbols: R_transcript_9620 | NAC domain containing protein
MKKTLVFHSGRAPDGKRTNWVMHEYRLADRDLERAGVTQDAFVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVSMVIP
GEEEPVNADDSQVEGNDYEQDTHSHNMAALCQTELPNVCQNIPFFFKRERPGYAPFPCTVDAEPISVVPNKKSRHDNPN
SSNANGSEDSTTTTHDLCTTNTSSALVEIPLLESLDPKENRPNKLTAFDSTNLEKSVPPGYLKFINNLENEILNVSMERETLK
IEVMRAQAMINMLQLRIDLLNKENEDRPEKGLLRSLSTFGARVI *
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>AvNAC070 | Symbols: R_transcript_16576 | NAC domain containing protein
MAHELAAIVPSPPPTSLAPGFRFHPTDEELVQYYLKRKARAKPFRFESVLEIDVYKSEPWELACHSRLKSRDLEYYFFSPV
DRKYGNGSRLNRATGKGYWKATGKDRSVRHKGQTIGMKKTLVFHGGRAPDGKRTNWVMHEYRLADRDLERDGVSQ
DAFVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVPIVIPGEEEPGYEMVNADDSQVEGNDFEQDTHSHNMAALYQTELP
NGCQNIPFFCKRETSGYAPFPCTVDAEPISVVPNKKSRHDDPNSSNANGSEDSTTTHDLCTTNMSSALVEIPLLESLDPKE
NHPNKLTAFDSAILEKSVPPGYLKFINNLEKRDPQCFYGEGDAED *

>AvNAC071 | Symbols: R_transcript_16797 | NAC domain containing protein
MAHELAAIVPSPPPTSLAPGFRFHPTDEELVQYYLKRKACAKPFRFEAVLEIDVYKSEPWELACHSRLKSRDLEYYFFSPV
DRKYGNGSRLNRATGKGYWKATGKDRSVRHKGQTIGMKKTLVFHGGRAPDGKRTNWVMHEYRLADRDLERDGVSQ
DAFVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVPMVIPGEEEPGYEMVNADDSKVEGNDFEQDTHSHNMAALYQTEL
PNGCQNVPFFCKRETSGYAPFPCTVDAEPISVVPNKKSRHEDPNSSNANGSEDSTTTTHDLCTTNTSSALVEIPLLESLDPK
ENHPNKLTAFDSANLEKFVPPGYLKFINNLENEILNVSMERETLKIEVMRAQAMINVLQSRIELLNKENEDLKRAG *

>AvNAC072 | Symbols: R_transcript_16893 | NAC domain containing protein
MAHELVKIVPPPPTSLAPGFRFYPTDEELVQYYLKRKAYAKPFRFEAVSEIDVYKSEPWELACHSRLNSRDLEYYFFSPVD
RKYGNGSRLNRATGKGYWKATGKDRSVRHKDQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLADRDLERAGVTQDA
FVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVSMVIPGEEEPVNADDSQVEGNDYEQDTHSHNMAALCQTELPNVCQNI
PFFFKRERPGYAPFPCTVDAEPISVVPNKKSRHDNPNSSNANGSEDSTTTTHDLCTTNTSSALVEIPLLESLDPKENRPNKL
TAFDSTNLEKSVPPGYLKFINNLENEILNVSMERETLKIEVMRAQAMINMLQLRIDLLNKENEDRPEKGLLRSLSTFGARVI *

>AvNAC073 | Symbols: R_transcript_37237 | NAC domain containing protein
MAHELVKIVPPPPTSLAPGFRFHPTDEELVQYYLKRKAYAKPFRFEAVSEIDVYKSEPWELACHSRLNSRDLEYYFFSPVDR
KYGNGSRLNRATGKGYWKATGKDRSVRHKDQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLADRDLERAGGNTGCIC
AVQNFSKKWSRTTKCGSICSIYRGGME *

>AvNAC074 | Symbols: R_transcript_56738 | NAC domain containing protein
MKKTLVFHGGRAPDGKRTNWVMHEYRLADRDLERDGVSQDAFVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVPIVIPG
EEEPGYEMVNADDSQVEGNDFEQDTHSHNMAALYQTELPNGCQNIPFFCKRETSGYAPFPCTVDAEPISVVPNKKSRHD
DPNSSNANGSEDSTTTHDLCTTNMSSALVEIPLLESLDPKENHPNKLTAFDSAILEKSVPPGYLKFINNLENEILNVSMERE
TLKIEVMRAQAMINVLQSRIEVLNKENEDLKRAG *

>AvNAC075 | Symbols: R_transcript_69341 | NAC domain containing protein
MQLFHVQYTVSRVVISLFQSLSLFYGPSGHSRLKSRDLEYYFFSPVDRKYGNGSRLNRATGKGYWKATGKDRSVRHKGQ
TIGMKKTLVFHGGRAPDGKRTNWVMHEYRLADRDLERDGVSQDAFVLCRIFQKSGLGPPNADRYAPFIEEEWNDDVPM
VIPGEEEPGYEMVNADDSKVEGNDFEQDTHSHNMAALYQTELPNGCQNVPFFCKRETSGYAPFPCTVDAEPISVVPNKKS
RHEDPNSSNANGSEDSTTTTHDLCTTNTSSALVEIPLLESLDPKENHPNKLTAFDSANLEKFVPPGYLKFINNLENEILNVSM
ERETLKIEVMRAQAMINVLQSRIELLNKENEDLKRAG *

>AvNAC076 | Symbols: R_transcript_13655 | NAC domain containing protein
MALDQASLAPGFRFHPTDEELVVYYLKRKISGKTFRFDAIAEIDVYKSEPSDLPDKSRLKSKDLEWYFFSLLDKKYGNGS
RTNRATERGYWKTTGKDRPVLHKAQTVGMKKTLVYHSGRAPRGERTNWVMHEYRLIDEQLEKSGNFQDAFVLCRIFQ
KSGSGPKNGEQYGAPFIEEEWEEEELVMVPGKEAAEDEDAYVNGNDIDQIFGVNIPSEDGPPLPFSFYYGDDSSNVQKH
VDFVDGAQKLLVPDSESYYSPEQPTDMKLLDFPVENHMDTTPVKDEYTGESSNTVNSVDADYLLDEPFFDATNYFPFGF
EEFLGN *

>AvNAC077 | Symbols: R_transcript_15641 | NAC domain containing protein
MKKTLVFHSGRAPDGKRTNWVMHEYRLVDGAAQDAFVLCRIFQKSGLGPPNGDRYAPFIDEEWDNDASLLVPGRRGWG *

>AvNAC078 | Symbols: R_transcript_80139 | NAC domain containing protein
MAHNLGEIAPPPQPPVAAAATSLAPGFRFHPTDEELVQYYLKRKACGKPFRFEAVSEIDVYKSEPWELSGHSRLKTRDLE
WYFFSPVDRKYGNGSRLNRATGKGYWKATGKDRQVRHKGQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLVDGAA
QVEIVLCYK *

>AvNAC079 | Symbols: R_transcript_82604 | NAC domain containing protein
MAHNLGEIAPPPQPPVAAAATSLAPGFRFHPTDEELVQYYLKRKACGKPFRFEAVSEIDVYKSEPWELSGPASPPFSLSLI
GFSLWSVSVSSFFLCVWMWMNCLFDRGNDRVQLSVFQILL *

>AvNAC080 | Symbols: R_transcript_94099 | NAC domain containing protein
MAHNLGEIAPPPQPPVAAAATSLAPGFRFHPTDEELVQYYLKRKACGKPFRFEAVSEIDVYKSEPWELSGHSRLKTRDLE
WYFFSPVDRKYGNGSRLNRATGKGYWKATGKDRQVRHKGQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLVDGAA
QDAFVLCRIFQKSGLGPPNGDRYAPFIDEEWDNDASLLVPGEEAGDEMVNGDDAQVEGNDLEQVCAHLTPCCGSKIIL
GAVMRDLFIFPYCFTCKLNQYQESKSDSTHKHNPIVHNI *
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>AvNAC081 | Symbols: R_transcript_95060 | NAC domain containing protein
MAHNLGEIAPPPQPPVAAAATSLAPGFRFHPTDEELVQYYLKRKACGKPFHFEAVSEIDVYKSEPWELSGHSRLKTRDLE
WYFFSPVDRKYGNGSRLNRATGKGYWKATGKDRQVRHKGQTIGMKKTLVFHSGRAPDGKRTNWVMHEYRLVDGAA
QDAFVLCRIFQKSGLGPPNGDRYAPFIDEEWDNDASLVVPGEEAGDEMVNGDDAQVEGNELEQDIHSTNKSPLRLAEL
PNLSETVPFVCKRERSEDCPLPGIANPETLSLVPNKRTKNDDPNSSNANGSEDSNTTPPDLCISTTTTTTRTTNFSSTLLEFP
LLEPVEPKENIPNNLHAFDASNLEKSVPPGYLKFISNLENEILNVSMERETLKIELMRAQAMINILQSRIDLVNRDNEERR
RVVRDV *

>AvNAC082 | Symbols: R_transcript_100635 | NAC domain containing protein
MAHNLGEIAPPPQPPVAAAATSLAPGFRFHPTDEELVQYYLKRKACGKPFHFEAVSEIDVYKSEPWELSGPAPPPPPPPPSL
SLSLSLDFLCGVFLFLVCLFVVCVWMWMNCLFDSGNDGFGVQLSVFRILL *

>AvNAC083 | Symbols: R_transcript_54585 | NAC domain containing protein
MEMQGEEGVSMKEEKLPPGFRFHPTDEELITYYLINKISDANFTARAVTDVDLNKSEPWDLPGKAKMGEKEWYFFSLR
DRKYPTGVRTNRATNTGYWKTTGKDKEIFNSVSSELVGMKKTLVFYRGRAPRGEKTNWVMHEYRIHSKSAIRTPKQDA
WVVCRVFQKSAGAKKYPSNHSSSRAALLNPYSLEIGPSAAMHYSQMLQAAEACQFPSVGRNHMMSNEMAEHMSSRV
LRSNPSTSLVNFPIQPQLINYPPEAAAGCFTISGLNLNLGGGGGATSSGFHPPPPPVVMNQQDHHASSSIFSGGLASEAVY
GTAEVTANNNANHVANTNRFMTMDHCLELDNYWPAPY *

>AvNAC084 | Symbols: R_transcript_86053 | NAC domain containing protein
MQREEGVSMKEEKLPPGFRFHPTDEELITYYLINKISDANFTARAVTDVDLNKSEPWDLPGKAKMGEKEWYFFSLRDR
KYPTGVRTNRATNTGYWKTTGKDKEIFNSVTSELVGMKKTLVFYRGRAPRGEKTNWVMHEYRIHSKSAFRTTKRDEWV
VCRVFQKSAGGKKYPSNHSSSRAPLLNPYSLEIGPSATMHYSQMLQAVEACQFPSLGRNHMMMSNEMAEHMSSRVLR
SGTCNSSTSLVNFPIQPQLINYAPEEEEAAAGFFTISGLNLNLGGGGGATSSGFRPPPPPPQVVMNQQDHVSSSMFSGTLA
SEAVYGTPEATTNNANHAANNNRFMTMNHCLELDNYWPAPY *

>AvNAC085 | Symbols: R_transcript_90949 | NAC domain containing protein
MDMQGDEGVSMKEEKLPPGFRFHPTDEELITYYLINKISDANFTARAVTDVDLNKSEPWDLPGKAKMGEKEWYFFSLR
DRKYPTGVRTNRATNTGYWKTTGKDKEIFNSVSSELVGMKKTLVFYRGRAPRGEKTNWVMHEYRIHSKSAIRTPKQDA
WVVCRVFQKSAGAKKYPSNHHSSSRAALLNPYSLEIGPSAAMHYSQMLQAAEACQFPSVGRNHMMSNEMAEHMSSR
VLRSNPSTSLVNFPIQPQLINYPPEAAAGCFTISGLNLNLGGGGGGGGATSSGFHPPPPPVVMNQQDHHVSSSIFSGGLA
NEAVYGTAEVTANNNANHVANTNRFMTMDHCLELDNYWPAPY *

>AvNAC086 | Symbols: R_transcript_96411 | NAC domain containing protein
MDMQGDEGVSMKEEKLPPGFRFHPTDEELITYYLINKISDANFTARAVTDVDLNKSEPWDLPGKAKMGEKEWYFFSL
RDRKYPTGVRTNRATNTGYWKTTGKDKEIFNSVSSELVGMKKTLVFYRGRAPRGEKTNWVMHEYRIHSKSAIRTPKVP *

>AvNAC087 | Symbols: R_transcript_42641 | NAC domain containing protein
MINNQLGSISSSDLIDAKLEEHQLCGSKQCPGCGHKLEGKPDWVGLPAGVKFDPTDQELIEHLEAKVEAKDSKSHPLID
EFIPTIGGEDGICYTHPEKLPGVTRDGLSKHFFHRPSKAYTTGTRKRRKIQTECDLQGGETRWHKTGKTRPVMVNGKQK
GCKKILVLYTNFGKNRKPEKTNWVMHQYHLGQHEEEREGELVVSKIFYQTQPRQCNWAERGGAAATGDGSGEASSRSC
SSKEIVISTQRDEMGVVGVGATISSYGAMDMQQLKADHFSFTPFRKSFDEVGVGEASTLREAPVQVTCEARDIHEQHMT
HHVTIPHEHHQHQHQHPHQHHQIGGATTAFHVSRPSHPISTIISPPPPSLHHTSIMLDEASFHVPRILLPNENFQQQQQQQ
QQHHKLGGRSGSGLEELIMGCTSTDIKEESSITNPQEADWLKYSTFWPDPDNQDHHG *

>AvNAC088 | Symbols: R_transcript_50235 | NAC domain containing protein
MINNQLGSISSSDLIDAKLEEHQLCGSKQCPGCGHKLEGKPDWVGLPAGVKFDPTDQELIEHLEAKVEAKDSKSHPLID
EFIPTIGGEDGICYTHPEKLPGVTRDGLSKHFFHRPSKAYTTGTRKRRKIQTECDLQGGETRWHKTGKTRPVMVNGKQK
GCKKILVLYTNFGKNRKPEKTNWVMHQYHLGQHEEEREGELVVSKIFYQTQPRQCNWAERGGAAATGDGSGEASSRR
ESGGSGSCSSKEIVISTQRDEMGVVGVGATISSYGAMDMQQLKADHFSFTPFRKSFDEQVGVGEASTLREAPVQVTCEA
RDIHEQHMTHHVTTPHEHHQHQHQHPHHHHQIGGATTAFHVSRPSHPISTIISPPPPSLHHTSIILDEASFHVPRILLPNEN
FQQQQQQQQQQQQHHKLGGRSGSGLEELIMGCTSTDIKEESSITNPQEADWLKYSTFWPDPDNQDHHG *

>AvNAC089 | Symbols: R_transcript_94297 | NAC domain containing protein
MINNQLGSISSSDLIDAKLEEHQLCGSKQCPGCGHKLEGKPDWVGLPAGVKFDPTDQELIEHLEAKVEAKDSKSHPLID
EFIPTIKGEDGICYTHPEKLPGVTRDGLSKHFFHRPSKAYTTGTRKRRKIQTECDLQGGETRWHKTGKTRPVMVNGKQK
GCKKILVLYTNFGKNRKPEKTNWVMHQYHLGQHEEEREGELVVSKIFYQTQPRQCNWAERGGATATGEGSGEASSRRE
SGGSGSCSSKEIVISTQRDEMAAVGVGATISSYGAMDMQQLKADHFSFTPFRKSFDEVGAGEASTLREAQVQVTCEARDI
HEQHMTHHVTSPHELHQHPHQHPHQHQQIGGATTAFHVSRPSHPISTIISPPPPSLHHTSIILDEASFHVPRILLPNENFQQ
QQQQQQHQHHKLGGRSGSGLEELIMGCTSTDIKEESSITNPQEADWLKYSTFWPDPDNQDHHG *

>AvNAC090 | Symbols: R_transcript_73092 | NAC domain containing protein
MRKTLVFYQGRAPKGRKTDWVMHEFRLEGPLGLPITSSLKVDWVLCRVFYKNREVAAKQGIGSSLNDDTISSSSLPPLM
DSYITFDQTQTDNNNITNDLV *
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>AvNAC091 | Symbols: R_transcript_92394 | NAC domain containing protein
MFVDEFIPTIDKGDGICYTHPENLPGAKKDGTSIHFFHRTTNAYATGQRKRRKIHNQHSLTKEDVRWHKTGKTKPVVENG
VHKGYKKIMVLYSIPKKGSKPDKSNWVMYQYHLGTDEDEQEGQYVASKIFYQQQKQSVNNDISQVVKDSDMGSIRTSP
RTPRTNTPNPTRPGRSVSCDDATDDYAPQPSAQEAEVVREPSHPSSAHFCDDVETQTCLAGESQAVGSDGVDDSFLCNEIF
NSYVTLDDSGLNGGAFDGFARFTNDIPGVDNKVSCGIVDLENLELDTPPDFQLADLQFCSQDSVFGWLDRL *

>AvNAC092 | Symbols: R_transcript_12933 | NAC domain containing protein
MGGASLPPGFRFHPTDEELVGYYLKRKVEGLEIELEVIPVIDLYKFDPWELPEKSFLPKRDLEWFFFCPRDRKYPNGSRT
NRATRVGYWKATGKDRKVVCQSSLTGYRKTLVFYRGRAPMGDRTDWLMHEYRLCDDLSQGSPSFQEKRIKVT *

>AvNAC093 | Symbols: R_transcript_63861 | NAC domain containing protein
MGGASLPPGFRFHPTDEELVGYYLKRKVEGLEIELEVIPVIDLYKFDPWELPEKSFLPKRDMEWFFFCPRDRKYPNGSR
TNRATRVGYWKATGKDRKVVCQSSVTGSRKTLVFYRGRAPMGDRTDWLMHEYRLCDDLSQGSPSFQGAFALCRVIKK
NETQKTSDVHGESKAKGVGSSSSNGDFTSTGMSSDPVIISDDTTFQTNQLCNGSNFSSPVSSPYPTMPMMENEPFSMGT
NPSNLWVSPDLILDSSREFSQGQGACGYFPGYEFPNSMTQWQPYNQYEFSPSSSLSNFTQGVELSDGLSRINSMSSYMG
FYGNEDMPLPYEGFETWEQAPIHRQSSGDGSLAEIGGIWSQDDNMVVVM *

>AvNAC094 | Symbols: R_transcript_85819 | NAC domain containing protein
MGGASLPPGFRFHPTDEELVGYYLKRKVEGLEIELEVIPVIDLYKFDPWELPEKSFLPKRDMEWFFFCPRDRKYPNGSR
TNRATRVGYWKATGKDRKVVCQSLVTGYRKTLVFYRGRAPMGDRTDWLMHEYRLCDDLSQGSPSFQGAFALCRVIKK
NETQKTSDVHGESKAKGVGSSSSTGDFTSTGMSSDPVIISDDMTFQTNQLCNGSNFSSPVSSPYPIMPMVENEPFSMGN
NPSSLWVSPDLILDSSREFSQGQGACGYFPGYEFPNSTTQWQPYNQYEISPSSSLSNFTQGVELGDGLSQFNSTSSYMGF
YGNEDMPLPYEGYDHQTDSPRNPNPF *

>AvNAC095 | Symbols: R_transcript_58057 | NAC domain containing protein
MMILGALGKSKLKSRDLEWYFFSALDKKYGNGWRTNRATERGYWKTTGKDRPVVHKSRTVGMKKTLVYHIGRAPWG
ERTNWVMHEYKLVDEESEKTGNVQVRIV *
>AvNAC096 | Symbols: R_transcript_79749 | NAC domain containing protein
MDLDPAPAATSLAPGFRFHPTDQELIGYYLKRKVCGKPFRLDAISEIDIYKSEPWDLPGKSKLKSRDLEWYFFSALDKKY
GNGWRTNRATERGYWKTTGKDRPVVHKSRTVGMKKTLVYHIGRAPWGERTNWVMHEYKLVDEESEKTGNVQDALVL
CKIFQKSGSGPKSGEQYGAPFVEEEWEDDELVMVPGKKVADEVTVGDDAYLDGNDLEQILGADIPSEDVPLPLSFYYED
DNGYVQEPADFDDDAQKFLLDMGGSYCAPEQPDDQHLFDFPVQNDIYTKPVRHEYIGEPSNTVDSVDADYLLDEPFM
DANDNTQFDDGSFLETNDLSNPVKTESSGFDMVEDYLTFFDADDNSPYMTLDSSKMIRNENLDSHQTSLTQKCVYGGA
QQETMGDQQLLQGHDIDVASTSKKETGKYGSEIQHPFIKQASCMLSSKDAARQLSSTSRASSSIRVTAGIIHIRNITSTGNG
TYWSPGKHVDVSIVLSFGLSYDDSSYASLESMDDTLLGKAGSTSSWGWFYLIFLWFLIISLSFKIGTYIYAGKAS *

>AvNAC097 | Symbols: R_transcript_14929 | NAC domain containing protein
MDMQGDEGVSMKEEKLPPGFRFHPTDEELITYYLINKISDANFTARAVTDVDLNKSEPWDLPGKAKMGEKEWYFFSLR
DRKYPTGVRTNRATNTGYWKTTGKDKEIFNSVSSELVGMKKTLVFYRGRAPRGEKTNWVMHEYRIHSKSAIRTPKQDAW
VVCRVFQKSAGAKKYPSNHHSSSRAALLNPYSLEIGPSAAMHYSQMLQAAEACQFPSVGRNHMMSNEMAEHMSSRVL
RSNPSTSLVNFPIQPQLINYPPEAAAGCFTISGLNLNLGGGGGGGGATSSGFHPPPPPVVMNQQDHHVSSSIFSGGLANEA
VYGTAEVTANNNANHVANTNRFMTMDHCLELDNYWPAPY *

>AvNAC098 | Symbols: R_transcript_101459 | NAC domain containing protein
MSEDMNLSVNGQSQVPPGFRFHPTEEELLHYYLRKKVASEKIDLDVIRDVDLNKLEPWDIQEKCKIGSTPQNDWYFFSH
KDKKYPTGTRTNRATAAGFWKATGRDKVIYSSLRRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDDHSSHEATANHVG
GDSLPEEGWVVCRVFKKKNYHKALESPQSSSPTSMDLRSQIIRNSTNNDGILDQILHYMGKSCKQETQTITNPNNGHML
YLPSFNTAIDALQDRFTHLPRLETAPTNSPFDHEALDDMFLETEPSCTEQGSGQRDWVVLDRLVASQLNGQDTSNDDFCF
PVDHNVQLSHLRSNKVLNNVQPPCQGYSSEIDLWNFARSSSASSSDPLCHLSV *

>AvNAC099 | Symbols: R_transcript_39496 | NAC domain containing protein
MEESASEVDQLPGFRFHPTEEELINFYLKNMIFGKRMCFDIIGVLNIYHYVPSDLPRLAKIGEREWYFFVPRDRKHGHGG
RPNRTTETGFWKATGSDRKILSSTDPKKMIGLKKTLVFYKGRAPRGCKTDWIMNEYRLPDTYPSPKDMVLCKIYRKATS
MKVLEQRAAMEEEMKTFHQLEPSPPMTPPMDTISFSSSQHEDYFMAPMASHNDMAFKIEDEFEDENRFIVQEKREVAS
LHLPLGKEKLPELQVPRFSVDWTQDPFWTQLRSPWLDNLTPYANVLNF *

>AvNAC100 | Symbols: R_transcript_95695 | NAC domain containing protein
MVANMMGLPPGFRFHPTDEEIISDYVTQKVMNTTFTAIAVAEVDLNKIEPWDLPKKAKMGEKEWYFFCQRDRKYPTGM
RTNRATESGYWKATGKDKEIYKGKKGNCLMGMKKTLVFYKGRAPKGEKSNWVMHEYRLEGKFSYYNFPKPAKDEWV
VCRVFHKNTVIKRSPITRMNSFAVDDLLDYPNSLPPLIDPPPYSNSDRPAGCSSFTEYSEDDHDIKGKATVSSSSAARSSDG
GDYFSYLSNDQNNDFIAHNSSHQARLGYSTHGSTFYPQIQISNTNFPFQASPDDLVGRYVHQERMRVPVPNFTGSMSYM
NTDQAILRSAKREASHGNMATGSEISSSGLEVSMKDIRSSAISSIRSYDDQDLEEPSVGGLDPISDLDYLLNY *
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>AvNAC101 | Symbols: R_transcript_13398 | NAC domain containing protein
MKVTDDASCFGGGGCWPPGFRFHPTDEELVLYYLKRKICGRRLKLDIVGETDVYKWDPEELPGLSKLKTGDRLWFFFS
PRDRKYPNGARSNRATRQGYWKVTGKDRTITCSSRAVGVKKTLVFYKGRAPAGQRTDWVMHEYTLDEEELKRCQTAKD
YYALYKVYKKSGLGPKNGEQYGAQFREEDWADDDNTIVNDHANLETPVKQVNDIASVDNTRTNGQVQSGLNVLDEFM
SQNAVESLLVQPLGVHFGYALHEFVDEEENQSSLVDQSFRETDLQERSMVLQQSWQQNDVQPSFDLTQSATSQLQLYEK
PEVTSAPIISRQESHDSELEDYIEMDDLIGPGPTVQNMDNDLIGPTPTVDKPVENLHFDGFSELDLFHDAAMFIRDMGPI
NPEILAHSYSNNFQNKMVNQLDCQLQPYSSYSSESNGQLWMHGQNNIDTPPEYNQGVVHPPTSGVVCDCSSASLPSGV
YENENQSQSQNQNQNQNQSGNVDDGGDSWLTSALWSFVESVPTTPASASEGAALVNRAFERMSSFGRVRASAGDTSVA
AGNPVATLRRSGSRHSRGFFFYAFLGVLCAILWVLIRTSVRVLTRYISS *

>AvNAC102 | Symbols: R_transcript_95502 | NAC domain containing protein
MTVPEDAACFGDGGCWPPGFRFHPTDEELVLYYLKRKICRRRLKLDIIGETDVYKRDPEELPGLSKLKTGDRQWFFFSP
RDRKYPNGARSNRATRQGYWKATGKDRTITCNSRAVGVKKTLVFYKGRAPVGERTDWVMHEYTLDEEELKRCQTAQD
YYALYKVFKKSGPGPKNGEQYGAPFREEDWADDDNTIVNDHAKPETPVKQVNCIASVDNTRTNCQVQFAFNDFDEFMN
QIADEPLLVQPLGVVDFGYALHEVVGEEENQSSLVDQSFREANLQERSMVLQPSWQQNNVQPSFDLTQSATSQLKLCET
PEVTSASIISRQESHESELEDFIEMDDLVDPGPTVQNMANDLIGPTPTVDKPVENLQFDEFDGLSELDLYHNTAMFIRDMG
LINPEALPHSYGNNLQSEMVNQYSSEITGELWMHGQNNFDTPAVYDQGVVLPPTSGVVCDGSSPSLASGVCENQNQSGN
TDNGGYSWFTSALWSFVESVPTAPASASEGAALMNRAFERMSSFGRGARISAGDTSVAAGNPAANLHRSGSRYSRGFFFY
AILGVLCAILWVLIGTSVRVLTRYISS *

>AvNAC103 | Symbols: R_transcript_100431 | NAC domain containing protein
MTVPEDAACFGDGGCWPPGFRFHPTDEELVLYYLKRKICRRRLKLDIIGETDVYKRDPEELPGLSKLKTGDRQWFFFSPR
DRKYPNGARSNRATRQGYWKATGKDRTITCNSRAVGVKKTLVFYKGRAPVGERTDWVMHEYTLDEEELKRCQTAQDYY
ALYKVFKKSGPGPKNGEQYGAPFREEDWADDDNTIVNDHAKPETPVKQVNCIASVDNTRTNCQVQFAFNDFDEFMNQIA
DEPLLVQPLGVVDFGYALHEVVGEEENQSSLVDQSFREANLQERSMVLQPSWQQNNVQPSFDLTQSATSQLKLCETPEVT
SASIISRQESHESELEDFIEMDDLVDPGPTVQNMANDLIGPTPTVDKPVENLQFDEFDGLSELDLYHNTAMFIRDMGLINPE
ALPHSYGNNLQSEMVNQYSSEITGELWMHGQNNFDTPAVYDQGVVLPPTSGIQITENGTEHTFHWIPLNL *

>AvNAC104 | Symbols: R_transcript_68016 | NAC domain containing protein
MTADLQLPPGFRFHPTDEELVMHYLCRRCASQHISVPIIAEIDLYKYDPWDLPGNL *

>AvNAC105 | Symbols: R_transcript_15938 | NAC domain containing protein
MAPRPRDSIGLYWTDAEIIMSLEGMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHNKNSEHGFWTARGEASEIF
MNSAIIGWRSTLDFYEGRGPHGQRTNWVMQEYRITRKGPCSYSNPKMQESRLLCRVFLSSGASPNPEMKLNVGGCTGSN
DIHPSVVPKSGNTSGQGCMSESQARNRNDNTGQLAVPGGLPIIPEDTDDDDCISRGDYLELADLVDGESLSSSSENSSCVTP
TADEFFDSLALLRDLGAKISQDEKGKDANVKLSVAASIKPNEVVMRPANLGSLVKNDGRKSPAEAIDKNFLDKKVPENAIR
SKAARNWNEGTSISINAATSSRGHKAIPRGEKKSVAGRTRNCWIL *

>AvNAC106 | Symbols: R_transcript_24316 | NAC domain containing protein
MAPRPRDSIGLYWADEEIIMSLERMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHKKNSEHGFWTARGDASEI
FMNSAMIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKGLCSYSNPKSIAVLVDKMQESRLLCRVFLSSEASPNPEMKL
NVGDCTGSNDIHPSVVPKSGSTSGQGCMSDSQARNRNDNTGPLAVPGGLPIIPEDTDDDDCISRGDYLELADLVDGESLS
SSSDNSSCVTPTADEFFDSLALLRDLGAKISQDEKGNDANVKLSVAASIKPNEVVMRPAKLGSLVKNDGRKSPAEAIDKN
FLDKKVPENAIRSKAMRNCNEGTSNSINVATSSRSHKAIPRGEKKSVAGRTWNCWIL *
>AvNAC107 | Symbols: R_transcript_30973 | NAC domain containing protein
MWYLLRSDHKKNSEHGFWTARGDASEIFMNSAMIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKGLCSYSNPKMQ
ESRLLCRVFLSSEASPNPEMKLNVGDCTGSNDIHPSVVPKSGSTSGQGCMSDSQARNRNDNTGPLAVPGGLPIIPEDTDD
DDCISRGDYLELADLVDGESLSSSSDNSSCVTPTADEFFDSLALLRDLGAKISQDEKGNDANVKLSVAASIKPNEVVMRPA
KLGSLVKNDGRKSPAEAIDKNFLDKKVPENAIRSKAMRNCNEGTSNSINVATSSRSHKAIPRGEKKSVAGRTWNCWIL *

>AvNAC108 | Symbols: R_transcript_31867 | NAC domain containing protein
MAPRPRDSIGLYWADEEIIMSLERMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHKKNSEHGFWTARGDASEI
FMNSAMIGWRTTLDFYEGRGPSWTEN *

>AvNAC109 | Symbols: R_transcript_41086 | NAC domain containing protein
MAPRPRDSIGLYWTDEAIIMSLEEMEKGSPNPENVSVDVNPYQCKPIYLRDGSWYLIRSENNKNSEHGFWRARGEAIEIF
MNSVIKGWRTTLDFYEGRAPHGQRTNWVMQEYRITRKGLCSYSNPKESSLLCRVFLSIEGPNQETKLNLGGKEIAGGNH
IHPKPSVVPESGSTTGQRYMSESQARNRDDNTGPLDDDDMNYDDFFSSGDYLELDDLGDGESKSSSSDNSLCVTSTSDE
YFDLEALLRDLGANRDEQGKDANVKLSVAALIKPNDVVMRPSNLGSLVKNDGRKSPAKTIDKKFLDKKVPENAIRSKK
ARKRNEGTSNSHDVATSSSSHKAIPREKKKAVAGRTKKLKKYLCFMPF *

>AvNAC110 | Symbols: R_transcript_46223 | NAC domain containing protein

MAPRPRDSIGLYWADEEIIMSLERMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHKKNSEHGFWTARGDAS
EIFMNSAMIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKGLCSYSNPKMQESRLLCRVFLSSEASPNPEMKLNVGD
CTGSNDIHPSVVPKSGSTSGQGCMSDSQVD *
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>AvNAC111 | Symbols: R_transcript_65760 | NAC domain containing protein
MWYLLRSDHKKNSEHGFWTARGDASEIFMNSAMIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKGLCSYSNPKSIA
VLVDKMQESRLLCRVFLSSEASPNPEMKLNVGDCTGSNDIHPSVVPKSGSTSGQGCMSDSQARNRNDNTGPLAVPGGL
PIIPEDTDDDDCISRGDYLELADLVDGESLSSSSDNSSCVTPTADEFFDSLALLRDLGAKISQDEKGNDANVKLSVAASIK
PNEVVMRPAKLGSLVKNDGRKSPAEAIDKNFLDKKVPENAIRSKAMRNCNEGTSNSINVATSSRSHKAIPRGEKKSVAG
RTWNCWIL *

>AvNAC112 | Symbols: R_transcript_98265 | NAC domain containing protein
MAPRPRDSIGLYWADEEIIMSLERMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHKKNSEHGFWTARGDASEI
FMNSAMIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKGLCSYSNPKVNPTTCYSFVLFFFSCNFYFIFIINPSCQSIAVLV
DKMQESRLLCRVFLSSEASPNPEMKLNVGDCTGSNDIHPSVVPKSGSTSGQGCMSDSQARNRNDNTGPLAVPGGLPIIPE
DTDDDDCISRGDYLELADLVDGESLSSSSDNSSCVTPTADEFFDSLALLRDLGAKISQDEKGNDANVKLSVAASIEPNEVV
MRPAKLGSLVKNDGRKSPAEAIDKNFLDKKVPENAIRSKAMRNCNEGTSNSINVATSSRSHKAIPRGEKKSVAGRTWNCWIL *

>AvNAC113 | Symbols: R_transcript_98456 | NAC domain containing protein
MWYLLRSDHKKNSEHGFWTARGEGSEIFMNSAIIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKELCSYGNPKVNPT
TCYSFVLFFFM *
>AvNAC114 | Symbols: R_transcript_100689 | NAC domain containing protein
MAPRPRDSIGLYWTDEEIIMSLEGMEKGSPIPVNVSVDVNPYQYKPLNLPADMWYLLRSDHKKNSEHGFWTARGEGSE
IFMNSAIIGWRTTLDFYEGRGPHGQRTNWVMQEYRITRKELCSYGNPKVNPTTCYSFVLFFFM *

>AvNAC115 | Symbols: R_transcript_19510 | NAC domain containing protein
MAAELQLPAGFRFHPTDEELVMHYLCRRCASQRIAVPVIAEIDLYKYDPWDLPGLALYGEKEWYFFSPRDRKYPNGSRP
NRAAGSGYWKATGADKPIKPTGHPKPVGIKKALVFYAGKAPRGEKTNWIMHEYRLADVDRSARKKSPSLRLDDWVLC
RIYNKKGTIEKRNVGVAKLPESFEQKPEILTTNGLALPPVISPASGVYNDFVYFDTSDSVPRPHTDSSSSEHVLSPEITCERE
VQSEPADWGRNALDFPFNYMDATMDNAFASQFQSNQMSPLQDMFMYLQKPF *

>AvNAC116 | Symbols: R_transcript_88888 | NAC domain containing protein
MAAELQLPAGFRFHPTDEELVMHYLCRRCASQRIAVPVIAEIDLYKYDPWDLPGLALYGEKEWYFFSPRDRKYPNGSRP
NRAAGSGYWKATGADKPIKPTGHPKPVGIKKALVFYAGKAPRGEKTNWIMHEYRLADVDRSARKKSPSLRVNKTIPSLI
LILGVKWTFHCTNQNH *

>AvNAC117 | Symbols: R_transcript_27781 | NAC domain containing protein
MASGYWKAMGSPSYVYSSDNRVIGVKKTMVFYEGKAPSGRKTKWKMNEYRAIEQPAGCAVPKLRNELSLCRVYVVSG
SFRAFDRRPLGSETSRTGFRQIPGDPSTQATQTVERISSSSESSSSGEDPFEFSQTNLGMFNGLEPLLEWDQLNWV *
>AvNAC118 | Symbols: R_transcript_33085 | NAC domain containing protein
MTVPEDAACFGDGGCWPPGFRFHPTDEELVLYYLKRKICRRRLKLDIIGETDVYKRDPEELPGMCLDCFLMRN *

>AvNAC119 | Symbols: R_transcript_34849 | NAC domain containing protein
MTVPEDAACFGDGGCWPPGFRFHPTDEELVLYYLKRKICRRRLKLDIIGETDVYKRDPEELPGLSKLKTGDRQWFFFSP
RDRKYPNGARSNRATRQGYWKATGKDRTITCNSRAVGVKKTLVFYKGRAPVGERTDWVMHEYTLDEEELKRCQTAQD
YYALYKVYKKSGPGSQEW *

>AvNAC120 | Symbols: R_transcript_47733 | NAC domain containing protein
MKVTDDASCFGGGGCWPPGFRFHPTDEELVLYYLKRKICGRRLKLDIVGETDVYKWDPEELPGLSKLKTGDRLWFFF
SPRDRKYPNGARSNRATRQGYWKVTGKDRTNM *
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