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In the originally published version of this article, some scRNA-seq data analysis was presented for individual patients. Multiplexing of
paired samples within each disease severity group was performed by “cell hashing” using barcoded antibodies, and sample demul-
tiplexing was performed using CITE-seq-Count 1.4.3 and HTOdemux, which assigned cells to one of the two samples based on their
relative expression of the two barcode hashtags. Additional analyses performed after publication revealed that the hashing had not
worked very efficiently and that some cells that were unstained by the hashing antibodies (negative, but otherwise passed quality
control) had been inappropriately assigned to the two individual patient samples. The main text has now been corrected, and revised
Figures 1D, S3, and S4 appear here and with the article online to present data as pairs of samples sequenced together instead of
individual patients. This issue does not change the conclusions of our study because paired patients were from the same group
and most analyses were performed by pooling all samples within each group.

The authors regret this error.
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Figure 1. Evaluation of Blood Cells Subsets in Moderate, Severe (ARDS), and Recovering (post-ARDS) COVID-19 Patients (corrected)

':L Cell Reports 34, 108943, March 30, 2021 © 2021 The Author(s). 1
. This is an open access article under the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).



mailto:sagharib@uw.edu
mailto:helen.goodridge@csmc.edu
mailto:peter.chen@cshs.org
https://doi.org/10.1016/j.celrep.2021.108943
http://crossmark.crossref.org/dialog/?doi=10.1016/j.celrep.2021.108943&domain=pdf
http://creativecommons.org/licenses/by-nc-nd/4.0/

¢? CellP’ress Cell Reports

OPEN ACCESS

>
o]
()

100 30+ 50+ 8007 400+ 1000 a
_— -] —_—
£ 80 e ® . 401 ;E 600 2 2 300 . ® = soo{ °
3 60 x 207 1 301 :;} 0} 2 S 200 S 600
> i~ o . 2 3 4001 <
o 40 o ° 20- o O o 1001 5 400 ¥0° ofe
2 & 10 a[® 10l 0] v Z S o] othe ofe = U
H i =
0 o ol o—_ 12 -100 r .
o)
© Moderate 25 o = 2.5- . 225 . 400- * =5
® Severe % 201 x x ) =
2.0 2.0 3
» subsequently - e 4 a 300 . =
died : 151 @ 1.5 P @ 1.5+ £ £
- 3 104 3 1.0 ol 10 a c
® Recovering § sl g o ol Yy e =
o off mechanical & 51 ; ® So05{ o 2 0.5 ; & 1004 5. °le £
ventilator oL — , ? € o0 g 0 0 : T 1
Eootr—r— 01— ;
D . E F
° w
*kkk
z
L , i - .
% ¢ — Eiil) B
5 o’ e 8_§ 081
- % ° ¢ g =)
5o ° B Lo
Q LIPS 03 041
" 273
[ ]
e o 2=
(1] & @ 0 1
Q
° . o
100 3 ; . . - :
PC1:26.1% # Bcells ® pDCs NK cells CD8 CD4 Becells Classical
* CD4 T cells # plasma cells Tcells Tcells monocytes
#» CD8 T cells # proliferatin
® Healthy ® Moderate pre 9
Y ) # monocytes + cDCs lymphocytes [ Healthy [l Acute COVID-19 (Moderate + Severe)
® Severe ® Recovering & NK cells

Figure 1. Evaluation of Blood Cells Subsets in Moderate, Severe (ARDS), and Recovering (post-ARDS) COVID-19 Patients (original)
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Figure S3. Comparison of NK and CD8 and CD4 T cell gene expression (corrected)
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Figure S3. Comparison of NK and CD8 and CD4 T cell gene expression (original)
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