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[HZE ] =581 AR RAICE 2 (metastasis-associated protein 2, MTA2 ) £ Z2Fl s 4t itd 5 o
Fk H S MR RRHAA O, AV BTEDFEMTATEIE /NN (non-small cell lung cancer, NSCLC ) H1fj3
ik, JFHTMTALR K 5IGRPEFHERC R . F5E RS UMEs: (SP) Jrikdeail 1 1ofl /N br A K
344l S5 IMiZH S P MTAIR 11965k, IFGeit /i HEAkih G NSCLCIG R FIAFIE G R . 45 5R MTA/ER SIS0 |
Je A b o Rk, FERRSPNSCLCH B fAPERIA . 1106INSCLCHRAS FMTA2 1 1k 447 58.18% ( 64/110),
MTA2 [R5 GNSCLCHY SRR S GAROG, SRR . K E RS AEAHOC (P<0.05) , S4E#E . 5.
NSCLCIJ 353 TICH] AHSGHE (P>0.05) o £5i8 MTA2EE FH7ERSFNSCLCH & FHPER A H S HMERRE | IRy
W1 AR TIRIG, PR & A R FT RE S MTAAT 5K, MTA2RT REZ MR AR S SRy PR R
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[ Abstract ] Background and objective It has been proven that MTA2 was expressed in many tumor cell lines and
was correlated with tumor invasion and metastasis. The aim of this study is to investigate the expression of MTA2 protein in
non-small cell lung cancer (NSCLC) and to explore the relationship between the expression of MTA2 and the pathological
features. Methods The expression of MTA2 protein in 110 cases of NSCLC and 34 cases corresponding lung tissues was de-
tected with immunohistochemistry method. The relationship between the expression of MTA2 and the pathological features in
NSCLC was analyzed statistically. Results There was no expression of MTA2 protein in cancer collateral branch trachea epi-
thelial and alveolar epithelial, but there was some expression in partial NSCLC. The positive rate of MTA2 was 58.18% (64/110)
in 110 NSCLC cases. The expression of MTA2 had negative correlation with differentiation degree of NSCLC but had positive
correlation with clinical stage and lymph node metastasis (P<0.05), moreover, it had no obvious correlation with age, gender
and pathological type (P>0.05). Conclusion There was some expression of MTA2 in partial NSCLC and it was correlated
with differentiation degree, clinical stage and lymph node metastasis. The results show that the occurrence and development of
lung cancer may be related with MTA2. MTA2 may act as a new symbol and target in the treatment of lung cancer.
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FERE AL R 2 ( metastasis-associated gene 2, MTA2 )
SE MR AL A OCHER (MTAs ) KRG 2 —0, H i
AR FIMTA2 ( metastasis-associated protein 2 ) SEHAZN
IREIETEPE A A 22 O (nuclesome remodeling

YEFBAL: 110001 PEFH,  Hp I BERMC E SR R 2 B HEr B (F
ARAE, g, WER, WER2) 5 124010 157, AFIPULEARARE
BRI (R ) 5 124010 A5, ALHR ORI SRS —HU L BRBE
FABERE (FFHERR ) 5 024000 FRlG, Rz Be P B A (TK1R
) CGEIRMEH . 542, E-mail: qiuxues@hotmail.com )

deac-etylase, NuRD ) B, HE 54N E S5 EAE
AR ORST (B DR B S Th g, S IMAR B A K.
MTA2EE F7EZ Bl b R P g 4 i 22 2R 0k B,
R g SRS IHESEN, IR S IR R R R
A, AILAEIE/ NI (non-small cell lung cancer,
NSCLC ) HHZRIETE DL A DLAGE o A S50 e yie 21
fb2F 7 2 MEEMTA2AENSCLCAL S Y Rk 1B 0L, o
MTA2 A 35 -5 i e A BEARAE ) G 2, INSCLCHA
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1.1 IHRERE 110fINSCLCZH 44 I F-20064F1 F -20074F
12 7 Hp [ BRI A B 56— i R S B T AR UIBR B AR A4S,

SR 344G SE AL I AR BT R, o B ks, L&
PES3H]; AFEWR364-78% , HALAEIERS7S s MlHE E PR
FEHEEE (2002) TNMAMEARAESS T/ IUH6s ], 111/1VIH
45t w48, Mdmextil; whartbaetil, fRsr1ke4
il 3445 55 220 H TR Wi, B kRN Z%>S em.

A B AR AR Z AT AT

1.2 WPk RAGZEHLS M (sp) . EHA
MTA2Z FEEHTIAR (SC-9446 ) I A 3% [E Santa Cruz/A 7l ;

—Hi & (ZB-2306) . DAB&E (IR (ZL1-9032 )
W H L A2 SR A B ARG IRAE ; SPlE O &
(KIT-9709 ) W B I8 A 0 HAR T 28wl

1.3 Z5HE A U0 R ¥ e W6 A 2R s BT 5% & A
ANHUE G RS EOG G BT M7 5 7 i, 250
gi—0F, RAPIM R E LG AL . MTA2R A
FEEA TR AT, WM Rk, BiRE A
WORLAR . BRIV R FE20045 AR T BEALZE R L0 AN R

HF, REASREF TR 100l L. R P PR 2 5> 10%
IMTA2 Pk

1.4 24500 W HISPSS 17.088H 0 Fr ki, *fMTA2%%
TG PSS B4 (1) 56 28 F Pearsonf A3 HT, P<0.05 WA
Gtz

2 %

2.1 MTA2[FRTE N MTA2BHYE S 5 3R T A
¥, BAPEFRIEF H58.18% (64/110) . MTATEMES74H 57
S BRI E Rt I Rs , MTA2TE = 44k 89 i
PRk, TRk FiiE s ik (1)

2.2 MTA2M{ K 5 NSCLCH I A6 HARAE (1 56 &
110fINSCLCA L h A 64ffIMTA2 FHPE R 1k, HEKE
NSCLC,%%IIEW#FE}E FAEZ AR R WER1, ZPearson
T, 45BN MTA2RE 5 5 NSCLCH /ML
JE A (r=-0.440, P<0.001) , Sl M (r=0.256,
P=0.007 ) FIELLZEFERS (r=0.299, P=0.001 ) FIEAIF,

[[DESF-E-INEES oo @ 51| NSy el o S B

B 1 MTA2ZENSCLCR EESEMALARAMRIA (SPiE, X400) . A: S belfE B EALEE . C: SHLRE . D ROLRE B BEAXSE

ER G F:EEmMEER, NSCLC : dE/NRBAHEE.

Fig 1 The expression of MTA2 in NSCLC and peficancerous lung tissues (SP, X400). A: higher-differentiated squamous cell carcinoma; B: lower-

differentiated squamous cell carcinoma; C: higher-differentiated adenocarcinoma; D: lower-differentiated adenocarcinoma; E: cancer collateral

branch trachea epithelial; F: cancer collateral alveolar epithelial. NSCLC: non-small cell lung cancer.
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Tab 1 Relationship between expression of MTA2 and clinico-pathological factors in NSCLC

Characteristics n Expression of MTA2 r P
+

Age -0.003 0.972
=55 60 35 25
<55 50 29 21

Gender -0.031 0.749
Male 57 34 23
Female 53 30 23

Histological type 0.034 0.721
Squamous cell carcinoma 48 27 21
Adenocarcinoma 62 37 25

Differentiation -0.440 <0.001
Highly and moderately differentiated 46 15 31
Poorly differentiated 64 49 15

Lymphoid node metastasis 0.299 0.001
NO 50 21 29
N1-2 60 43 17

P-TNM stage 0.256 0.007
/1 65 31 34
/v 45 33 12

3 T8

MTA2 /& Zhang % T 199945 % BHL I Jit e 17 B A 5 Sk
B, BT Y ik11q1213.1, HAiS A E I RMTA2 S
668 N KEMR, 4> T N70 kDa, SMTALZE A 65%H
[, N AR L, (A Com AN A Z Ab 72 FMTA2 8
F1 kb myb X FISH3ZE A XS, MTALZL A & A A0 5
HDAC1/2. RbAp46/48FIMBD3ZEZL1, MMTA24 ALY
HARMNEFESIn3FIMRA M, A, MTA2HMRME S
R 5 HDACIE A IREAML, #amMTA2A] fEHAT iRk
FRAEFST . MTA2EE 2 A%/ MA E 15 P A NuRD A9 T
UV, HETA A MTA2 AT 38 1 I8 75 3R 30 g 10 2 i
B R RNZH A T D2 AR AR (R U IR B AR 2R AR S

EA BFFT 3 ORIE ST, MTATE AL B sd A R A
IEHHA P BRI 2E S, TERIFP I i R 45
TSRO L5 5 RS M RIAAEAE 22 5o JiS IR P fee 4L
LU AR T AR 5321 1 B SR AR A TP MTA2 1 26
ik, S5 B R AT/ IV i 2 2R K- T1/11
W1 AR AR RBKT & T IO L a5 Re 4 ;IR
A R IR KSRk 4l . RT-PCRFIWestern blotf
ARAGI b A AR L 3, UEIMTA2 B 238 7K 516 R 43

1. W BE RS SR i A G . CuifE PR IEMTA2
I T A B 3R S AR Y FL IR AR I AR . BB
WK BIMTA2 SEGFR, IRAK-1, IkappaBalpha, NE-
kappaB%?Z@ﬁEiiXﬂLiﬁ, HAE s A+, Al
Z 5IAE AR A A S . A, Luo®E 2R Hps3fil
MTA2 I Y 5 R R« MTA2 LU AR Jr X o
T pS3- W p2 I L SO R, MTA25200 1 pS3i5
SR AERAFIE R T kA . HAER L O
it 2 5% (histone deacetylases, HDAC ) il 5| E#EE KA
(trichostatin A, TSA ) AbH ] 3555 MTA25 | 2 () 4 AL 7 1=
MR, UEBAMTA2 S A LE T2 IAH G .

Fujitat 5P FLI R AR b A B T MTAL . ML
%i"ﬁi (estrogen receptor, ER) . MTA3. Snail. E-%@*ﬂj
P, TEFEREPEFLIYE T = RIS MTA L [ FIHDAC
—i, iS5 AEE T MTA3JE 8h 3 b 9 M P 3R I ot
P07 S AVE R, S0 T ERXFMTAZ O E s, T M
IMTA3 X AH A3 X Snail (9 5 S HIME NI, 20
Snail 8 [ 245 R E-S5 RG22 2R /b, 95 20 B 0] (kG
VR 5 T TS TG R . AT 110BINSCLCHMTA2
) 2 38 1 D0 M H 5 NS CLC I A B AE (1) ¢ R R T
9%, RIIMTA2LEF /Y NSCLCH S AP R IL, FikF N
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58.18% (64/110) o FEit= i HriESEMTA2) Ik 5 B #H
FIAERS . PRSI . NSCLCHIZHLUM R W R, 15
FEMR AT (r=0.299, P=0.001) . AR (r=0.256,
P=0.007 ) IEAMHK, SR ERAMEKL (r=-0.440,
P<0.001) . SEEE5R 5 FATUR S A Aij 5 S 50 T Ik 52 1Y
MTAIFENSCLCH Y FRIAAHZL . I, HENIMTA27] fE
T 5 MTAARR] /R FHIRAR (L 25 R 0 75

28 LRk, MTA2'5NSCLCIRZEEE R0 4= W12 51k
B, B TRAMFRMTA2ME IR, BB
AR DA B 2 J MUT A2 149 415 S 410 ot 550 42 ol ek 98 g
K€, ¥ mRERCA I RIA YT NSCLCHY B &
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