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Abstract: Survival rate for pancreatic cancer remains poor and newer treatments are urgently required.
Selenium, an essential trace element, offers protection against several cancer types and has not been
explored much against pancreatic cancer specifically in combination with known chemotherapeutic
agents. The present study was designed to investigate selenium and Gemcitabine at varying doses
alone and in combination in established pancreatic cancer cell lines growing in 2D as well as 3D
platforms. Comparison of multi-dimensional synergy of combinations’ (MuSyc) model and highest
single agent (HSA) model provided quantitative insights into how much better the combination
performed than either compound tested alone in a 2D versus 3D growth of pancreatic cancer cell
lines. The outcomes of the study further showed promise in combining selenium and Gemcitabine
when evaluated for apoptosis, proliferation, and ENT1 protein expression, specifically in BxPC-3
pancreatic cancer cells in vitro.
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1. Introduction

Pancreatic cancer is a highly lethal malignancy and the seventh leading cause of
cancer-related deaths in men and women worldwide, according to the 2018 global cancer
statistics [1]. The first line of systemic chemotherapy for this cancer type includes Gemc-
itabine as a single agent [2] or this could be used in combination with other drugs such as
nanoparticle albumin-bound (nab)-paclitaxel [3], capecitabine [4,5], or erlotinib [6]. How-
ever, these combination therapies can be associated with significant toxicities including
peripheral neuropathy (nab-paclitaxel), hand–foot syndrome (capecitabine), and severe di-
arrhea or severe skin rash (erlotinib). On the other hand, the combination of 5-fluorouracil,
leucovorin, oxaliplatin, and irinotecan (FOLFIRINOX) is a commonly used first-line sys-
temic treatment; however, the associated toxicities can be devastating, limiting its use [7].
There is a need to find better combination therapies in pancreatic cancer that may offer
better efficacy at lower doses and less associated toxicity.

Selenium is an essential trace element and an important micronutrient required for
human health. Selenium is useful in the prevention and/or treatment of various disorders
including but not limited to hypothyroidism [8], cardiovascular disease [9], arthropathies
(including Kashin–Beck disease, rheumatoid arthritis, osteoarthritis, and osteoporosis) [10],
atherosclerosis [11], HIV and AIDS [12], Alzheimer disease [13], and possibly stroke [14]
and COVID-19 [15]. Numerous selenium forms have extensively been investigated for their
potent anti-tumor activity by inhibiting cell proliferation of several cancer types including
but not limited to breast, prostate, lung, melanoma, and cervical [16–23]. However, there
are mixed reports on levels of selenium in blood with incidence of pancreatic cancer.
Higher levels of selenium in blood might be associated with longer survival in patients
with pancreatic cancer [24,25]. Additionally, higher levels of selenium appeared protective
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for both mutated and KRAS wild-type pancreatic ductal adenocarcinoma [26]. However,
there was a weak association between serum selenium and pancreatic cancer in the PLCO
cohort [27]. However, in vitro there are limited reports on the use of inorganic selenium [28]
and synthetic selenium [29] compounds in combination with Gemcitabine to enhance
growth inhibition of pancreatic cancer cells.

In order to measure and indicate beneficial outcomes of combination therapies, ap-
propriate quantitation tools are necessary. The interaction of drugs in a combination is
commonly quantified using a synergy reference model [30,31]. A recently developed syn-
ergy model, multi-dimensional synergy of combinations (MuSyC), distinguishes distinct
types of synergy, allowing for prioritization of, e.g., synergistic efficacy or synergistic
potency [32,33]. The MuSyC model has many parameters, which, however, may not be
well-constrained by available data. In cases like this, older, nonparametric synergy models
such as highest single agent (HSA) [34] are useful to provide quantitative insights into how
much better the combination performs than either drug alone.

The current study was designed to study the potential of combining Selenium with
Gemcitabine on pancreatic adenocarcinoma in a conventional 2D cell culture (on plastic).
Additionally, in order to achieve an effective pre-clinical dose range for a combination
of these drugs, we also evaluated the impact of the same in a 3D culture platform. We
compared the synergy of Selenium and Gemcitabine in pancreatic adenocarcinoma cell
lines, namely, BxPC-3, PANC-1, and MIA PaCa-2, and examined the outcome measures for
proliferation and apoptosis as well as equilibrative nucleoside transporter 1 (ENT1) protein
for evaluating the facilitation of Gemcitabine uptake by the cancer cells.

2. Materials and Methods
2.1. Cell Lines and Treatments

BxPC-3 (CRL-1687™), PANC-1 (CRL-1469™), and MIA PaCa-2 (CRL-1420™) cell lines
were obtained from ATCC (Manassas, VA, USA). BxPC-3 was maintained in RPMI-1640
(Invitrogen, Carlsbad, CA, USA) and both PANC-1 and MIA PaCa-2 were maintained
in DMEM (Invitrogen, Carlsbad, CA, USA) media supplemented with 10% FBS and 1%
penicillin-streptomycin solution. All the cell lines were grown in the presence of 5% CO2 at
37 ◦C. For the 2D growth experiment, all the pancreatic cell lines (10,000 cells/well) were
plated in a 96-well format; 24 h later, the cells were treated with selenium in the form of
methylseleninic acid (MSeA; Sigma, St. Louis, MO, USA), at a dose range of 2.5 µM–20 µM,
and Gemcitabine hydrochloride (Sigma, St. Louis, MO, USA), at a dose range 0.01 µM to
10 µM, alone and in combinations for 24 h in triplicate. The three cell lines were monitored
for growth inhibition at 24, 48, and 72 h time points following treatments. For 3D growth,
BxPC-3 cells were plated in BD MatrigelTM matrix (BD Biosciences, Bedford, MA, USA) and
incubated for 30 min prior to the addition of the growth medium. These cells were treated
with MSeA and Gemcitabine for 24 h, as mentioned above. The dose ranges were optimized
to ensure they spanned below and above the EC50 of each drug (Figures S1 and S2).

2.2. Cell Growth Inhibition (MTT Assay)

Following treatments, 3-(4,5-dimethythiazol-2-yl)-2,5-diphenyl tetrazolium bromide
(MTT; Sigma, St. Louis, MO, USA) (50 µg/well) was added to cell cultures containing
phenol red-free plain RPMI-1640 medium under controlled lighting and incubated for 3 h
at 37 ◦C in the dark. DMSO solution was added to dissolve the insoluble formazan crystals,
and absorbance was read at 570 nm with a correction at 630 nm. The assay was performed
in triplicate for both 2D and 3D growths.

2.3. Calculating Synergy

Drug combination synergy was quantified using two different reference models:
MuSyC [32,33] and HSA [34]. Calculations were performed using the synergy Python pack-
age (v0.5.1) [35]. The MuSyC model was fit using physiologically relevant and manually deter-
mined bounds for some parameters: h bounds = (0.0001, 10,000), α bounds = (0.0001, 10,000),
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and γ bounds = (0.001, 1000). MuSyC synergy parameters were interpreted using standard
thresholds. For synergistic potency, 0 < alpha < 1 indicates antagonism, while alpha > 1
indicates synergy. For synergistic efficacy, beta < 0 indicates antagonism, while beta > 0
indicates synergy. Synergistic efficacy is generally more important at high doses, while
synergistic potency is generally more important at intermediate doses [33]. HSA syn-
ergy was calculated using the raw combination response data, compared to the mean
monotherapy response value for each drug. Unlike MuSyC, which quantifies synergy
using dose-independent parameters, HSA results in a distinct synergy value at each dose.
HSA < 0 indicates antagonism, while HSA > 0 indicates synergy. All data and code used to
generate synergy results and figures are in File S1.

2.4. Statistical Analysis for Synergy

The 95% confidence intervals for MuSyC synergy parameters were obtained by Monte
Carlo resampling by setting bootstrap iterations = 500. The lower bound of each pa-
rameter corresponded to the 2.5th percentile, while the upper bound corresponded to
the 97.5th percentile. The same MuSyC bootstrap resamplings were also used to obtain
single-drug dose-response confidence intervals. For these, the lower bound dose-response
corresponded to the 2.5th percentile response at each measured dose, and the upper bound
corresponded to the 97.5th percentile. The p-values for HSA were calculated using a one-
sample, two-tailed Student’s t-test using the triplicate HSA values at each dose. The null
hypothesis is that the mean HSA equals zero, while the alternative is that the mean HSA is
not zero.

2.5. Immunoblotting

Control and treated BxPC-3 cells were harvested by scraping and washing with cold
PBS containing protease inhibitors. Cell lysates were prepared in RIPA lysis buffer, as
described earlier [21]. Equal amounts of protein (50 µg) were separated on 10% SDS-
PAGE gels and transferred to PVDF membranes. Primary antibodies against cleaved-PARP
(Asp214) (Cell Signaling, Danvers, MA, USA), hENT1 (F-12) and PCNA (F-2) (Santa Cruz
Biotechnology, Dallas, TX, USA), and β-actin (Proteintech, Chicago, IL, USA) were reacted
at 1:1000 with blots. The HRP-conjugated, anti-rabbit or anti-mouse secondary antibodies
(Cell Signaling, Danvers, MA, USA) were used at a dilution of 1:3000. Band expressions
were developed using Pierce ECL reagents (Thermo Scientific, Rockford, IL, USA).

3. Results

We assessed the synergy of Gemcitabine + MSeA in BxPC-3 cells grown in 2D culture
using MuSyC and HSA (Figure 1). An interactive 3D plot of the combination dose response
and MuSyC fit is available in File S2. By MuSyC, the combination had synergistic efficacy
β = 0.17 (95% CI: 0.10–0.24, Table S1). This indicates that at doses higher than the EC50
of each drug (approximately 0.1 µM of Gemcitabine and 2.5 µM of MSeA, Table S1),
the combination can achieve 17% greater efficacy than the stronger drug (MSeA) alone.
However, also by MuSyC, the combination showed antagonistic potency. The presence
of Gemcitabine slightly decreased the potency of MSeA (α12 = 0.95, 95% CI: 0.88–0.98,
Table S2). Conversely, the effect of MSeA on Gemcitabine’s potency was not statistically
identifiable as synergistic or antagonistic (α21 had a 95% CI: 0.28–1.22, Table S3). All
MuSyC parameter fits and their best values are given in Table S1.
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Figure 1. MuSyC and HSA synergy of Gemcitabine + MSeA in BxPC-3 cells grown in 2D culture.
(a) Scatter points show raw response data, while the surface corresponds to the best MuSyC fit
following 24 h treatments. Dose axes are on a log scale. A fully interactive version of this figure is in
File S2. The MuSyC parameters used to generate this surface are given in Table S1. Synergistic efficacy
can be seen by the fact that the deepest response is seen at high concentrations of the combination
of Gemcitabine + MSeA. (b) Dose-dependent HSA synergy, averaged over triplicate measurements.
The gray values correspond to treatment with a single drug, where synergy is not definable. Values
with HSA > 0 are synergistic, while those with HSA < 0 are antagonistic. Raw HSA values are
reported in Table S2. (c) Statistical significance of the HSA synergy from panel (b), determined by
two-sided, one-sample t-test. Color corresponds to -log10(p). The color scale is centered so that white
corresponds to p = 0.05, green corresponds to p < 0.05, and purple corresponds to p > 0.05.

Concomitant with the combination’s synergistic efficacy, HSA rated the combination
as synergistic at high doses of each drug (Figure 1b,c). At low and intermediate doses, the
combination was not significantly synergistic or antagonistic by HSA, indicating that the
slight potency antagonism detected by MuSyC was not strong enough to be registered by
the HSA model. The largest and most significant improvement of the combination over
monotherapy was observed at the highest tested concentration: 10 µM of MSeA plus 1 µM
of Gemcitabine.

We additionally tested synergy of these drugs in BxPC-3 cells at 24, 48, and 72 h, as
well as in MIA PaCa2 and PANC-1 cell lines at 24 h (Figures S1 and S2). The results at all
the timepoints for BxPC-3 showed synergy by HSA (Figure S1, Table S4) at almost all tested
doses. MuSyC synergy was less conclusive, though it indicated that the MSeA improved the
potency of Gemcitabine at 24 h, while Gemcitabine improved the potency of MSeA at 48 h
in BxPC-3 (Table S3). In both MIA PaCa2 and PANC-1 cells, Gemcitabine had little effect
(Figure S2). Further, the combination in these cell lines showed no statistically detectable
synergy by MuSyC or HSA (Figure S2, Table S1). Best fits and 95% confidence intervals of
each drug alone, in each cell line and time point, are shown in Figures S3 and S4. Interactive
3D visualizations of the MuSyC fits for each combination are given in Files S3–S7.
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Next, we decided to examine the impact of combinations on growth in 3D. We tested
whether or not this synergism is also reflected in 3D growth conditions. Since MSeA’s
effects alone and in combination were promising in the BxPC-3 cell line, we limited our 3D
experiments to this cell line only. Unlike the 2D growth, MuSyC was unable to statistically
distinguish either synergistic or antagonistic efficacy or potency (Table S1). We speculated
this was because of the uncertainty in both E1 (the maximum effect of Gemcitabine) and E3
(the maximum effect of a combination of high doses of both drugs).

By HSA, however, the combination was deemed synergistic at almost all tested doses
(Figure 2b). This synergy was significant at 5 µM of MSeA plus all tested concentrations of
Gemcitabine, and at 20 µM of MSeA combined with ≤0.1 µM Gemcitabine.

Figure 2. MuSyC and HSA synergy of Gemcitabine + MSeA in BxPC-3 cells grown in 3D culture.
(a) Scatter points show raw response data, while the surface corresponds to the best MuSyC fit
following 24 h treatments. A fully interactive version of this figure is in File S8. Best fits and 95%
confidence intervals of gemcitabine and MSeA alone in 3D culture are shown in Figure S5. The MuSyC
parameters used to generate this surface are given in Table S5. (b) Dose-dependent HSA synergy,
averaged over triplicate measurements. Raw HSA values are reported in Table S6. (c) Statistical
significance of the HSA synergy from panel (b), determined by two-sided, one-sample t-test.

Furthermore, we evaluated the impact of selenium alone and in combination with
Gemcitabine in BxPC-3 cells on relevant biological markers such as cleaved-poly ADP
ribose polymerase (PARP) for apoptosis and proliferating cell nuclear antigen (PCNA) for
proliferation as well as equilibrative nucleoside transporter 1 (ENT1) protein for examining
the facilitation of Gemcitabine uptake by the cancer cells. Gemcitabine and MSeA alone
showed a dose-dependent increase in cleaved PARP levels; however, the band intensities
were lower for the latter treatment. Combinations of MSeA and Gemcitabine revealed a
much stronger impact on cleaved PARP (Figure 3). Similarly, for ENT1, the combination of
MSeA and Gemcitabine showed a higher level compared to monotherapy. On the other
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hand, PCNA was moderately decreased by combinations compared to each monotherapy.
These markers were, however, not changing in a dose-dependent manner (Figure 3).

Figure 3. Effect of MSeA and Gemcitabine (GEM) individually and in combination on markers for
apoptosis, proliferation, and ENT1 in BxPC-3 cells following 24 h treatment (n = 1). Combinations
showed an increase in cleaved PARP protein expression as well as ENT1 protein expression and a
moderate decrease in PCNA.

4. Discussion

Drug combinations are an emerging cornerstone in cancer therapy due to the ability
of drugs to synergistically or additively target distinct pathways or subpopulations of pa-
tients [36]. Since Gemcitabine is a standard first-line chemotherapy for pancreatic cancers,
finding drugs that synergize with it may lead to improved overall survival. One of the
first randomized phase-3 trials used Erlotinib plus Gemcitabine to demonstrate statistically
significantly improved survival in advanced pancreatic cancer by adding any agent to
Gemcitabine [6]. Followed by another phase-3 trial in patients with metastatic pancreatic
adenocarcinoma, Gemcitabine plus nab-Paclitaxel significantly improved overall survival,
progression-free survival, and response rate compared to Gemcitabine alone, but rates of
peripheral neuropathy and myelosuppression were increased [3]. However, another clinical
study comparing Gemcitabine and Gemcitabine plus Capecitabine was recommended as
the standard first-line option in locally advanced and metastatic pancreatic cancer but had
a side effect of hand–foot syndrome in some patients [4,5]. Additionally, a comparison of
randomized, controlled trials of four Gemcitabine-based combinations, Gemcitabine plus a
platinum compound or 5-fluorouracil or irinotecan or capecitabine, revealed that no partic-
ular combination was significantly superior to another, but the indirect evidence suggests
some important trends. The strongest trends on indirect comparison were towards favoring
gemcitabine plus capecitabine or Gemcitabine plus a platinum compound over Gemc-
itabine plus irinotecan, and to a lesser degree, over gemcitabine plus 5-fluorouracil [37].
Moreover, the effectiveness of Gemcitabine may also be improved by combining it with
evidence-based complementary agents [38]. Some of the proposed combining agents in-
clude resveratrol, epigallocatechin gallate, vitamin B9, capsaicin, quercetin, sulforaphane
artemisinin, garcinol, thymoquinone, and emodin as well as aspirin or metformin combined
with Gemcitabine [38]. More validation is, however, required for these combinations prior
to approval for clinical studies.

Based on the efficacy of selenium compounds against several cancer types, we sought
to evaluate the synergy between MSeA, a monomethyl form of selenium, and Gemcitabine
on growth of known pancreatic adenocarcinoma cell lines. As demonstrated here, MSeA
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was effective on its own in BxPC-3 cells but its combination with Gemcitabine achieved
stronger results than either drug tested alone in BxPC-3 cells growing in both 2D and 3D cell
cultures. Conversely, PANC-1 and MIA PaCa2 cells had different outcomes. In these cell
lines, Gemcitabine had virtually no effect, regardless of co-treatment with MSeA, and no
synergy was detected. By contrasting the signaling responses of these cell lines in response
to treatment, future work may be able to pinpoint specific mechanisms underlying synergy
of this combination. In particular, we will focus on the oxidative stress-related pathway
including the impact on HIF-1α and its downstream proteins, as previously demonstrated
by us for MSeA [21].

Importantly, the synergistic efficacy of the combination of selenium and Gemcitabine
in BxPC-3 does not come at the cost of severe antagonistic potency. In clinical settings,
treatment of pancreatic cancer patients with Gemcitabine often leaves residual disease.
Therefore, combinations that achieve synergistic efficacy and, thus, a greater depth of
response, as demonstrated in our study, should be prioritized to improve these clinical
outcomes. Our synergy data from growth measurements in BxPC-3 cells were also reflected
in protein expression for proliferation as well as apoptosis when detected by PCNA and
cleaved PARP protein expression, respectively. Further, moderately increased hENT1
protein expression could also have promoted the cellular uptake of Gemcitabine in BxPC-3
cells, which resulted in further enhanced MSeA + Gemcitabine-induced cell death. Most
of the studies show enhanced hENT1 protein expression after 48 h treatments of drug
combinations with Gemcitabine [39,40], but here we were able to see a moderate increase
at the 24 h time point.

It is imperative to conduct more than one assessment to support the efficacy of com-
binations of drugs; in this study, we were able to demonstrate that via MuSyC Synergy
and HSA methods (measuring mitochondrial activity and viability via MTT assay) as
well as by evaluating cleaved PARP levels (measuring apoptosis) following MSeA and
Gemcitabine treatments in BxPC-3 cells. Future studies will focus on investigating changes
in mitochondrial potential and activation of specific caspase(s). Other studies [28,29] have
reported the impact of combinations of selenium and Gemcitabine; yet, the doses chosen
were higher and took longer to show an impact in the pancreatic cancer cell lines. This may,
in part, be attributed to the properties of the selenium form used in these studies. Most of
the experiments testing potential drug efficacy are performed in cells growing on plastic
(2D), which may not reflect what might be expected in vivo; therefore, conducting experi-
ments in a 3D platform offers a better assessment for screening possible drug combinations.
Moreover, in our study, it was clear that both of the compounds were able to reach the
cells grown in the 3D matrix, and the combinations outperformed the monotherapy. This
positively improves the chances of obtaining better outcomes of the same combinations
in future in vivo study designs using pancreatic cancer models. The in vivo studies are
crucial for translating outcomes to human clinical trials.

In addition, further studies elucidating the distinct mechanisms underlying selenium
and Gemcitabine combination synergy in 3D platform can strengthen the improvement in
the proposed combination’s response. In particular, we will focus on investigating oxidative
stress response and caspase activation in MSeA and Gemcitabine combination therapy.

5. Conclusions

Combining MSeA with Gemcitabine offers better synergy efficacy than each drug
examined alone in BxPC-3 cells. The methodology on Synergy described for MSeA and
Gemcitabine corroborates, in part, signs of proliferation, apoptosis, and ENT1 expression
in BxPC-3 cells. The combination was consistently synergistic in BxPC-3 cells, at different
timepoints and in both 2D and 3D cell cultures. Conversely the combination showed
no synergy in other pancreatic cancer cell lines. Collectively, these results likely point to
unique molecular characteristics of BxPC-3 cells, and further studies are needed to address
this point.
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Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/biomedicines10010149/s1. Figure S1: Synergy in BxPC-3 cells at 24, 48, and 72 h. Figure S2:
Synergy in MIA PaCa2 and PANC-1 cell lines. Figure S3: Monotherapy response in 2D culture.
Figure S4: Monotherapy response at 24, 48, and 72 h. Figure S5: Monotherapy response in 3D culture.
File S1: Source code and data. File S2: BxPC-3 2D culture MuSyC Dose Response. File S3: MIA PaCa2
MuSyC Dose Response. File S4: PANC-1 MuSyC Dose Response. File S5: BxPC-3 24-h MuSyC Dose
Response. File S6: BxPC-3 48-h MuSyC Dose Response. File S7: BxPC-3 72-h MuSyC Dose Response.
File S8: BxPC-3 3D culture MuSyC Dose Response. Table S1: MuSyC fits. Table S2: HSA synergy.
Table S3: Timeseries MuSyC. Table S4: Timeseries HSA. Table S5: 3D Culture MuSyC. Table S6: 3D
Culture HSA.

Author Contributions: Conceptualization, D.J.W., I.S. and R.S.; methodology, I.S. and R.S.; software,
D.J.W.; validation, I.S. and R.S.; formal analysis, D.J.W. and R.S.; investigation, R.S.; resources, R.S.;
data curation, D.J.W., I.S. and R.S.; writing—original draft preparation, D.J.W. and R.S.; writing—
review and editing D.J.W., I.S. and R.S.; visualization, D.J.W. and R.S.; supervision, R.S.; project
administration, R.S.; funding acquisition, R.S. All authors have read and agreed to the published
version of the manuscript.

Funding: This work, in part was supported by Penn State Cancer Institute Funds to R.S.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: All data and code are available in File S1.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Bray, F.; Ferlay, J.; Soerjomataram, I.; Siegel, R.L.; Torre, L.A.; Jemal, A. Global cancer statistics 2018: GLOBOCAN estimates of

incidence and mortality worldwide for 36 cancers in 185 countries. CA Cancer J. Clin. 2018, 68, 394–424. [CrossRef]
2. Burris, H.A., III; Moore, M.J.; Andersen, J.; Green, M.R.; Rothenberg, M.L.; Modiano, M.R.; Cripps, M.C.; Portenoy, R.K.; Storniolo,

A.M.; Tarassoff, P.; et al. Improvements in survival and clinical benefit with gemcitabine as first-line therapy for patients with
advanced pancreas cancer: A randomized trial. J. Clin. Oncol. 1997, 15, 2403–2413. [CrossRef]

3. Von Hoff, D.D.; Ervin, T.; Arena, F.P.; Chiorean, E.G.; Infante, J.; Moore, M.; Seay, T.; Tjulandin, S.A.; Ma, W.W.; Saleh, M.N.; et al.
Increased survival in pancreatic cancer. N. Engl. J. Med. 2013, 369, 1691–1703. [CrossRef]

4. Herrmann, R.; Bodoky, G.; Ruhstaller, T.; Glimelius, B.; Bajetta, E.; Schüller, J.; Saletti, P.; Bauer, J.; Figer, A.; Pestalozzi, B.; et al.
Gemcitabine plus capecitabine compared with gemcitabine alone in advanced pancreatic cancer: A randomized, multicenter,
phase III trial of the Swiss group for Clinical Cancer Research and the Central European Cooperative Oncology Group. J. Clin.
Oncol. 2007, 25, 2212–2217. [CrossRef]

5. Cunningham, D.; Chau, I.; Stocken, D.D.; Valle, J.W.; Smith, D.; Steward, W.; Harper, P.G.; Dunn, J.; Tudur-Smith, C.; West, J.; et al.
Phase III randomized comparison of gemcitabine versus gemcitabine plus capecitabine in patients with advanced pancreatic
cancer. J. Clin. Oncol. 2009, 27, 5513–5518. [CrossRef]

6. Moore, M.J.; Goldstein, D.; Hamm, J.; Figer, A.; Hecht, J.R.; Gallinger, S.; Au, H.J.; Murawa, P.; Walde, D.; Wolff, R.A.; et al.
Erlotinib plus gemcitabine compared with gemcitabine alone in patients with advanced pancreatic cancera phase III trial of the
National Cancer Institute of Canada Clinical Trials Group. J. Clin. Oncol. 2007, 25, 1960–1966. [CrossRef]

7. Conroy, T.; Desseigne, F.; Ychou, M.; Bouché, O.; Guimbaud, R.; Bécouarn, Y.; Adenis, A.; Raoul, J.L.; Gourgou-Bourgade, S.; de la
Fouchardière, C.; et al. FOLFIRINOX versus gemcitabine for metastatic pancreatic cancer. N. Engl. J. Med. 2011, 364, 1817–1825.
[CrossRef]

8. Schomburg, L. Selenium, selenoproteins and the thyroid gland: Interactions in health and disease. Nat. Rev. Endocrinol. 2011, 8,
160–171. [CrossRef]

9. Jenkins, D.; Kitts, D.; Giovannucci, E.L.; Sahye-Pudaruth, S.; Paquette, M.; Blanco Mejia, S.; Patel, D.; Kavanagh, M.; Tsirakis, T.;
Kendall, C.; et al. Selenium, antioxidants, cardiovascular disease, and all-cause mortality: A systematic review and meta-analysis
of randomized controlled trials. Am. J. Clin. Nutr. 2020, 112, 1642–1652. [CrossRef]

10. Deng, H.; Liu, H.; Yang, Z.; Bao, M.; Lin, X.; Han, J.; Qu, C. Progress of Selenium Deficiency in the Pathogenesis of Arthropathies
and Selenium Supplement for Their Treatment. Biol. Trace Elem. Res. 2021, 1–12. [CrossRef]

11. Liu, H.; Xu, H.; Huang, K. Selenium in the prevention of atherosclerosis and its underlying mechanisms. Metallomics 2017, 9,
21–37. [CrossRef]

12. Steinbrenner, H.; Al-Quraishy, S.; Dkhil, M.A.; Wunderlich, F.; Sies, H. Dietary selenium in adjuvant therapy of viral and bacterial
infections. Adv. Nutr. 2015, 6, 73–82. [CrossRef]

https://www.mdpi.com/article/10.3390/biomedicines10010149/s1
https://www.mdpi.com/article/10.3390/biomedicines10010149/s1
http://doi.org/10.3322/caac.21492
http://doi.org/10.1200/JCO.1997.15.6.2403
http://doi.org/10.1056/NEJMoa1304369
http://doi.org/10.1200/JCO.2006.09.0886
http://doi.org/10.1200/JCO.2009.24.2446
http://doi.org/10.1200/JCO.2006.07.9525
http://doi.org/10.1056/NEJMoa1011923
http://doi.org/10.1038/nrendo.2011.174
http://doi.org/10.1093/ajcn/nqaa245
http://doi.org/10.1007/s12011-021-03022-4
http://doi.org/10.1039/C6MT00195E
http://doi.org/10.3945/an.114.007575


Biomedicines 2022, 10, 149 9 of 10

13. Solovyev, N.; Drobyshev, E.; Bjørklund, G.; Dubrovskii, Y.; Lysiuk, R.; Rayman, M.P. Selenium, selenoprotein P, and Alzheimer’s
disease: Is there a link? Free Radic. Biol. Med. 2018, 127, 124–133. [CrossRef]

14. Ding, J.; Zhang, Y. Relationship between the Circulating Selenium Level and Stroke: A Meta-Analysis of Observational Studies.
J. Am. Coll. Nutr. 2021, 1–9. [CrossRef]

15. Zhang, J.; Saad, R.; Taylor, E.W.; Rayman, M.P. Selenium and selenoproteins in viral infection with potential relevance to
COVID-19. Redox. Biol. 2020, 37, 101715. [CrossRef]

16. Ip, C.; Dong, Y. Methylselenocysteine modulates proliferation and apoptosis biomarkers in premalignant lesions of the rat
mammary gland. Anticancer Res. 2001, 21, 863–867.

17. Unni, E.; Koul, D.; Yung, W.K.; Sinha, R. Se-methylselenocysteine inhibits phosphatidylinositol 3-kinase activity of mouse
mammary epithelial tumor cells in vitro. Breast Cancer Res. 2005, 7, R699–R707. [CrossRef]

18. Das, A.; Bortner, J.; Desai, D.; Amin, S.; El-Bayoumy, K. The selenium analog of the chemopreventive compound S,S’-(1,4-
phenylenebis[1,2-ethanediyl])bisisothiourea is a remarkable inducer of apoptosis and inhibitor of cell growth in human non-small
cell lung cancer. Chem. Biol. Interact. 2009, 180, 158–164. [CrossRef]

19. Wang, L.; Bonorden, M.J.; Li, G.X.; Lee, H.J.; Hu, H.; Zhang, Y.; Liao, J.D.; Cleary, M.P.; Lü, J. Methyl-selenium compounds inhibit
prostate carcinogenesis in the transgenic adenocarcinoma of mouse prostate model with survival benefit. Cancer Prev. Res. 2009, 2,
484–495. [CrossRef]

20. Sinha, I.; Allen, J.E.; Pinto, J.T.; Sinha, R. Methylseleninic acid elevates REDD1 and inhibits prostate cancer cell growth despite
AKT activation and mTOR dysregulation in hypoxia. Cancer Med. 2014, 3, 252–264. [CrossRef]

21. Vinceti, M.; Filippini, T.; Del Giovane, C.; Dennert, G.; Zwahlen, M.; Brinkman, M.; Zeegers, M.P.; Horneber, M.; D’Amico, R.;
Crespi, C.M. Selenium for preventing cancer. Cochrane Database Syst. Rev. 2018, 1, CD005195. [CrossRef]

22. Alcolea, V.; Karelia, D.N.; Pandey, M.K.; Plano, D.; Singh, P.; Palop, J.A.; Amin, S.; Sanmartín, C.; Sharma, A.K. Identification of
a Novel Quinoxaline-Isoselenourea Targeting the STAT3 Pathway as a Potential Melanoma Therapeutic. Int. J. Mol. Sci. 2019,
20, 521. [CrossRef]

23. Jablonska, E.; Li, Q.; Reszka, E.; Wieczorek, E.; Tarhonska, K.; Wang, T. Therapeutic Potential of Selenium and Selenium
Compounds in Cervical Cancer. Cancer Control. 2021, 28. [CrossRef]

24. Wang, L.; Wang, J.; Liu, X.; Liu, Q.; Zhang, G.; Liang, L. Association between selenium intake and the risk of pancreatic cancer: A
meta-analysis of observational studies. Biosci. Rep. 2016, 36, e00395. [CrossRef]

25. Lener, M.R.; Scott, R.J.; Wiechowska-Kozłowska, A.; Serrano-Fernández, P.; Baszuk, P.; Jaworska-Bieniek, K.; Sukiennicki, G.;
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