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ABSTRACT Here, we aimed to investigate the diagnostic value of a serological assay
using the nucleocapsid protein developed for severe acute respiratory syndrome coro-
navirus 2 (SARS-CoV-2) detection and evaluated its performance using three commer-
cial enzyme-linked immunosorbent assays (ELISAs), namely, Standard E 2019 novel co-
ronavirus disease (COVID-19) total antibody (Ab) ELISA (SD Biosensor), and EDI novel
coronavirus COVID-19 IgG and IgM ELISA. A recombinant nucleocapsid protein (rNP)
was expressed from plants and Escherichia coli for the detection of serum total Ab. We
prospectively collected 141 serum samples from 32 patients with reverse transcription-
PCR (RT-PCR)-confirmed COVID-19 and determined the sensitivity and dynamics of their
total Ab response. Specificity was evaluated using 158 prepandemic samples. To vali-
date the assays, we evaluated the performance using two different cutoff values. The
sensitivity and specificity for each assay were as follows: 92.91% and 94.30% (plant-
rNP), 83.69% and 98.73% (SD Biosensor), 75.89% and 98.10% (E. coli-rNP), 76.47% and
100% (EDI-IgG), and 80.39% and 80% (EDI-IgM). The plant-based rNP showed the high-
est sensitivity and area under the receiver operating characteristic (ROC) curve (0.980)
among all the assays (P , 0.05). The seroconversion rate for total Ab increased sequen-
tially with disease progression, with a sensitivity of 100% after 10 to 12 days of post-
symptom onset (PSO) for both rNP-plant-based and SD Biosensor ELISAs. After 2 weeks
of PSO, the seroconversion rates were .80% and 100% for EDI-IgM and EDI-IgG ELISA,
respectively. Seroconversion occurred earlier with rNP plant-based ELISA (5 days PSO)
compared with E. coli-based (7 days PSO) and SD Biosensor (8 days PSO) ELISA. We
determined that rNP produced in plants enables the robust detection of SARS-CoV-2
total Abs. The assay can be used for serosurvey and complementary diagnosis of
COVID-19.

IMPORTANCE At present, the principal diagnostic methods for COVID-19 comprise
the identification of viral nucleic acid by genetic approaches, including PCR-based
techniques or next-generation sequencing. However, there is an urgent need for vali-
dated serological assays which are crucial for the understanding of immune
responses against SARS-CoV-2. In this study, a highly sensitive and specific serologi-
cal antibody assay was developed for the detection of SARS-CoV-2 with an overall
accuracy of 93.56% using a recombinant nucleoprotein expressed from plants.

KEYWORDS SARS-CoV-2, COVID-19, ELISA, total antibody, nucleoprotein, E. coli, plant

Editor Rosemary C. She, Keck School of
Medicine of the University of Southern
California

Copyright © 2021 Tariq et al. This is an open-
access article distributed under the terms of
the Creative Commons Attribution 4.0
International license.

Address correspondence to Dong-Min Kim,
drongkim@chosun.ac.kr.

Received 24 June 2021
Accepted 25 October 2021
Published 24 November 2021

Volume 9 Issue 3 e00672-21 MicrobiolSpectrum.asm.org 1

RESEARCH ARTICLE

https://orcid.org/0000-0002-2300-1730
https://orcid.org/0000-0002-4517-3840
https://orcid.org/0000-0001-6262-372X
https://orcid.org/0000-0001-6373-0922
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.MicrobiolSpectrum.asm.org
https://crossmark.crossref.org/dialog/?doi=10.1128/Spectrum.00672-21&domain=pdf&date_stamp=2021-11-24


In December 2019, a novel coronavirus named severe acute respiratory syndrome co-
ronavirus 2 (SARS-CoV-2) was first recognized in Wuhan City, Hubei Province, China,

and has since spread rapidly and caused the 2019 novel coronavirus disease (COVID-
19) pandemic.

At present, the principal diagnostic methods of COVID-19 include the identification
of viral nucleic acids by genetic approaches, including PCR-based techniques and next-
generation sequencing (1). However, there is an urgent need for validated serological
assays which are well known to assist in many extremely relevant applications. First,
serological assays are crucial for the understanding of immune responses against
SARS-CoV-2, both quantitatively and qualitatively. Second, serosurveys are essential for
ascertaining the specific rate of infection, which is a key parameter to precisely deter-
mine its fatality rate. Third, these assays can contribute to the development of conva-
lescent plasma therapy by means of recognizing individuals who have mounted sub-
stantial antibody responses and may act as plasma donors. Finally, serological assays
can help determine the antibody responses that complement the protection from
SARS-CoV-2 (2).

The coronavirus has four main structural proteins, namely, membrane (M), envelope
(E), spike (S), and nucleocapsid (N) (3), with S and N being the main immunogens (4).
The S protein is found on the surface of viral particles and consists of two major func-
tional subunits responsible for viral cell membrane binding (S1) and fusion (S2) to host
cell receptors (4). The N protein is one of the most important structural proteins
involved in the replication and transmission of viral RNA and interferes with the host
cell cycle (5). Furthermore, in many coronaviruses, the N protein is highly immunogenic
and abundantly expressed during the course of infection (6). Consequently, it may act
as a potential antigen for the serological diagnosis of COVID-19, as with many devel-
oped diagnostic immunoassays for SARS-CoV-2 (6–8).

The validity of a serological assay depends on its sensitivity and specificity. Here, we
report the development of a serological assay for the detection of total antibody (Ab),
and its performance against plant- and Escherichia coli-expressed recombinant nucleo-
proteins (rNPs) of SARS-CoV-2 was evaluated using enzyme-linked immunosorbent
assays (ELISAs). The study was conducted on serial serum samples obtained from
patients infected with SARS-CoV-2. To date, very few studies have assessed the accu-
racy of a serological assay in terms of sensitivity and specificity (9–11). To the best of
our knowledge, the present study is the first to compare the diagnostic accuracy of nu-
cleoproteins expressed from both plants and E. coli for the detection of SARS-CoV-2.
We further investigated the analytical validity of total Ab ELISA in the identification of
seroconversion and compared its performance with that of a commercially available
Standard E COVID-19 total Ab ELISA (SD Biosensor) and EDI novel coronavirus COVID-
19 IgG and IgM ELISAs.

RESULTS
Definition of patients infected with SARS-CoV-2. A positive case was defined as a

person with confirmed COVID-19 in compliance with diagnostic measures involving viral
isolation and/or real-time reverse transcription-PCR (rRT-PCR) targeting two genes.
Negative sera were obtained before the COVID-19 pandemic. These samples were used
to characterize the true positives and true negatives of the ELISAs, by evaluating their
conformity with the actual SARS-CoV-2 diagnosis on the basis of two cutoff values.

SARS-CoV-2 antigen expression in plant and E. coli. The purity of plant- and E.
coli-based rNPs was assessed by SDS-PAGE and Coomassie blue staining (see Fig. S1A
and C in the supplemental material). The antigenicity of the recombinant proteins was
evaluated by Western blotting using patient serum samples (Fig. S1B and D). The
results showed the expected molecular weights of ;48 kDa and ;46 kDa for plant-
and E. coli-based rNPs, respectively.

Determination of optimal cutoff value for ELISAs. Two different approaches were
used to calculate the cutoff values, and the optimal value was selected based on the
higher accuracy obtained (Table 1). The recommended cutoff values by using the
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receiver operating characteristic (ROC) curve were 0.5, 1.8, 0.18, 0.28, and 0.09 for the
plant rNP-total Ab-, E. coli rNP-total Ab-, SD Biosensor-total Ab-, EDI-IgG-, and EDI-IgM-
based ELISAs, respectively. The acquired cutoff values by using mean 1 3 SD were 0.7
and 2.2 for the plant rNP- and E. coli rNP-based ELISAs, respectively. For SD-Biosensor-
total Ab, the obtained cutoff value was 0.36. For EDI-IgG- and IgM-based ELISAs, the
acquired ranges of negative and positive cutoff values were 0.32 to 0.39 and 0.18 to
0.22, respectively (Table 1).

Both in-house and commercial assay cutoff values acquired from the ROC curve
provided higher accuracies; therefore, these values were selected for further analysis.

Specificity of the ELISAs. To verify the specificity (95% confidence interval) of the
assays, 158 pre-COVID-19 serum samples were analyzed. The specificity varied between
94.30% (89.46% to 97.36%) and 98.10% (94.55% to 99.61%) for the plant rNP- and E.
coli rNP-based assays, respectively (P = 0.109). Two samples were false positive for SD
Biosensor with a specificity of 98.73% (95.50% to 99.85%).

With the use of 20 pre-COVID-19 sera, the specificity was 100% (83.16% to 100%)
and 80% (56.34% to 94.27%) for EDI-IgG and IgM ELISA, respectively (P = 0.125)
(Table 1).

Sensitivity and comparative analysis for overall diagnostic performance. The
overall sensitivity for 141 serum specimens varied between 92.91% (87.34% to 96.55%)
for plant rNP, 83.69% (76.54% to 89.37%) for SD Biosensor, and 75.89% (67.97% to
82.69%) for E. coli rNP (Table 1). All false negatives of the plant rNP-based and SD
Biosensor ELISA were obtained from samples acquired within 10 days post-symptom
onset (PSO) (Fig. 1A and C).

The sensitivity of the EDI-ELISA was calculated using 51 samples. The overall sensi-
tivity of EDI-IgM ELISA was 80.39% (66.88% to 90.18%), which was slightly greater than
that observed for EDI-IgG ELISA at 76.47% (62.51% to 87.21%) (P = 0.8145). Among all
the assays, the plant rNP-based ELISA showed the highest sensitivity (92.91%) and ac-
curacy (93.65%; 90.25% to 96.13%), with a statistically significant difference (P , 0.05).

Dynamic trend to seropositivity against SARS-CoV-2 relative to the duration of
illness. The samples were grouped by week to observe the progression of antibodies.
For the rNP-based and SD Biosensor ELISA, 128 tested samples were obtained from 30
symptomatic patients. Of these samples, 28 were collected between the day of symp-
tom onset (day 0) and 6 days PSO (week 1), 25 between 7 and 13 days PSO (week 2),
21 between 14 and 20 days PSO (week 3), and 54 after 20 days PSO (.3 weeks). For
the EDI-ELISA, 44 samples were obtained from 19 symptomatic patients. Of these sam-
ples, 11 were analyzed for week 1, 10 for week 2, 11 for week 3, and 12 for .3 weeks
(Table 2; see Fig. S2 in the supplemental material).

The sensitivity of EDI-IgM was highest in week 1 at 72.73% (39.03% to 93.98%) fol-
lowed by plant rNPs at 67.86% (47.65% to 84.12%). The sensitivity of all assays
increased during week 2. For plant rNPs, SD Biosensor, and EDI-IgG ELISA, the serocon-
verted samples reached a plateau at 100% at 10 and 12 days PSO (Fig. 1A, C, and D
and Fig. 2). None of the patients became seronegative after the first positive result
obtained with plant rNP, SD Biosensor, and EDI-IgG assays; however, no such pattern
was observed in the samples tested with E. coli rNP and EDI-IgM ELISAs (Fig. 2).

The seroconversion of total Ab was observed to occur as early as the day of symp-
tom onset, with a median of 5 days PSO (interquartile range [IQR], 1 to 9 days) for plant
rNP, 7 days PSO (IQR, 1 to 10 days) for E. coli rNP, and 8 days PSO (IQR, 5 to 10 days) for
SD Biosensor ELISA. For EDI-IgG and-IgM ELISAs, the day of seropositivity could not be
identified, as complete serial samples were not analyzed using these kits.

ROC analysis. The area under the concentration-time curve (AUC) obtained from the
ROC analysis provides a good parameter for the diagnostic power of a specific test and
was compared among the different ELISAs (Fig. 3). Compared with all assays, the plant-
based rNPs had the significantly highest measure at 0.957 (0.881 to 0.991; P, 0.05).

Correlation analysis between ELISAs. All tests were significantly correlated with
each other (P , 0.0001), as assessed by Pearson’s correlation coefficient (r). The strongest
positive correlation was observed in plant-based rNP and EDI-IgG ELISAs, with an r of
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FIG 1 Optical density at 450 nm (OD450) for antibody detection by days after symptom onset. Plant-based rNP (A), E. coli-based rNP (B), SD Biosensor total Ab
(C), EDI-IgG (D), and EDI-IgM (E) ELISAs. The gray line shows the calculated cutoff values by mean 1 3 SD or range recommended by commercial assay. The red
line shows the cutoff values recommended by the ROC curve. Green lines indicate the median with interquartile ranges. The data set contained 286 samples
for rNP plant-based, rNP E. coli-based, and SD Biosensor total Ab ELISAs, including 128 samples from 30 symptomatic COVID-19 patients and 158 samples from
negative controls. For the EDI-IgG and -IgM ELISAs, 64 samples were analyzed, including 44 samples from 19 symptomatic COVID-19 patients and 20 samples
from negative controls. mean 1 3 SD, mean optical density plus 3-fold of standard deviation. ROC, receiver operating characteristic.
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FIG 2 Graph of the positive rate of SARS-CoV-2-specific total antibodies, IgG, and IgM by days post-symptom onset. (A) Positive
rate obtained from recommended cutoff values by ROC curve. (B) Positive rate obtained from calculated cutoff values by

(Continued on next page)
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0.9077, followed by plant-based rNP and SD Biosensor (r = 0.887) and E. coli-based rNP
(r = 0.869). All assays showed a moderate positive correlation (r = 0.5117 to 0.5560) with
EDI-IgM ELISA (Table 3).

Identification of asymptomatic infection via contact tracing. In our study, two
patients (2/32, 6.25%) had occult asymptomatic infections and were identified through
contact tracing. Throughout the follow-up period, both patients remained asymptom-
atic. The plant-based rNP and SD Biosensor assays detected seroconversion on the day
of hospital admission, but the E. coli-rNP assay detected seropositivity on the 10th day
of hospitalization. The antibody response remained positive during the follow-up pe-
riod of 3 weeks. These patients were also found to be positive by both EDI-ELISAs;
however, the day of seropositivity could not be identified, as a complete set of samples
was not analyzed by these assays.

DISCUSSION

Validated serological assays for SARS-CoV-2 are currently insufficient and are neverthe-
less promptly required for efficient diagnosis, contact tracing, epidemiologic clarification,
and the advancement of vaccine studies. Previous data on the SARS-CoV-2 epidemic
showed that evaluation of the antibody response was effective for serodiagnosis (12, 13).
In the present study, we developed and evaluated ELISA to detect antinucleocapsid anti-
bodies (total Ab) using an rNP antigen expressed in plants and E. coli and compared their
performance with three commercial ELISAs (SD Biosensor Standard E COVID-19 total Ab
ELISA and EDI novel coronavirus COVID-19 IgG and IgM).

Nucleoproteins can be easily expressed and purified in vast quantities in prokaryotic
and eukaryotic hosts. Plant-based expression systems offer some advantages over more

FIG 3 Receiver operating characteristic (ROC) curves for the evaluation and comparison of diagnostic accuracy.
(A) Plant rNP-based, E. coli rNP-based, and SD Biosensor total Ab ELISAs. (B) Plant rNP-based, E. coli rNP-based,
SD Biosensor total Ab, EDI-IgG, and EDI-IgM ELISAs. The data set contain all 299 samples for rNP plant-based,
rNP E. coli-based, and SD Biosensor total Ab ELISAs, including 141 samples from 32 patients with COVID-19 and
158 samples from negative controls. For comparison with EDI-IgG and -IgM ELISA, the data set contains 71
samples, including 51 samples from 21 patients with COVID-19 and 20 samples from negative controls.

FIG 2 Legend (Continued)
mean 1 3 SD or range recommended by commercial assay. The data set contains 128 samples for rNP plant-based and rNP E.
coli-based assays from 30 symptomatic COVID-19 patients. For EDI-IgG ELISA, 44 samples were analyzed from 19 symptomatic
COVID-19 patients. The cutoffs recommended by ROC curve were 0.5, 1.8, 0.18, 0.28, and 0.09 for rNP plant-based, rNP E. coli-
based, SD Biosensor total Ab, EDI-IgG, and EDI-IgM ELISAs, respectively. The calculated cutoff values by mean 1 3 SD or range/
value recommended by commercial assay were 0.7, 2.2, 0.36, 0.32 to 0.39, and 0.18 to 0.22 for rNP plant-based, rNP E. coli- based,
SD Biosensor test Ab, EDI-IgG, and EDI-IgM ELISAs, respectively. The borderline results obtained from the EDI commercial assay
were considered positive.
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widely held insect or mammalian systems since the required media or growth conditions
are optimized and inexpensive (14). The advantages over bacterial or yeast systems are
that posttranslational modifications are somewhat similar to mammalian cell lines, and
they lack contaminating pathogens or endotoxins that can cause problems with the puri-
fication of the desired protein (14, 15). The deficiency of precise protein glycosylation and
yield of recombinant proteins are considered disadvantages for using plant-expressed
proteins. However, more recently, Nicotiana benthamiana has been increasingly accepted
as the preferred protein expression host because of its compliance with higher levels of
transient gene expression, rapid generation of biomass, a defective posttranscriptional
gene silencing system, and engineering strategies in the secretory pathway of plants, of
which all can overcome the difficulty of low yield (16, 17).

Our results of the total Ab response against SARS-CoV-2 indicated the analytical val-
idation of the serological test for COVID-19 diagnosis and showed superior perform-
ance with plant-expressed recombinant proteins. Moreover, the results of the plant-
expressed protein showed excellent correlation with the widely used commercial IgG
(EDI) and total Ab (SD Biosensor) ELISA kits. Remarkably, all patients seroconverted in
the early 2 weeks, thus demonstrating 100% seropositivity of total Ab by 10 days PSO;
these findings corroborated with those of recently published reports (9, 11, 18).
Additionally, our results indicated that the total Ab persisted well beyond 2 months of
PSO in the 17 serum samples obtained from 13 symptomatic patients.

Using our ELISA with plant-expressed rNP, we demonstrated excellent sensitivity
and specificity with high accuracy of total antibody testing for SARS-CoV-2 identifica-
tion. A previous report indicated a high seroconversion of total Ab (93.1%) compared
with IgG (82.7%) and IgM (64.7%) alone (11), which is consistent with our results
(92.91%). In a recent report on the evaluation of immunoassays (10), it was found that
the sensitivity and specificity for the identification of total Ab (90%, 100%) surpassed
those of IgA (90%, 93%) and IgG (96%, 65%) alone. These results are consistent with
our findings of total Ab (92.91% and 94.30%). Despite the use of a double sandwich
ELISA, a more sensitive technique (19) in contrast to our indirect ELISA approach, the
sensitivity of the antibody detection assay observed in the first week was 38.3% (11),
which was comparatively lower than that reported in the present study (67.86%). The
AUC is used to measure the accuracy of a diagnostic test (20), and guidelines indicate

TABLE 3 Correlation analysis of the OD values between in-house rNP plant-based, E. coli-based, SD Biosensor total Ab, and EDI novel
coronavirus COVID-19 IgG and IgM ELISAs

ELISA Parameter

Data by ELISA

rNP (plant based) rNP (E. coli based) SD Biosensor total Ab EDI-IgG EDI-IgM
rNP (plant based) Correlation coefficient 0.869 0.887 0.908 0.523

P valuea ,0.0001 ,0.0001 ,0.0001 ,0.0001
n 299 299 71 71

rNP (E. coli based) Correlation coefficientb 0.869 0.782 0.821 0.556
P value ,0.0001 ,0.0001 ,0.0001 ,0.0001
nc 299 299 71 71

SD Biosensor total Ab Correlation coefficient 0.887 0.782 0.745 0.531
P value ,0.0001 ,0.0001 ,0.0001 ,0.0001
n 299 299 71 71

EDI-IgG Correlation coefficient 0.908 0.821 0.745 0.512
P value ,0.0001 ,0.0001 ,0.0001 ,0.0001
n 71 71 71 71

EDI-IgM Correlation coefficient 0.523 0.523 0.531 0.512
P value ,0.0001 ,0.0001 ,0.0001 ,0.0001
n 71 71 71 71

aThe analysis was performed with Pearson's correlation coefficient.
bThe interpretations of correlation coefficient (r) were characterized as follows: 0.00–0.19, very weak; 0.20–0.39, weak; 0.40–0.59, moderate; 0.60–0.799, strong; and 0.80–
1.00, very strong.

cn, no. of samples.
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that a value of $0.90 designates an excellent diagnostic test. Remarkably, our results
showed a high AUC for the plant rNP-based ELISA.

The findings from our ELISA based on the detection of total Ab in COVID-19
patients indicated its utility in serosurveys to ascertain the fatality rate in different pop-
ulations and to identify asymptomatic infections. It can also assist in mapping the
kinetics of immune responses by monitoring all the antibodies produced during the
complete course of disease progression.

This study, however, is subject to several limitations. First, although our ELISA
showed good specificity in healthy subjects, we could not assess the cross-reactivity of
N proteins between SARS-CoV-2 and other human coronaviruses. Second, cross-sec-
tional samples were used to determine the dynamics of total Ab, even though the de-
velopment of the immune response of each patient is highly dynamic. Third, we calcu-
lated only the median day of seroconversion in 17 symptomatic patients (17/30, 56%)
since we could not obtain the serum from the remaining patients during their early
course of infection. Therefore, the median time for the development of total Abs might
have been affected. Finally, we evaluated the persistence of total Ab for more than
2 months in 13 symptomatic patients (13/30, 43%); further studies are warranted to
better understand the antibody response profile using longitudinal sample collection.
Another limitation of our study is that, despite the appropriate conditions, we
observed a higher background while utilizing our in-house ELISA with E. coli-expressed
rNP. Our future studies will attempt to improve and overcome these limitations.

In conclusion, we found that ELISA based on plant-expressed rNPs provided the
most efficient results. This research contributes to our understanding that the detec-
tion of total Ab against recombinant nucleoproteins of SARS-CoV-2 by means of ELISA
has an important diagnostic value as a serological assay. The findings provide convinc-
ing evidence for the standard implementation of plant-based total Ab serological
assays in the complementary diagnosis and clinical surveillance of patients with
COVID-19.

MATERIALS ANDMETHODS
Patients and source of data. Between February 2020 and July 2020, patients with confirmed COVID-

19 were recruited and grouped according to the presence of COVID-19-associated symptoms. All
patients included in this study were not vaccinated against SARS-CoV-2 and remained unvaccinated dur-
ing the entire follow-up period. These patients were hospitalized at three tertiary care hospitals, as fol-
lows: Chosun University Hospital, Yeungnam University Hospital, and Seoul National University Bundang
Hospital, South Korea. The total Ab (IgG, IgM, and IgA) responses against SARS-CoV-2 were determined
by indirect ELISA based on plant- and E. coli-expressed rNPs. The performance of our in-house total Ab
ELISA was further compared with three commercial immunoassays, namely, Standard E COVID-19 total
Ab ELISA (SD Biosensor) and EDI novel coronavirus COVID-19 IgG and IgM ELISA. At each time point, the
mean optical density at 450 nm (OD450) was calculated. The negative controls included 158 serum sam-
ples obtained in 2015 and 2017, prior to the COVID-19 pandemic, from healthy individuals at Chosun
University Hospital.

For both rNP-based and SD Biosensor ELISAs, 141 serial samples were obtained from 32 recruited
patients who were positive for SARS-CoV-2 infection (30 symptomatic [128 sera] and 2 asymptomatic
[13 sera]). To compare the performance of in-house total Ab ELISA with the EDI-ELISA, a total of 51 sam-
ples from 21 SARS-CoV-2-confirmed patients (19 symptomatic [44 sera] and 2 asymptomatic [7 sera])
were used as positive controls, while 20 samples were used as negative controls.

Isolation of SARS-CoV-2 and quantitative real-time reverse transcription-PCR (RT-PCR). To iso-
late the virus, nasopharyngeal and sputum specimens from each patient were treated with 20� penicillin-
streptomycin (Thermo Fisher Scientific, Loughborough, United Kingdom) at 4°C for 1 h and were centrifuged
for 20 min at low speed to obtain the viral particle-containing supernatant, which was then inoculated into
Vero E6 cells. The cells were suspended in viral cell culture media and incubated at 37°C for 3 to 5 days. The
supernatant was then collected for RNA extraction. Viral proliferation was identified after two passages with
an interval of 5 days using rRT-PCR with a confirmatory cycle threshold (CT) value of,20.

RNA from nasopharyngeal and sputum specimens were extracted using the real-prep viral DNA/RNA
kit (BioSewoom, South Korea) and fully automated instruments (Bio-seam, South Korea). The extracted
RNA was then subjected to rRT-PCR targeting the E gene and RNA-dependent RNA polymerase accord-
ing to the manufacturer’s instructions (KogeneBiotech, Seoul, South Korea or SD Biosensor, Inc.) (1).

Recombinant proteins. The rNPs were produced and synthesized commercially using Nicotiana
benthamiana plants (BioApplications Inc., South Korea) and E. coli (Bionics, South Korea). Both proteins
had the same 420-amino acid sequence. Protein purity and antigenicity were confirmed by SDS-PAGE
and Western blotting, respectively.
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Validation of plant- and E. coli-based rNPs using SDS-PAGE and Western blotting. To validate
the antigenicity and protein purity of plant- and E. coli-based rNPs, we tested a serum sample positive
for SARS-CoV-2 infection obtained from a patient in the convalescent phase. For a negative control,
pooled negative sera were obtained from the healthy individuals prior to the COVID-19 pandemic. The
proteins were separated by 12% sodium dodecyl sulfate polyacrylamide gel electrophoresis (SDS-PAGE)
followed by electroblotting of protein bands onto polyvinylidene difluoride (PVDF) membranes (Thermo
Fisher Scientific, Germany). The blot was cut into strips and blocked with blocking buffer (phosphate-
buffered saline with Tween 20 [PBS-T] containing 5% skimmed milk) for 1 h at room temperature fol-
lowed by incubation with serum samples as primary antibodies (1:1,000 diluted in blocking buffer) at
4°C overnight. After a wash step in PBS-T for 10 min, the bound antibodies were detected using horse-
radish peroxidase (HRP)-conjugated secondary antibody goat anti-human IgG (Invitrogen, USA) at a dilu-
tion of 1:10,000 in PBS-T for 1 h at room temperature. The immunoprecipitated bands were developed
using enhanced chemiluminescence reagents, and the membranes were scanned with an infrared imag-
ing system. The expression and purity of both proteins were identified by SDS-PAGE gel stained with
InstantBlue Coomassie protein stain (ab119211).

Identification of total antibody against rNP of SARS-CoV-2 by ELISA. Serum antibodies against
SARS-CoV-2 were determined using an indirect ELISA. The 96-well ELISA microplates (Thermo Fisher
Scientific Korea, Ltd.) were coated overnight at 4°C with 100 mL per well of 2 mg/mL of plant- and E. coli-
expressed rNPs. The microplates were washed three times with washing buffer of PBS-T (0.05% Tween
20) and blocked with blocking buffer (PBS-T containing 5% of skim milk) for 2 h at 37°C. After four
washes, the specimens were diluted 100-fold with blocking solution and incubated at 37°C for 2 h. The
plates were then washed five times with washing buffer. Following this step, HRP-conjugated goat anti-
human total Ab (Thermo Fisher Scientific; catalog no. 31418) was diluted in blocking solution (1:40,000)
and added at a 100 mL volume per well and incubated at 37°C for 1 h. After an extensive washing step,
50 mL of 3,39,5,59-tetramethylbenzidine substrate (TMB; Sigma-Aldrich, USA) was added to each well at
room temperature in the dark. After 30 min, the reaction was stopped with 25 mL of 1 M H2SO4, and the
absorbance at 450 nm was measured in each well. The samples were tested in triplicate.

SD Biosensor Standard E COVID-19 total Ab ELISA. The assay was performed according to the
manufacturer’s instructions (catalog no. E-NCOV-01T; SD Biosensor, Inc. South Korea). The assay was
intended to detect total antibodies (IgM/IgA/IgG) to SARS-CoV-2 in human serum by binding to the pre-
coated spike protein on the microplate. The cutoff value was calculated by adding the mean absorbance
at 450 nm of the negative control to 0.3.

EDI novel coronavirus COVID-19 IgG and IgM ELISA. The assay was performed according to the
manufacturer’s protocol (Epitope Diagnostic, Inc., San Diego, CA). The ELISA detects IgG (catalog no. KT-
1032)-specific antibodies in human serum by binding to SARS-CoV-2 recombinant full-length nucleocap-
sid protein coated on the plates. The ELISA that detects IgM-specific antibodies (catalog no. KT-1033) is
based on the capture of IgM in human serum and then detects antibodies binding to the SARS-CoV-2
nucleocapsid protein. The cutoff values were calculated by adding the average OD of negative controls
to 0.18 (for IgG) or 0.10 (for IgM) and multiplying by 0.9 and 1.1 to obtain the negative and positive
results, respectively.

Data analysis. Sensitivity was defined as the percentage of patients accurately detected as having
COVID-19, as initially diagnosed using rRT-PCR and SARS-CoV-2 culture from respiratory specimens.
Specificity was defined as the percentage of patients who were accurately identified as not having SARS-
CoV-2 infection. The results of categorical variables were expressed as percentages and counts, whereas
continuous variables were expressed as mean and standard deviation or median and interquartile range
(IQR). To compare the paired nominal categorical data, an analysis was performed using McNemar’s test. A
correlation analysis was performed using Pearson’s correlation coefficient. Statistical significance was set at
a P value of,0.05. All statistical analyses were performed using MedCalc Software Ltd. (Ostend, Belgium).

Determination of positive or negative ELISA results by identification of the cutoff value. To
determine the best cutoff value for the total Ab ELISA, we implemented two different calculation meth-
ods. (i) The first optimal cutoff value (maximum trade-off between sensitivity and specificity) was identi-
fied by generating a receiver operating characteristic (ROC) curve (MedCalc Software Ltd., Ostend,
Belgium). To evaluate the accuracy of the test, the area under the concentration-time curve (AUC) was
calculated (20). (ii) For in-house total Ab ELISA, the second cutoff value was identified by OD450 plus 3-
fold standard deviation (mean 1 3 SD) by utilizing 158 negative controls. For SD Biosensor total Ab
ELISA, 158 negative sera were used, and the cutoff value was obtained according to the manufacturer’s
protocol. For EDI-IgG and IgM ELISA, 20 negative controls were utilized, and the cutoff values were cal-
culated using the manufacturer’s method.

Analysis of ELISA performance using cutoff values and SARS-CoV-2-positive samples. To ana-
lyze the performance of the ELISAs, each of the two obtained cutoff values was evaluated using the
defined SARS-CoV-2-positive samples. If the resulting OD value of a patient’s serum sample is greater
than the calculated cutoff value, the ELISA result is considered true positive (TP). Conversely, if the OD
value is less than or equal to the cutoff value, the assay is considered false negative (FN). This criteria
was used to calculate and compare the sensitivity, specificity, and accuracy. The results of these parame-
ters are further analyzed in Table 1.

This study was approved by the institutional review boards (IRB) of Chosun University Hospital (IRB
2020-02-011-003), Seoul National University (IRB B-2008/633-304), and Yeungnam University (IRB 2020-
05-080). Written informed consent was obtained from all participants.

Total Antibody against SARS-CoV-2

Volume 9 Issue 3 e00672-21 MicrobiolSpectrum.asm.org 11

https://www.MicrobiolSpectrum.asm.org


SUPPLEMENTAL MATERIAL

Supplemental material is available online only.
SUPPLEMENTAL FILE 1, PDF file, 1.1 MB.

ACKNOWLEDGMENTS
We thank BioApplications Inc. for providing the plant-expressed recombinant

nucleoproteins.
This study was supported by grants from the Chosun University Medical Institute, 2012.
We declare no conflicts of interest.

REFERENCES
1. Huang C, Wang Y, Li X, Ren L, Zhao J, Hu Y, Zhang L, Fan G, Xu J, Gu X,

Cheng Z, Yu T, Xia J, Wei Y, Wu W, Xie X, Yin W, Li H, Liu M, Xiao Y, Gao H,
Guo L, Xie J, Wang G, Jiang R, Gao Z, Jin Q, Wang J, Cao B. 2020. Clinical fea-
tures of patients infected with 2019 novel coronavirus inWuhan, China. Lan-
cet 395:497–506. https://doi.org/10.1016/S0140-6736(20)30183-5.

2. Amanat F, Stadlbauer D, Strohmeier S, Nguyen THO, Chromikova V,
McMahon M, Jiang K, Arunkumar GA, Jurczyszak D, Polanco J, Bermudez-
Gonzalez M, Kleiner G, Aydillo T, Miorin L, Fierer DS, Lugo LA, Kojic EM,
Stoever J, Liu STH, Cunningham-Rundles C, Felgner PL, Moran T, García-
Sastre A, Caplivski D, Cheng AC, Kedzierska K, Vapalahti O, Hepojoki JM,
Simon V, Krammer F. 2020. A serological assay to detect SARS-CoV-2 sero-
conversion in humans. Nat Med 26:1033–1036. https://doi.org/10.1038/
s41591-020-0913-5.

3. Rota PA, Oberste MS, Monroe SS, Nix WA, Campagnoli R, Icenogle JP,
Peñaranda S, Bankamp B, Maher K, Chen M-H, Tong S, Tamin A, Lowe L,
Frace M, DeRisi JL, Chen Q, Wang D, Erdman DD, Peret TCT, Burns C, Ksiazek
TG, Rollin PE, Sanchez A, Liffick S, Holloway B, Limor J, McCaustland K,
Olsen-Rasmussen M, Fouchier R, Günther S, Osterhaus ADME, Drosten C,
Pallansch MA, Anderson LJ, Bellini WJ. 2003. Characterization of a novel co-
ronavirus associated with severe acute respiratory syndrome. Science 300:
1394–1399. https://doi.org/10.1126/science.1085952.

4. Meyer B, Drosten C, Müller MA. 2014. Serological assays for emerging
coronaviruses: challenges and pitfalls. Virus Res 194:175–183. https://doi
.org/10.1016/j.virusres.2014.03.018.

5. Chang C, Sue S-C, Yu T, Hsieh C-M, Tsai C-K, Chiang Y-C, Lee S, Hsiao H, Wu
W-J, ChangW-L, Lin C-H, Huang T. 2006. Modular organization of SARS coro-
navirus nucleocapsid protein. J Biomed Sci 13:59–72. https://doi.org/10
.1007/s11373-005-9035-9.

6. Che X-Y, Qiu L-W, Pan Y-X, Wen K, Hao W, Zhang L-Y, Wang Y-D, Liao Z-Y,
Hua X, Cheng VCC, Yuen K-Y. 2004. Sensitive and specific monoclonal
antibody-based capture enzyme immunoassay for detection of nucleo-
capsid antigen in sera from patients with severe acute respiratory syn-
drome. J Clin Microbiol 42:2629–2635. https://doi.org/10.1128/JCM.42.6
.2629-2635.2004.

7. Chen S, Lu D, Zhang M, Che J, Yin Z, Zhang S, Zhang W, Bo X, Ding Y,
Wang S. 2005. Double-antigen sandwich ELISA for detection of antibodies
to SARS-associated coronavirus in human serum. Eur J Clin Microbiol
Infect Dis 24:549–553. https://doi.org/10.1007/s10096-005-1378-7.

8. Liu W, Liu L, Kou G, Zheng Y, Ding Y, Ni W, Wang Q, Tan L, Wu W, Tang S,
Xiong Z, Zheng S. 2020. Evaluation of nucleocapsid and spike protein-
based enzyme-linked immunosorbent assays for detecting antibodies
against SARS-CoV-2. J Clin Microbiol 58:e00461-20. https://doi.org/10
.1128/JCM.00461-20.

9. Adams ER, Ainsworth M, Anand R, Andersson MI, Auckland K, Baillie JK,
Barnes E, Beer S, Bell JI, Berry T, Bibi S, Carroll M, Chinnakannan SK,
Clutterbuck E, Cornall RJ, Crook DW, de Silva T, Dejnirattisai W, Dingle KE,
Dold C, Espinosa A, Eyre DW, Farmer H, Fernandez Mendoza M, Georgiou D,
Hoosdally SJ, Hunter A, Jefferey K, Kelly DF, Klenerman P, Knight J, Knowles
C, Kwok AJ, Leuschner U, Levin R, Liu C, López-Camacho C, Martinez J,
Matthews PC, McGivern H, Mentzer AJ, Milton J, Mongkolsapaya J, Moore

SC, Oliveira MS, Pereira F, Perez E, Peto T, Ploeg RJ, Pollard A, National COVID
Testing Scientific Advisory Panel, et al. 2020. Antibody testing for COVID-19:
a report from the National COVID Scientific Advisory Panel. Wellcome Open
Res 5:139. https://doi.org/10.12688/wellcomeopenres.15927.1.

10. Lassaunière R, Frische A, Harboe ZB, Nielsen ACY, Fomsgaard A, Krogfelt KA,
Jørgensen CS. 2020. Evaluation of nine commercial SARS-CoV-2 immunoas-
says. medRxiv. https://doi.org/10.1101/2020.04.09.20056325.

11. Zhao J, Yuan Q, Wang H, Liu W, Liao X, Su Y, Wang X, Yuan J, Li T, Li J,
Qian S, Hong C, Wang F, Liu Y, Wang Z, He Q, Li Z, He B, Zhang T, Fu Y, Ge
S, Liu L, Zhang J, Xia N, Zhang Z. 2020. Antibody responses to SARS-CoV-2
in patients with novel coronavirus disease 2019. Clin Infect Dis 71:
2027–2034. https://doi.org/10.1093/cid/ciaa344.

12. Lau SKP, Woo PCY, Wong BHL, Tsoi H-W, Woo GKS, Poon RWS, Chan K-H,
Wei WI, Peiris JSM, Yuen K-Y. 2004. Detection of severe acute respiratory
syndrome (SARS) coronavirus nucleocapsid protein in SARS patients by
enzyme-linked immunosorbent assay. J Clin Microbiol 42:2884–2889.
https://doi.org/10.1128/JCM.42.7.2884-2889.2004.

13. Louie JK, Hacker JK, Mark J, Gavali SS, Yagi S, Espinosa A, Schnurr DP,
Cossen CK, Isaacson ER, Glaser CA, Fischer M, Reingold AL, Vugia DJ,
Unexplained Deaths and Critical Illnesses Working Group. 2004. SARS and
common viral infections. Emerg Infect Dis 10:1143–1146. https://doi.org/
10.3201/eid1006.030863.

14. Shanmugaraj B, Malla A, and, Phoolcharoen W. 2020. Emergence of novel
coronavirus 2019-nCoV: need for rapid vaccine and biologics develop-
ment. Pathogens 9:148. https://doi.org/10.3390/pathogens9020148.

15. Maliga P, Graham I. 2004. Molecular farming and metabolic engineering
promise a new generation of high-tech crops. Curr Opin Plant Biol 7:
149–151. https://doi.org/10.1016/j.pbi.2004.01.016.

16. Makatsa MS, Tincho MB, Wendoh JM, Ismail SD, Nesamari R, Pera F, de Beer
S, David A, Jugwanth S, Gededzha MP, Mampeule N, Sanne I, Stevens W,
Scott L, Blackburn J, Mayne ES, Keeton RS, Burgers WA. 2021. SARS-CoV-2
antigens expressed in plants detect antibody responses in COVID-19
patients. Front Plant Sci 12:550. https://doi.org/10.3389/fpls.2021.589940.

17. Margolin EA, Strasser R, Chapman R, Williamson A-L, Rybicki EP, Meyers AE.
2020. Engineering the plant secretory pathway for the production of next-
generation pharmaceuticals. Trends Biotechnol 38:1034–1044. https://doi
.org/10.1016/j.tibtech.2020.03.004.

18. To KK-W, Tsang OT-Y, Leung W-S, Tam AR, Wu T-C, Lung DC, Yip CC-Y, Cai
J-P, Chan JM-C, Chik TS-H, Lau DP-L, Choi CY-C, Chen L-L, Chan W-M,
Chan K-H, Ip JD, Ng AC-K, Poon RW-S, Luo C-T, Cheng VC-C, Chan JF-W,
Hung IF-N, Chen Z, Chen H, Yuen K-Y. 2020. Temporal profiles of viral load
in posterior oropharyngeal saliva samples and serum antibody responses
during infection by SARS-CoV-2: an observational cohort study. Lancet
Infect Dis 20:565–574. https://doi.org/10.1016/S1473-3099(20)30196-1.

19. Aydin S. 2015. A short history, principles, and types of ELISA, and our lab-
oratory experience with peptide/protein analyses using ELISA. Peptides
72:4–15. https://doi.org/10.1016/j.peptides.2015.04.012.

20. Metz CE. 1978. Basic principles of ROC analysis. Semin Nucl Med 8:
283–298. https://doi.org/10.1016/S0001-2998(78)80014-2.

Tariq et al.

Volume 9 Issue 3 e00672-21 MicrobiolSpectrum.asm.org 12

https://doi.org/10.1016/S0140-6736(20)30183-5
https://doi.org/10.1038/s41591-020-0913-5
https://doi.org/10.1038/s41591-020-0913-5
https://doi.org/10.1126/science.1085952
https://doi.org/10.1016/j.virusres.2014.03.018
https://doi.org/10.1016/j.virusres.2014.03.018
https://doi.org/10.1007/s11373-005-9035-9
https://doi.org/10.1007/s11373-005-9035-9
https://doi.org/10.1128/JCM.42.6.2629-2635.2004
https://doi.org/10.1128/JCM.42.6.2629-2635.2004
https://doi.org/10.1007/s10096-005-1378-7
https://doi.org/10.1128/JCM.00461-20
https://doi.org/10.1128/JCM.00461-20
https://doi.org/10.12688/wellcomeopenres.15927.1
https://doi.org/10.1101/2020.04.09.20056325
https://doi.org/10.1093/cid/ciaa344
https://doi.org/10.1128/JCM.42.7.2884-2889.2004
https://doi.org/10.3201/eid1006.030863
https://doi.org/10.3201/eid1006.030863
https://doi.org/10.3390/pathogens9020148
https://doi.org/10.1016/j.pbi.2004.01.016
https://doi.org/10.3389/fpls.2021.589940
https://doi.org/10.1016/j.tibtech.2020.03.004
https://doi.org/10.1016/j.tibtech.2020.03.004
https://doi.org/10.1016/S1473-3099(20)30196-1
https://doi.org/10.1016/j.peptides.2015.04.012
https://doi.org/10.1016/S0001-2998(78)80014-2
https://www.MicrobiolSpectrum.asm.org

	RESULTS
	Definition of patients infected with SARS-CoV-2.
	SARS-CoV-2 antigen expression in plant and E. coli.
	Determination of optimal cutoff value for ELISAs.
	Specificity of the ELISAs.
	Sensitivity and comparative analysis for overall diagnostic performance.
	Dynamic trend to seropositivity against SARS-CoV-2 relative to the duration of illness.
	ROC analysis.
	Correlation analysis between ELISAs.
	Identification of asymptomatic infection via contact tracing.

	DISCUSSION
	MATERIALS AND METHODS
	Patients and source of data.
	Isolation of SARS-CoV-2 and quantitative real-time reverse transcription-PCR (RT-PCR).
	Recombinant proteins.
	Validation of plant- and E. coli-based rNPs using SDS-PAGE and Western blotting.
	Identification of total antibody against rNP of SARS-CoV-2 by ELISA.
	SD Biosensor Standard E COVID-19 total Ab ELISA.
	EDI novel coronavirus COVID-19 IgG and IgM ELISA.
	Data analysis.
	Determination of positive or negative ELISA results by identification of the cutoff value.
	Analysis of ELISA performance using cutoff values and SARS-CoV-2-positive samples.

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

