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Abstract: The reasons behind the poor efficacy of transition metal-based chemotherapies (e.g., cis-
platin) or targeted therapies (e.g., histone deacetylase inhibitors, HDACi) on gastric cancer (GC)
remain elusive and recent studies suggested that the tumor microenvironment could contribute
to the resistance. Hence, our objective was to gain information on the impact of cisplatin and
the pan-HDACi SAHA (suberanilohydroxamic acid) on the tumor substructure and microenviron-
ment of GC, by establishing patient-derived xenografts of GC and a combination of ultrasound,
immunohistochemistry, and transcriptomics to analyze. The tumors responded partially to SAHA
and cisplatin. An ultrasound gave more accurate tumor measures than a caliper. Importantly, an
ultrasound allowed a noninvasive real-time access to the tumor substructure, showing differences
between cisplatin and SAHA. These differences were confirmed by immunohistochemistry and
transcriptomic analyses of the tumor microenvironment, identifying specific cell type signatures and
transcription factor activation. For instance, cisplatin induced an “epithelial cell like” signature while
SAHA favored a “mesenchymal cell like” one. Altogether, an ultrasound allowed a precise follow-up
of the tumor progression while enabling a noninvasive real-time access to the tumor substructure.
Combined with transcriptomics, our results underline the different intra-tumoral structural changes
caused by both drugs that impact differently on the tumor microenvironment.

Keywords: gastric cancer; cisplatin; ultrasound; HDAC Inhibitors; SAHA; p53; microenvironment;
transcriptomic; epigenetic; cancer immunity

1. Introduction

Gastric cancer is the fifth most common cancer, and the third, in terms of mortality,
worldwide, with a 5-year overall survival rate of 36% for operable cancers; this drops to
5–20% in locally-advanced/metastatic cancers, with a median survival of less than one
year [1,2]. This highlights the need for progress in diagnosing and treating gastric cancer.
Recent molecular classifications of gastric adenocarcinomas led to the identification of
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dysregulated pathways, at which targeted therapy attempts have been made, with un-
satisfactory results [3]. Thus, the current standard therapies still rely on platinum-based
drugs (cisplatin or oxaliplatin) that target DNA and induce the tumor suppressor gene
p53, which, however is inactivated in more than 60% of gastric cancers [4–6]. Unfortu-
nately, the survival rate of patients’ ongoing palliative therapies remains very low, as the
majority (75%) of tumors are chemoresistant at late stages. The exact molecular basis of
the resistance is not yet fully understood, despite the identification of several mechanisms,
i.e., tissue-independent, such as the mutation in p53, the overexpression of DNA repair
effector ERCC1 and the expression of ABC transporters, or tissue-specific [7,8]. In addition
to altered/mutated intracellular mechanisms within the cancer cells, the tumoral microen-
vironment also plays an important role in the resistance to treatment by impacting the
cancer cell survival via metabolites, mechanical stresses, and non-cancerous cells, such
as cancer associated fibroblasts [9]. Furthermore, chemotherapies induce severe side ef-
fects on various tissues, including kidneys, the nervous system, and the muscles [10,11].
These side effects also impact the therapy response. For instance, muscle atrophy has been
associated with a poor response to chemotherapy in several studies, although this fact
is still debated [12]. Hence, cancer should not be considered a localized pathology, but
rather a systemic disease involving a complex ecosystem composed of the cancer cells, the
microenvironment, and distant tissues, all impacted and directly/indirectly involved in
the response to treatment.

Amongst the mechanisms impacting the response to therapy, increased expression
of several histone deacetylases (HDACs) has been described in gastric cancers, such as
HDAC4 [13]. HDACs are important regulators of the epigenetic and transcriptional mecha-
nisms that control gene expression in eukaryotic cells [14]. In addition, HDACs can also
remove acetyl residues from various transcription factors that are key in gastric carcino-
genesis and tumor aggressivity, such as p53 and HIF1A [15]. However, the targeting of
HDACs using the pan-HDAC inhibitor Vorinostat (SAHA) showed no gain in gastric
cancer patient survival, when administrated without patient stratification [16]. The reason
for this lack of efficacy in patients remains undocumented, highlighting the necessity for
additional investigations that focus on possible intra-tumoral clonal variation and/or the
influence of the tumor microenvironment. A precise analysis of the molecular and cellular
basis of SAHA antitumor activity might lead to better rationalization of the targeting of
HDACs in cancer and the use of novel treatment combinations that might improve the
therapeutic care.

Currently, in translational cancer research, patient-derived xenograft (PDX) models
are privileged tools for anti-cancer drug testing, as they retain key histological, molecu-
lar, and genetic characteristics of the primary tumor [1,17–20]. Therefore, PDX models
allow time-course follow-up of tumor progression and repeated measures, in response
to various conditions, together with the analysis of intra-tumor clonal variations [19]. To
our knowledge, the anticancer activity of SAHA has never been tested and compared to
platinum-based chemotherapy on a gastric cancer PDX model yet, likely because of the
low success rate for the establishment of such models (around 25%) [18,20–22]. Hence, to
further characterize the anticancer properties of SAHA and the consequences of HDAC
inhibition on gastric cancer aggressivity, we decided to develop and use a PDX model of
gastric cancer. In particular, we wanted to assess some of the changes in the intra-tumoral
structure and microenvironment of the tumors induced by cisplatin or SAHA.

Measurements of the tumor burden are generally performed using manual calipers
to evaluate the in vivo cytostatic and cytotoxic activity of anticancer drugs in mouse
models [5,18,21–23]. If this measurement technique is quick and easy to perform, it also
bears several important limitations, namely the inter-user-based variability, the difficulty
to measure a third dimension, and the restriction to an external/superficial visualization
of the tumor aspects. In this respect, non-invasive imaging techniques, such as magnetic
resonance imaging (MRI) or micro-CT (small animal computed tomography), are superior
to calipers, but require a long and complex setup with higher costs and, therefore, are more
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difficult to apply to large groups of animals [24,25]. For these reasons, to measure the effect
of SAHA on tumor growth comparatively to standard chemotherapy, we decided to use
an ultrasound, enabling direct access to external (i.e., volume) and internal (i.e., structure
and morphology) treatment-related changes, in addition to several other advantages. For
instance, the tumor growth could be followed over time with recorded images, measurable
by multiple experimenters. Additionally, an ultrasound allows a direct access to the tumor
internal structure and vascularization [19,25–28]. This appears particularly relevant with
regard to PDX models, since their primary interest is to closely reproduce the structural
complexity of the patient’s tumor tissue.

Hence, our objectives were: (1) to evaluate the efficacy of the inhibition of HDACs
by suberoylanilide hydroxamic acid (SAHA), comparatively to cisplatin on tumor growth
in a PDX model of gastric cancer, by comparing manual caliper measurements to ultra-
sound measurements; (2) analyze the ultrasound images for changes in tumor morphology
over time; (3) and use immunohistochemistry analyzes and RNA sequencing to further
characterize the impact the different treatments have on the tumor ecosystem. Our results
showed that ultrasounds pinpointed to differences in internal tumor structures caused by
SAHA and cisplatin, which we validated using immunohistology analyses and transcrip-
tomics/bioinformatics clustering analyses of the murine tumor microenvironment.

2. Materials and Methods
2.1. Manual (Mechanical) Vernier Caliper Measurement and Ultrasound Evaluation

A caliper gave a two-dimensional measure (length and width) and the thickness of the
tumor was extrapolated from the width. The volume was calculated as such: V = (length
× width)2/2 (Figure 1b) [23]. An ultrasound was performed using B-mode images on
a Toshiba Ultrasound Aplio XG (SSA-790A) (Toshiba, Tochigi, Japan) with a superficial
transducer (probe frequency 14 MHz), which has an axial spatial resolution of 0.11 mm. An
ultrasound, based on acoustic echoes from high-frequency acoustic waves, measured all
three dimensions of the tumor (length, width and thickness) (Figure 1c), and the volume
was calculated using V = [(π/6) × length × width × thickness] [29]. With an ultrasound, we
also visually assessed the tumor morphologies: (i) the presence of solid echoic components;
(ii) the presence of cysts (>2 mm); (iii) the location of the cysts (central or peripheral); and
(iv) the presence of hyperechoic images.

After the final caliper/ultrasound measurements, the tumor was excised for ex vivo
macroscopic evaluation. All three dimensions of the tumor (length, width, and thickness)
were measured using the same manual caliper and served as the gold standard (Figure 1d).
The volume was calculated with the same formula as for the ultrasound: V = [(π/6)
× length × width × thickness]. Overestimation of the tumor size occurred when the
measured volume was >10% compared to the same gold standard volume.

2.2. Histological Evaluation

After the final caliper/ultrasound measurements, the tumor was excised for ex vivo
histological and immunohistological evaluation. All tumors were cut in halves along
their greater axis and fixed in 4% paraformaldehyde solution for hematoxylin-eosin (H&E)
staining. All slices were read at ×2–×20–×40 magnifications, blinded to the treatment
group. The following elements were analyzed: (i) necrosis and intraglandular necrosis;
(ii) cysts; (iii) location of the cysts (central or peripheral); (iv) stroma; and (v) glandular
papillary tumoral structures.
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Figure 1. Three measurement techniques on primary gastric adenocarcinoma tumors grown in nude mice (PDX): caliper 
and ultrasound on living mice, and caliper on ex vivo tumors (gold standard). (a) Histological hematoxylin eosin staining 
(magnification 40×) of the primary human tumor compared to tumors issued from it grown in a PDX mouse (1st and 8th 
passage). The PDX tumors retained the major architectural and histological traits of the primary tumor and maintained 
across passages from mouse-to-mouse. (b) The caliper on the live mouse only measured the length and width, and the 
depth was estimated from the width. (c) An ultrasound enabled the measurement of all three dimensions of the tumor 
(length, width, and depth). (d) The caliper on the ex vivo tumor was the gold standard for length, width, and depth 
measures. Formulas used for tumor volumes are indicated below. 
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Figure 1. Three measurement techniques on primary gastric adenocarcinoma tumors grown in nude mice (PDX): caliper
and ultrasound on living mice, and caliper on ex vivo tumors (gold standard). (a) Histological hematoxylin eosin staining
(magnification 40×) of the primary human tumor compared to tumors issued from it grown in a PDX mouse (1st and 8th
passage). The PDX tumors retained the major architectural and histological traits of the primary tumor and maintained
across passages from mouse-to-mouse. (b) The caliper on the live mouse only measured the length and width, and the depth
was estimated from the width. (c) An ultrasound enabled the measurement of all three dimensions of the tumor (length,
width, and depth). (d) The caliper on the ex vivo tumor was the gold standard for length, width, and depth measures.
Formulas used for tumor volumes are indicated below.

2.3. Immunohistochemistry (IHC)

IHC was performed on deparaffinized histological tumor slices (5 µm). Unmasking
was carried out with Na-citrate in the microwave oven (800 W, 10 min). After washing once
with distilled water and once with PBS, the sections were permeabilized with 0.1% PBS-
Triton for 5 min and the nonspecific sites were blocked in 5% NGS-PBS-Triton 0.1% (normal
goat serum) for 60 min. Subsequently, primary antibodies to P53 DO1 (SC126, 1/200, Santa
Cruz®, Dallas, TX, USA), H3K9 (NB22-0122, 1/300, Neobiotech®, Seoul, Korea), Ki67 (sp6)
(RM-9106.S, 1/500, Thermo Fisher RM, Waltham, MA, USA) and α-actin (aSMA, 1/500)
were diluted in PBS + Triton 0.1%, then added and kept at 4 ◦C overnight. After 3 washes
with PBS-Triton 0.1%, slides were incubated with the secondary antibody (diluted 1:1000
in 1×PBS/5% NGS) specific to the primary antibody, for 1 h at room temperature. Slides
were mounted with FluorSave Reagent Mounting Medium (Calbiochem®, San Diego, CA,
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USA) and allowed to dry overnight before observation using a fluorescence microscope
(Axio Imager 2—ZEISS, Oberkochen, Germany). Positive staining was assessed based on
negative control (e.g., no primary antibody). Images were taken with consistent time of
exposure and gain between conditions. Images were then analyzed by Fiji software for
quantification, using identical settings between conditions. Quantifications were performed
by measuring the number of pixels for each intensity of the white signal, ranging from
0 (dark) to 255 (white).

2.4. Transcriptomic Analysis

RNA was extracted from PDX-tumors using TRIzol-mediated cell lysis. After extrac-
tion and RNA precipitation, supernatants were removed and the RNA pellet was washed
with 75% EtOH, centrifuged at 9000× g for 5 min at 4 ◦C, and again, 75% EtOH was added.
Then, the RNA was resuspended in nuclease-free H2O and quantified using NanoDrop
Spectrophotometer (Thermo Scientific, Waltham, MA, USA).

To identify the deregulated genes in the mouse microenvironment of the tumor, RNA-
Seq was performed on extracted total RNAs and the sequences obtained were selectively
aligned on a chimeric genome composed of the mouse genome (mm10) and human genome
(hg38) using STAR version 2.5.3a. Quantification step was performed using HTSeq-count
version 0.6.1p1, with annotations from Ensembl version 103 (Homo sapiens) and 102 (Mus
musculus), and then data were further processed with AltAnalyze version 2. After standard
normalization, deregulated genes with log2 fold change > 1.5 and adjusted p-value <0.05
were selected and pathways enrichment analyses were performed using multiple databases
(e.g., DAVID, STRING, Reactome, TRAP, Biomarkers).

3. Results
3.1. The Pan-HDAC Inhibitor SAHA and Cisplatin Reduce Tumor Growth in a Gastric Cancer
PDX Model

To establish the gastric cancer PDX model GCX-004, a surgical specimen was received,
with limited ex vivo time (<25 min), after total gastrectomy of a primary well-differentiated
intestinal type HER2-negative gastric adenocarcinoma (ypT1aN0) from a 64 year-old
man treated with preoperative chemotherapy (EOX: epirubicin + cisplatin + 5-fluoro-
uracil). The tumor fragments (3 × 3 mm) were implanted on the flanks of an anaesthetized
immunodeficient mouse (Supplementary Material Figure S1a), following close monitoring
of their growth (1–3 times/week by caliper). When the implanted tumor reached 500 mm3,
the engraftment was considered successful, when the tumor reached ~1000 mm3 the mouse
was anaesthetized, and the tumor harvested for serial transplantation into successive
mice generations. Histology of the different passages of GCX-004 were well-matched
with the primary human tumor (Figure 1a) without lymphomatous transformation. In
addition to the histological stability over time and passages, the PDX retained the genetic
characteristics of the primary tumor, with no potentially pathogenic actionable mutations
on the NGS panel of 26 clinically-targetable genes (Figure S1b). The tumor harbored a p53
mutation: exon8:c.844C > T:p.R282W.

To compare the anticancer efficacy of cisplatin with the pan-HDAC inhibitor SAHA,
several tumor fragments (~3 × 3 mm) from GCX-004 (passage 8) were implanted subcu-
taneously on the flanks of 16 athymic NUDE mice. Then, the mice were split into three
groups. Overall, no significant growth difference between the left and right implanted
sides were observed, except in two cases where the tumor did not develop further and
we decided to remove these mice from the cohort. Once the tumors reached the target
volume (100–150 mm3), we treated one group (n = 6) with cisplatin (5 mg/kg body weight),
a second one (n = 4) with Vorinostat (SAHA 50 mg/kg body weight) and the control
group (n = 6) with DMSO-PBS-cremophor. The volumes were repeatedly measured over
time using a caliper and an ultrasound (every 3–4 days, Figure 1b,c). At day 23, final
measurements were performed, tumors resected, and re-measured by the caliper (gold
standard) (Figure 1d). The dissected tumor volumes ranged from 29 to 1444 mm3. The
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smallest tumor measured V = [(π/6) 7 × (length) 4 × (width) 2 × (thickness)] = 29 mm3,
corresponding to approximately 7,000,000 cells (average cell diameter of 20 µm). Ultra-
sound measures showed that cisplatin-treated tumors (n = 12; 239.8mm3 ± 159) were
smaller than the controls (n = 12; 561.5mm3 ± 138.5) (p = 0.0382) (Figure 2a). SAHA-treated
tumors (n = 8; 229.6mm3 ± 466.2) were also smaller than the controls (p = 0.6349). Typical
ultrasound images of the evolution of one tumor from the control group are represented in
Figure 2b.
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Figure 2. Evolution of the gastric tumor growth between treated and non-treated tumors. (a) Average
tumor volume growth over time, measured by a manual caliper on living mice from day 0 to day
23, between suberanilohydroxamic acid (SAHA, HDAC inhibitor), standard chemotherapy using
cisplatin, which targets DNA, and a control group (n = 12, 12, 8). p < 0.05 between control and treated
groups as established by a t-test. (b) Illustration of representative ultrasound images and calculations
showing the evolution of a GCX-004 tumor from the control group over time (day 0, day 6, day 16,
and day 23).
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3.2. Ultrasound Outclasses Caliper for Precision Measurement

To compare the performances of an ultrasound to standard caliper measures, we
removed from our study tumors that disappeared upon treatment (two tumors in the
SAHA group), as, obviously, no comparison was possible. Using this set of tumors, we first
performed correlation analyses, comparing the gold standard to the caliper or ultrasound,
which showed a good r in both cases, 0.95 and 0.94, respectively (Figure 3a,b). The r was
slightly better for the caliper, likely due to one ultrasound measure that was significantly
overestimated compared to the gold standard; excluding this specific case, we obtained
r = 0.9584 for the ultrasound and r = 0.9520 for the caliper. Reanalyzing this specific
case showed that this tumor was the longest and largest one in the cohort and, therefore,
perhaps more difficult to measure.

Then, we analyzed the performances of each measurement method according to the
treatment group. We compared the measures taken by the caliper after dissection (gold stan-
dard, Figure 1d), by the caliper before dissection (Figure 1b), and by the ultrasound before
dissection (Figure 1c). The first interesting observation was that ultrasound measures gave
a better statistical difference than caliper measures (p = 0.018 and p = 0.0243 respectively)
when comparing the control group and the cisplatin group, highlighting the relevance
of an ultrasound to evaluate tumor growth (Figure 3d,e). Importantly, with this set of
tumors, no statistical differences were observed between the control and SAHA group.
In addition, we observed that ultrasound and gold standard measurements showed a
similar final tumor volume profile among the control, cisplatin, and SAHA-treated groups,
as indicated by p values above 0.05 (Figure 3c,d,f,h). For instance, in the control group,
there was no significant difference between the gold standard (561.5 ± 479.7 mm3) and
ultrasound measures (590.9 ± 425.6 mm3, p > 0.05) (Figure 3f). In contrast, the caliper
showed a significantly higher final volume compared to the gold standard and, therefore,
the ultrasound (p < 0.0001), regardless of the treatment group (Figure 3e,h). For instance, in
the control group, there was a statistically significant difference between the caliper and
gold standard measures (p < 0.001, Figure 3e). The same was also observed with cisplatin (p
< 0.0001, Figure 3g) and SAHA (p < 0.05, Figure 3h). Overall, the tumors overestimated by
the caliper were, on average, smaller (368.9 mm3) than those it underestimated (573.8 mm3).
Overall, the ultrasound performed better than the caliper and volume overestimation
(>10%) was less frequent (38%).

3.3. Ultrasound Identifies Architectural Differences in Cisplatin and the Pan-HDACi
Treated Tumors

In addition to post-therapeutic modifications of tumor volume, the ultrasound also
showed structural changes between treated and control tumors (Figure 4). For instance,
some tumors appeared more solid, with small central hyperechoic punctiform foci with
“comet-tail” artifacts (plain arrow in Figure 4, left and center panel), best seen in control
tumors and potentially related to focal areas of scarce intraglandular necrosis. Other
tumors, especially SAHA-treated ones, appeared more cystic, presenting small round
peripheral anechoic cysts (clearly visible when >2 mm) in the periphery (stars in Figure 4).

This suggested potential differences regarding the underlying tumor composition
and architecture. To confirm this, we performed a histological analysis using hematoxylin
eosin staining (Figure 4, H&E panels). We also investigated the expression of alpha-actin, a
marker selective for cancer-associated fibroblasts (CAF, α-actin, Figure 5). CAFs are present
in the tumor microenvironment at various levels and contribute to the tumor aggressivity
and structure [28]. To verify the impact of cisplatin and the pan-HDACi SAHA on gastric
cancer cells, we also analyzed the expression of Ki67, p53, and the acetylation of the histone
H3 at the lysine 9 position (H3K9), which are markers for cell proliferation, DNA damage,
and a target of HDACs, respectively (Figure 5).
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and for each treatment group (control, cisplatin and SAHA). At day 23, final tumor volumes were measured and compared
for each measurement method. (a,b) Gold standard measurements were correlated with caliper or ultrasound measurements
using GraphPad Prism, with r values 0.95 and 0.94, respectively, and with a p value < 0.0001. Then measurements were
compared among each treatment group for the gold standard (c), caliper (d), and ultrasound (e), and for each treatment
group among the different measurement methods, control (f), cisplatin (g), and SAHA (h). Control n = 12, cisplatin
n = 12, SAHA n = 6. Data were subjected to statistical analyses using GraphPad software version 6.0 (ns = not significant,
* = p < 0.05, *** = p < 0.001).
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Figure 4. Histology confirms treatment-related sub-structural changes observed with ultrasound. Ultrasound images
of a representative GXC-004 tumor from each treatment group (upper panel, day 23) compared to their corresponding
histological slices (hematoxylin eosin staining, magnification ×2 (upper), ×20 (middle) and ×40 (lower)). Control tumors
had sharper margins with a white peripheral rim (empty arrow), while treated tumors, especially SAHA-treated ones,
were more lobulated. Some tumors (especially in the control group) presented scarce intraglandular necrosis, which could
potentially explain the comet-tail artifacts observed on ultrasound (i.e., small central hyperechoic punctiform foci, plain
arrow). Histology revealed a stromal predominance (circled) in cisplatin-treated tumors compared to the primary tumor
and controls, with a stroma/gland ratio > 50%. Cysts (star) were frequently observed with an ultrasound (visible when >2
mm) in the periphery of SAHA-treated tumors, less frequently in cisplatin-treated tumors. This finding was confirmed by
histology (star).

When considering the control group, all tumors appeared homogenous on ultrasound,
with well-defined borders (confirmed during macroscopic examination) and a peripheral
hyperechoic (white) rim, also observed on histology (Figure 4, control, “thick arrow”). The
tumors were predominantly solid (hypoechoic), with no significant histological architec-
tural changes compared to the human primary tumor. The few scattered small anechoic
cysts observed in the periphery of the tumor were also confirmed by histology (indicated
by stars in Figure 4). Similarly, some tumors presented with scarce intraglandular necrosis,
which could be an explanation for the comet-tail artifacts observed on the ultrasound (small
central hyperechoic punctiform foci indicated by plain arrows, control; Figure 4). More
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than 50% of the tumor cells presented positive nuclear staining for Ki67 (Figure 5a). IHC
showed positive nuclear staining for p53 in cancer cells, but no apparent p53 expression
was detected in the non-neoplastic tissue. Expression of p53 in cancer cells in the control
condition is coherent with the presence of the R282W mutation in p53 in the GCX-004 PDX
model, detected by NGS, as p53 mutants are known to display elevated protein levels in
cancer cells. In contrast, untreated tumors showed positive nuclei staining for acetylated
histone at lysine 9 (H3K9), both in the cancer cells and the cells of the microenvironment.
In addition, the tumor tissue showed a strong and dense expression of α-actin in the
microenvironment, suggesting a dominant presence of CAFs. Interestingly, there was no
penetration of CAFs within the organized intestinal-type glands of the gastric cancer cells.

On the ultrasound, all cisplatin-treated tumors had slightly less defined lobulated
borders (slightly irregular external surface on macroscopic examination) with no peripheral
(white) rim, unlike control tumors (Figure 4, empty arrows). The tumors showed solid
hypoechoic central portions with round anechoic peripheral cysts (Figure 5, stars), which
were more frequent than in the controls and confirmed on histological slices. Histology
also revealed a stromal predominance (Figure 4, circles) compared to the primary tumor
and controls, with a stroma/gland ratio > 50%. Thus, the tumor burden (cancer cells/mm2)
was lower. Regarding morphological changes, the stroma appeared hypoechoic (dark grey)
on ultrasound with a similar echogenicity (i.e., appearance on ultrasound) to the tumor
tissue, explaining why the ultrasound could not differentiate stroma from glandular tissue.
Interestingly, the stroma dominance was associated with a decrease in the alpha-actin
staining and a disorganization of the CAFs in the microenvironment, suggesting a direct or
indirect impact of cisplatin on CAFs (Figure 5a,b). As expected, cisplatin treatment resulted
in a strong decrease of Ki67, but an increase in p53 expression (Figure 5a,b). Interestingly,
cisplatin significantly increased the staining of H3K9 in the cancer cells, as well as in the
stroma, highlighting the impact of this chemotherapy on epigenetic mechanisms in tumors
(Figure 5a,b). Ultrasound images also showed that all SAHA-treated tumors had less
defined slightly lobulated borders and were far more cystic (and therefore more hypoechoic)
than cisplatin-treated ones or controls, with a peripheral rim of small anechoic cysts and a
solid hypoechoic central portion (Figure 4, stars). This lobulated aspect, together with the
presence of a rim of peripheral cysts, was confirmed by the macroscopic evaluation, with
partially cystic and very lobulated tumors. Histology confirmed these findings, showing
a rim of peripheral monostratified cysts (Figure 4, stars) and a glandular central portion
of the tumor (i.e., no stromal predominance, Figure 5). As observed for cisplatin, the
inhibition of HDACs by SAHA significantly diminished alpha-actin staining, without
effecting CAFs’ organization (Figure 5a,b). As expected, Ki67 staining was significantly
reduced and the acetylation of lysine 9 of histone 3 (H3K9) was strongly increased in cancer
cells and the stroma.

The correlation between the ultrasound images and the immunohistological observa-
tions indicates that ultrasound can pinpoint changes in the tumor internal structure, as well
as changes in the stroma/microenvironment. These analyses also indicate that cisplatin
and SAHA reduce cancer cell proliferation in gastric tumors, but their respective impact on
the tumor stroma/microenvironment seemed different.
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3.4. Transcriptomics Analyses Confirm Differences in the Mouse Stroma/Microenvironment of the
Human Gastric Tumor Induced by Cisplatin and the Pan-HDACi

Instead of testing numerous additional stromal markers to confirm the differences in
the stroma structures observed with ultrasound and IHC, we took advantage of the RNA-
Seq analyses (Figure 6a). The sequences obtained were specifically aligned on the mouse
genome, allowing us to analyze the mouse microenvironment in PDX gastric tumors in
response to the different treatments. After normalization, deregulated genes were selected
according to an absolute value of a log2 fold change > 1.5 and an adjusted p-value < 0.05.
The list of resulting genes was then used to identify altered pathways and specific makers
in each experimental condition. False discovery error < 0.05 and Z-score > 2 were chosen as
cut-off. For instance, clustering analysis identified genes corresponding to given processes
representing biomarkers selective of each condition, such as spliceosome complex, negative
regulation of lipid biosynthetic, and chromatin remodeling complex for control, cisplatin,
and SAHA treatment, respectively (Figure 6b, Supplementary Material Figure S1c).

Clustering analyses also identified typical signatures for specific cell types that were
induced either with cisplatin or SAHA (Figure 6c). Strikingly, cisplatin induces the most
diverse signatures for various cell types of epithelial and mesenchymal phenotype (e.g.,
adipocytes, Leydig cells, stromal cells). In contrast, SAHA only induced one muscle related
signature, but the magnitude of this dysregulation was higher than the one observed upon
cisplatin treatment.

Obviously, the induction of these signatures does not mean that these cell types are
present in the stroma of the PDX tumors, they are just an indication of the differential
impact of cisplatin and SAHA on the gene expression of the mouse cells present in the
stroma/microenvironment of the human gastric tumor grown in the PDX model. How-
ever, the induction of signatures corresponding to epithelial, stromal, microglia, and/or
adipocyte cells might correspond to the recruitment of these cells into the vicinity of the
tumor. The analysis of the changes in the gene expression also pointed out that the activity
of different transcription factors was altered depending on the treatment (Figure 6d). For
instance, E47 and MATH1 were the most induced by the treatment with cisplatin, while
HIF-2 and FOXO3 were preferentially induced by SAHA.

Taken together, the transcriptomic analyses confirmed the initial ultrasound-based ob-
servation that cisplatin and the pan-HDACi SAHA impact on the mouse microenvironment
and, hence, modified the internal tumor structure and microenvironment.
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Figure 6. Transcriptomics analyses confirm differences in the mouse stroma/microenvironment of the human gastric tumor
caused by cisplatin and SAHA. (a) Total RNAs were extracted from the tumors. Sequences obtained were specifically
aligned on the mouse genome. Deregulated genes with fold change >1.5 and p-value < 0.05 were analyzed. False discovery
error <0.05 and Z score above 2 were chosen as the cut-off in bioinformatics analyses and AltAnalyze was used to find gene
signatures corresponding to given processes representing biomarkers selective of each condition (b), typical signatures for
specific cell types (c), regulation of specific transcription factors (d).



Pharmaceutics 2021, 13, 1485 14 of 20

4. Discussion

Cisplatin is widely used to treat cancers, including gastric ones, despite the existence
of inherent poor response in some cases, mostly related to the development of resistance
mechanisms, which are not completely understood. As an alternative, pan-HDACi have
been developed and showed promising response in standard xenografts models of gastric
cancer cell lines, which have, unfortunately, not been confirmed during phase 2 clinical
trials. Hence, to gain further understanding of the impact of cisplatin and pan-HDACi in
gastric cancer, we compared their activity on a patient-derived xenograft model of gastric
cancer, by focusing our interest on a real-time longitudinal analysis of the intra-tumoral
structural changes using ultrasound, immunohistochemistry, and a transcriptomic analysis
of the murine microenvironment of the tumors.

4.1. Cisplatin Chemotherapy and the Pan-HDACi SAHA Reduce Tumor Size in a Patient-Derived
Xenografts Model of Gastric Cancer

In preclinical translational studies, one of the most relevant approaches to assess the
outcome of a treatment is through the tumor volume and its speed of growth using different
mouse models [30]. The most commonly used mouse models are either cell line-derived
models or patient-derived xenografts (PDX). Cell line-derived models are overwhelmingly
represented in the literature (82% of studies until 2016), but they raised an increasing
number of criticisms for their distorted tissue architecture, with altered microenvironment
and lack of genetic heterogeneity [22]. On the contrary, PDX models (7% of recent studies)
remain stable across many generations and retain the major traits of their originating tumor;
thus, resulting in the only model able to reflect the vast patient and tumor variability and
heterogeneity [27]. We decided to use such a PDX model to comparatively analyze the
impact of cisplatin to the effect of SAHA, an inhibitor of HDACs, on gastric tumor growth.
Our goal was to find clues that may explain why SAHA did not succeed in gastric cancer
patients’ clinical trials and that could provide direction for future improvements. The
PDX model used in this study displays typical features of gastric cancer of the intestinal
subgroup. As such, the tumors present a glandular, intestinal-type organization, which is
not observed with cell line xenografts. The conservation of such architectural organization
means that the impact of the drugs on cancer cells, as well as their microenvironment, is
more likely to mirror what is happening in the ‘real’ human tumor. In this respect, the
use of PDX allowed us to observe that cisplatin and SAHA reduced tumor size in this
PDX model of GC. Interestingly, it also allowed visualizing the structural changes in the
“glandular” organization of the tumors following cisplatin and SAHA treatment, such as
apparition of vacuoles on various extents. However, the treatment did not profoundly and
homogeneously affect the glandular structure, suggesting that the molecular impact of the
treatments did not modify the differentiated phenotype of the cancer cells.

4.2. Ultrasound Is More Precise Than Caliper to Measure Changes in Tumor Growth

The measurements of tumor size obtained with the ultrasound were more precise
than the ones obtained with the caliper. A similar conclusion was previously drawn by
Ayers et al. when they showed that ultrasound-based measures of the tumor volume
were more accurate and reproducible than caliper ones on non-treated cell-line derived
xenografts tumors [23]. However, nothing has been published so far about ultrasound
measurements of patient-derived xenografts or chemotherapy-treated tumors. Our results
show that caliper measurements appear to overestimate the tumor volume, partially due to
the calculation method and the lack of measures for the tumor depth. Other explanations
for this overestimation are: dermal or subdermal skin layer interpositions, irregular non-
ellipsoid tumors, and dependency on the user skills. Similar conclusions were driven
from cell-line derived xenografts [23,25]. However, the caliper remains extensively used to
perform classical tumor-volume measurements, as it is inexpensive and easy to manipulate,
despite poor inter-observer reproducibility and accuracy [25,26]. Importantly, in our gastric
tumor PDX model, there was no statistically significant difference between ultrasound
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measures on live mouse and “gold standard” ones on the ex vivo tumor, which is in
agreement with what Ayers et al. observed. This accuracy is likely due to the fact that the
tumor implantation site on the flanks of the mouse (i.e., heterotopic implantation) is well
suited for ultrasound imaging with a high-frequency probe, as the explored tumors are
superficial (i.e., subcutaneous) and not subject to bone/air artifacts. With the ultrasound,
the major limiting factor is the depth of the tissue that can be imaged through, especially
when using superficial probes [30]. If the ultrasound is limited by its user’s skills, the
exploration of superficial tumors is also not limited by the interposition of skin layers or
by non-ellipsoid tumor shapes, therefore enabling a real-time visualization of the tumor,
together with the storage of images of interest. However, fitting very long and/or large
tumors (volume 1500–2000 mm3) reaching the endpoint of the experimental procedure,
into the probe’s window of exploration, may be a bit more technically challenging.

4.3. Cisplatin and the Pan-HDACi SAHA Induce Changes in Intratumoral Substructures That
Can Be Detected by Ultrasound

In addition to being an efficient measuring device, the ultrasound also provides direct
access to the tumor morphology. In humans, the ultrasound has been used to characterize
and differentiate between small superficial (i.e., cutaneous or subcutaneous) soft-tissue
tumors (e.g., melanoma, angiosarcoma, lipoma, epidermoid cysts, nerve sheath tumors,
etc.), which, from their locations, are comparable to our subcutaneous PDX tumors [31,32].
On human subcutaneous tumors, it enabled real-time access to the tumor structure, prior
to the biopsy or surgical removal [32]. In addition to the characterization of tumors, the
real-time access to the tumor architecture may also lead to the observation of treatment-
related structural changes. With the development of novel targeted therapies, especially
immunotherapies, the size and volume of tumors alone are now insufficient to judge the
efficacy of such treatments [33]. For instance, swelling and/or necrotic changes have
been described in tumors treated by immunotherapy, forcing us to move away from the
caliper and size measures alone and, therefore, favoring real-time imaging evaluation of
novel drugs efficacy [33,34]. For that purpose, the ultrasound appeared as an interesting
alternative, enabling real-time visualization of structural changes within tumors. In our
study, we observed the appearance of multiple small cysts in treated tumors (especially
with SAHA), which were already visible on live mice ultrasound when >2 mm, later
confirmed by histology. On human ex vivo lymph nodes, Saegusa-Beecroft et al. estimated
that the spatial resolution of the ultrasound probe was sufficient to image 0.2 to 2 mm-wide
micro metastasis, compared to histology as the gold standard, which is in agreement with
the spatial resolution of our probe (0.11 mm) [35]. If the ultrasound evaluation is currently
not the standard-of-care follow-up procedure of human superficial tumors, it has been used
to observe intra-tumor chemotherapy-related changes in women with breast tumors [36,37].
Regarding the architectural analysis of tumors, alternative imaging approaches exist (e.g.,
micro-CT, PET-CT or MRI) [14,20,38–42]. However, such methods, despite being more
precise, are far more time-consuming, thus limiting the number of animals that can routinely
be analyzed. Additionally, they require well-trained operators to run the equipment and
represent a higher financial burden. Therefore, even if CT and MRI present higher spatial
resolution and PET-CT permits a more functional approach, the caliper and ultrasound
remain better suited for an easy-to-follow, real-time assessment of the tumor volume and
growth, while limiting the costs of such a day-to-day evaluation [23,25,42].

4.4. Cisplatin and Pan-HDAC Inhibitor Cause Different Impact on the Tumor Microenvironment

The ultrasound has proven useful in image volume changes and/or structural modifi-
cations on live mice. If histology confirms what we observed on the ultrasound, underlying
biomolecular changes are also observed. The decrease in tumor volume and of Ki67 positiv-
ity of tumor cells are reliable markers of drug efficacy, especially regarding their cytotoxic
activity [43]. One of the cytotoxic mechanisms of platinum-based compounds relies on the
activation of the p53-dependent apoptosis, as the p53 gene plays a critical role in cellular
response to DNA damage [44,45]. Consequently, the absence of a wild type p53 function
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results in resistance to anticancer agents, such as cisplatin. In gastric cancers, overexpres-
sion of p53 is strongly linked to its mutational status, also correlating to resistance to
cisplatin [6–46]. In our PDX model, diffuse and homogenous p53 nuclear staining was
observed in controls, related to the p53 mutation (exon8:c.844C > T:p.R282W). Despite
the p53 mutation, cisplatin can induce the p53 protein level, in contrast to SAHA, which
does not change it. The presence of a p53-mutation in this model renders it interesting to
test p53-reactivating small molecules as a novel therapeutic approach [46]. Interestingly,
we observed a strong expression of α-actin in non-treated tumor tissues, suggesting a
dominant presence of cancer-activated fibroblasts in the cancer cell microenvironment. The
tumor microenvironment comprises a variety of non-malignant stromal cells, providing
support for tumor progression. If platinum-based compounds are known for their activity
on gastric cancer cells, they may also impact the microenvironment [47]. For instance,
Skolenova et al. described a relative resistance of human mesenchymal stromal cells to
cisplatin treatment, together with changes in their secretory phenotype, compared to naïve
ones in breast cancer [48]. In our study, we observed, by immunohistochemistry, changes in
the tumor microenvironment (increased stroma/gland ratio) in the cisplatin treated group,
which did not correlate with the presence of CAFs, with less dominant α-actin staining
compared to the controls. These changes in the tumor microenvironment are confirmed
by our RNA-Seq analysis, showing that cisplatin clearly induces the expression of genes
associated with epithelial or mesenchymal origin. Published data showed that mesenchy-
mal stromal cells are frequently found in the microenvironment of tumors [49]. In contrast,
our data show that SAHA inhibits this mesenchymal signature, which is supported by
findings of Xu and co-workers, showing that SAHA decreases the viability of mesenchymal
stem cells, but stimulates osteogenesis [50]. Closely reproducing human tumors in terms
of architecture and response to therapy, PDX models appeared to be the most accurate
method to evaluate drug efficacy in preclinical studies.

Novel drug therapy development is crucial, especially in gastric cancers, where up
to 75% resistance to platinum-derived chemotherapies have been described. For instance,
one of the resistance factors against cisplatin in gastric cancer could be related to HDAC
enzymes, especially HDAC4 [51]. HDAC enzymes are aberrantly expressed in various
cancers including gastric cancer and HDAC expression is known to be linked to carcino-
genesis. For this reason, HDAC inhibitors (HDACi) were developed to counteract their
pro-oncogenic activity [13]. SAHA is one of the most promising HDACi, with an FDA
approval for the treatment of cutaneous T-cell lymphoma. HDAC activity was clearly
inhibited in our PDX model by the treatment with SAHA, as the analysis of the acetylation
status of the lysine 9 of histone 3 (H3K9) showed an increased nuclear staining in the
SAHA-treated tumors when compared to not treated ones. It is important to note that the
increase in H3K9 acetylation is not specific to the cancer cells, but is also present in stromal
cells. In addition, we observed some treatment-related morphological changes, such as
cystic modifications of the tumors. Altogether, our results indicate that SAHA reduces
tumor growth, as seen on the ultrasound measurement and Ki67 inhibition, confirming
previous pre-clinical observation obtained on cell line-based models. Unfortunately, de-
spite these promising preclinical data (i.e., inhibition of cellular growth and induction of
apoptosis in cell-line-xenografts and confirmed by our data on PDX), SAHA failed phase 2
clinical trials in humans [16,52]. The exact cause of this failure remains unknown. Yet, our
observations provide additional perspectives on the impact of HDAC inhibition on tumor
structure, especially changes within the microenvironment, which will ultimately impact
on the tumor response. Precise identification of the molecular relays involved in these
structural changes will provide new insights for novel therapeutic combinations or for
more accurate patients’ stratification, opening the way towards new imaging approaches
on small animals in preclinical translational research.

In this regard, our transcriptional study of the cellular microenvironment of the tumors
identified specific changes in gene expression corresponding to the activity of several tran-
scription factors affected by cisplatin, SAHA, or both. For instance, HIF2alpha signature is
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induced by both treatments, although more importantly by SAHA. This is in accordance
with the known regulation of HIF transcription factors by acetylation [15]. Interestingly, a
signature for both MATH1 (also known as Atho1) and E47 is strongly induced by cisplatin
in the tumor microenvironment. MATH1 has a complex role in the controlling cell pro-
liferation and apoptosis in different organs (ex. intestine, cerebellum) [53]. Interestingly,
these basic helix–loop–helix transcription factors, HIF2, MATH1 and E47, drive a growing
interest for their role in the epithelial/mesenchymal transition. Hence, their activation by
cisplatin and SAHA might account for some of the changes in the cellular identity signa-
ture observed in the microenvironment. It is also to be expected that each chemotherapy
might also impact other cell types that may be present in the tumor microenvironment,
such as neurons or tissue-specific cell types (e.g., endocrine cells). These cells may suffer
from the chemotherapy and/or impact cancer cell survival via modulation of the activity
of generic or specific transcription factors that control the expression of membrane or
secreted proteins, defining a “secretome” able to transmit signal within the tumor ecosys-
tem [54,55]. Additional studies will be required to fully apprehend how the activity of
these transcription factors participate in the remodeling of the tumor microenvironment.

5. Conclusions

Altogether, this study shows how cisplatin and a pan-HDACi, SAHA, can both reduce
tumor growth in a PDX model of gastric cancer with a similar amplitude. However, both
drugs have a dramatically different impact on the microenvironment. In this regard, the
use of an ultrasound is of great interest, as it allows following real-time evolution of the
internal tumor structure in a cheaper and easier way, compared to alternative methods (i.e.,
MRI). The information gained does not impair the precision of the tumor measurement,
and actually tends to improve it by allowing a 3D measurement and the conservation
of imaging data, allowing the scientists to exchange data and redo measurements even
after the image acquisition. Thus, this study might help to setup a novel standard for pre-
clinical analysis of patient-derived xenografts when the antitumoral activity of metal-based
compounds or other drugs has to be tested in vivo.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/pharmaceutics13091485/s1. Figure S1. (a) Establishment of the PDX model (GXC004).
(b) Detailed results of the NGS panel. (c) Example of clustering results obtained using AltAnalyze.
Supplemental Methods: Genetic analysis, Sample preparation, method of mutation screening, gene
list and data analyses of GCX004 tumor. Statistical analysis methods applied.

Author Contributions: A.V. acquisition, analysis, and interpretation of the data and writing of the
manuscript, E.G. technical support, A.B. technical support, C.O. technical support, V.D. technical
support, M.J. RNA-Seq and data analyzes, A.C.J. revision of the manuscript, M.-P.C. data interpre-
tation, B.R. design of the work, C.G. design of the work, interpretation of data and revision of the
manuscript, G.M. design, acquisition, analysis, and interpretation of the data and writing of the
manuscript. All authors have read and agreed to the published version of the manuscript.

Funding: This project was supported by the Centre National pour la Recherche Scientifique (CNRS,
France) (C.G.), ARC, Ligue Contre le Cancer, European action COST CM1105, the Interdisciplinary
thematic Institute InnoVec, the IDEX Excellence grant from Unistra, Itmo Cancer, and INCa. This
work was also made possible thanks to the financial support from the Société Française de Radiologie,
as Aïna Venkatasamy was the 2018 recipient of the “bourse de recherche Alain Rahmouni”. This
work was partially supported by French state funds managed within the “Plan Investissements
d’Avenir” and by the ANR (reference ANR-10-IAHU-02), as Dr. Venkatasamy is an employee of the
IHU of Strasbourg.

Institutional Review Board Statement: All animal experiments were approved by our Institutional
Animal Care and Use Committee (APAFIS#8320). Use of human tissues was approved by the
Ethics board and patients gave their written consent (NCT02491840). All protocols adhered to the
Declaration of Helsinki. Mice were acclimated for two weeks and provided with unlimited access to
sterilized food and water ad libitum and housed in 12 h day/night cycles.

https://www.mdpi.com/article/10.3390/pharmaceutics13091485/s1
https://www.mdpi.com/article/10.3390/pharmaceutics13091485/s1


Pharmaceutics 2021, 13, 1485 18 of 20

Informed Consent Statement: Use of human tissues was approved by the Ethics board and patients
gave their written consent (NCT02491840). All protocols adhered to the Declaration of Helsinki.
Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: All data can be directly obtained by contacting the authors.

Acknowledgments: We are thankful for the technical support of E. Martin and C. Macabre and the
administrative help of L. Mattern.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Ferlay, J.; Soerjomataram, I.; Dikshit, R.; Eser, S.; Mathers, C.; Rebelo, M.; Parkin, D.M.; Forman, D.; Bray, F. Cancer incidence and

mortality worldwide: Sources, methods and major patterns in GLOBOCAN 2012. Int. J. Cancer 2014, 136, E359–E386. [CrossRef]
2. Lorenzon, L.; Mercantini, P.; Ferri, M.; La Torre, M.; Sparagna, A.; Balducci, G.; Tarantino, G.; Romiti, A.; Pilozzi, E.; Ziparo, V.

Profiling the Prognosis of Gastric Cancer Patients: Is It Worth Correlating the Survival with the Clinical/Pathological and
Molecular Features of Gastric Cancers? Sci. World J. 2013, 2013, 196541. [CrossRef]

3. Marin, J.; Al-Abdulla, R.; Lozano, E.; Briz, O.; Bujanda, L.; Banales, J.; Macias, R. Mechanisms of Resistance to Chemotherapy in
Gastric Cancer. Anti-Cancer Agents Med. Chem. 2016, 16, 318–334. [CrossRef]

4. Grabsch, H.I.; Tan, P. Gastric Cancer Pathology and Underlying Molecular Mechanisms. Dig. Surg. 2013, 30, 150–158. [CrossRef]
5. Mahu, C.; Purcarea, A.; Gheorghe, C.M.; Purcarea, M.R. Molecular events in gastric carcinogenesis. J. Med. Life 2014, 7, 375–378.
6. Benosman, S.; Meng, X.; von Grabowiecki, Y.; Palamiuc, L.; Hritcu, L.; Gross, I.; Mellitzer, G.; Taya, Y.; Loeffler, J.-P.; Gaiddon, C.

Complex Regulation of p73 Isoforms after Alteration of Amyloid Precursor Polypeptide (APP) Function and DNA Damage in
Neurons. J. Biol. Chem. 2011, 286, 43013–43025. [CrossRef] [PubMed]

7. Blanchet, A.; Bourgmayer, A.; Kurtz, J.-E.; Mellitzer, G.; Gaiddon, C. Isoforms of the p53 Family and Gastric Cancer: A Ménage à
Trois for an Unfinished Affair. Cancers 2021, 13, 916. [CrossRef] [PubMed]

8. Licona, C.; Delhorme, J.-B.; Riegel, G.; Vidimar, V.; Cerón-Camacho, R.; Boff, B.; Venkatasamy, A.; Tomasetto, C.; Gomes, P.D.S.F.C.;
Rognan, D.; et al. Anticancer activity of ruthenium and osmium cyclometalated compounds: Identification of ABCB1 and EGFR
as resistance mechanisms. Inorg. Chem. Front. 2019, 7, 678–688. [CrossRef]

9. Khalaf, K.; Hana, D.; Chou, J.T.-T.; Singh, C.; Mackiewicz, A.; Kaczmarek, M. Aspects of the Tumor Microenvironment Involved
in Immune Resistance and Drug Resistance. Front. Immunol. 2021, 12, 1764. [CrossRef]

10. Voisinet, M.; Venkatasamy, A.; Alratrout, H.; Delhorme, J.-B.; Brigand, C.; Rohr, S.; Gaiddon, C.; Romain, B. How to Prevent
Sarcopenia Occurrence during Neoadjuvant Chemotherapy for Oesogastric Adenocarcinoma? Nutr. Cancer 2020, 73, 802–808.
[CrossRef] [PubMed]

11. Riquelme, I.; Saavedra, K.; Espinoza, J.A.; Weber, H.; García, P.; Nervi, B.; Garrido, M.; Corvalán, A.H.; Roa, J.C.; Bizama, C.
Molecular classification of gastric cancer: Towards a pathway-driven targeted therapy. Oncotarget 2015, 6, 24750–24779. [CrossRef]

12. Siddiqui, J.A.; Pothuraju, R.; Jain, M.; Batra, S.K.; Nasser, M.W. Advances in cancer cachexia: Intersection between affected organs,
mediators, and pharmacological interventions. Biochim. Et Biophys. Acta (BBA)—Bioenerg. 2020, 1873, 188359. [CrossRef]

13. Spaety, M.-E.; Gries, A.; Badie, A.; Venkatasamy, A.; Romain, B.; Orvain, C.; Yanagihara, K.; Okamoto, K.; Jung, A.C.;
Mellitzer, G.; et al. HDAC4 Levels Control Sensibility toward Cisplatin in Gastric Cancer via the p53-p73/BIK Pathway. Cancers
2019, 11, 1747. [CrossRef] [PubMed]

14. Verdone, L.; Caserta, M.; Di Mauro, E. Role of histone acetylation in the control of gene expression. Biochem. Cell Biol. 2005, 83,
344–353. [CrossRef] [PubMed]

15. Licona, C.; Spaety, M.-E.; Capuozzo, A.; Ali, M.; Santamaria, R.; Armant, O.; Delalande, F.; Van Dorsselaer, A.; Cianferani, S.;
Spencer, J.; et al. A ruthenium anticancer compound interacts with histones and impacts differently on epigenetic and death
pathways compared to cisplatin. Oncotarget 2016, 8, 2568–2584. [CrossRef]

16. Yoo, C.; Ryu, M.; Na, Y.; Park, S.; Lee, C.; Ryoo, B.; Kang, Y. 2295 Phase 2 study of vorinostat combined with capecitabine plus
cisplatin as first-line chemotherapy in patients with advanced gastric cancer (AGC). Eur. J. Cancer 2015, 51, S430. [CrossRef]

17. Yu, S.; Yang, M.; Nam, K.T. Mouse Models of Gastric Carcinogenesis. J. Gastric Cancer 2014, 14, 67–86. [CrossRef]
18. Choi, Y.Y.; Lee, J.E.; Kim, H.; Sim, M.H.; Kim, K.-K.; Lee, G.; Kim, H.; An, J.Y.; Hyung, W.J.; Kim, C.-B.; et al. Establishment and

characterisation of patient-derived xenografts as paraclinical models for gastric cancer. Sci. Rep. 2016, 6, 22172. [CrossRef]
19. Siolas, D.; Hannon, G.J. Patient-Derived Tumor Xenografts: Transforming Clinical Samples into Mouse Models. Cancer Res. 2013,

73, 5315–5319. [CrossRef] [PubMed]
20. Huynh, H.; Ong, R.; Zopf, D. Antitumor activity of the multikinase inhibitor regorafenib in patient-derived xenograft models of

gastric cancer. J. Exp. Clin. Cancer Res. 2015, 34, 132. [CrossRef]
21. Wang, H.; Lu, J.; Tang, J.; Chen, S.; He, K.; Jiang, X.; Jiang, W.; Teng, L. Establishment of patient-derived gastric cancer xenografts:

A useful tool for preclinical evaluation of targeted therapies involving alterations in HER-2, MET and FGFR2 signaling pathways.
BMC Cancer 2017, 17, 191. [CrossRef] [PubMed]

http://doi.org/10.1002/ijc.29210
http://doi.org/10.1155/2013/196541
http://doi.org/10.2174/1871520615666150803125121
http://doi.org/10.1159/000350876
http://doi.org/10.1074/jbc.M111.261271
http://www.ncbi.nlm.nih.gov/pubmed/22002055
http://doi.org/10.3390/cancers13040916
http://www.ncbi.nlm.nih.gov/pubmed/33671606
http://doi.org/10.1039/C9QI01148J
http://doi.org/10.3389/fimmu.2021.656364
http://doi.org/10.1080/01635581.2020.1770813
http://www.ncbi.nlm.nih.gov/pubmed/32449415
http://doi.org/10.18632/oncotarget.4990
http://doi.org/10.1016/j.bbcan.2020.188359
http://doi.org/10.3390/cancers11111747
http://www.ncbi.nlm.nih.gov/pubmed/31703394
http://doi.org/10.1139/o05-041
http://www.ncbi.nlm.nih.gov/pubmed/15959560
http://doi.org/10.18632/oncotarget.13711
http://doi.org/10.1016/S0959-8049(16)31211-4
http://doi.org/10.5230/jgc.2014.14.2.67
http://doi.org/10.1038/srep22172
http://doi.org/10.1158/0008-5472.CAN-13-1069
http://www.ncbi.nlm.nih.gov/pubmed/23733750
http://doi.org/10.1186/s13046-015-0243-5
http://doi.org/10.1186/s12885-017-3177-9
http://www.ncbi.nlm.nih.gov/pubmed/28292264


Pharmaceutics 2021, 13, 1485 19 of 20

22. Dieter, S.M.; Giessler, K.M.; Kriegsmann, M.; Dubash, T.D.; Möhrmann, L.; Schulz, E.R.; Siegl, C.; Weber, S.; Straker-
jahn, H.; Oberlack, A.; et al. Patient-derived xenografts of gastrointestinal cancers are susceptible to rapid and delayed
B-lymphoproliferation. Int. J. Cancer 2016, 140, 1356–1363. [CrossRef] [PubMed]

23. Ayers, G.D.; McKinley, E.T.; Zhao, P.; Fritz, J.M.; Metry, R.E.; Deal, B.C.; Adlerz, K.M.; Coffey, R.J.; Manning, H.C. Volume
of Preclinical Xenograft Tumors Is More Accurately Assessed by Ultrasound Imaging Than Manual Caliper Measurements.
J. Ultrasound Med. 2010, 29, 891–901. [CrossRef] [PubMed]

24. Jensen, M.M.; Jørgensen, J.T.; Binderup, T.; Kjaer, A. Tumor volume in subcutaneous mouse xenografts measured by microCT
is more accurate and reproducible than determined by 18F-FDG-microPET or external caliper. BMC Med. Imaging 2008, 8, 16.
[CrossRef]

25. Pflanzer, R.; Hofmann, M.; Shelke, A.; Habib, A.; Derwich, W.; Schmitz-Rixen, T.; Bernd, A.; Kaufmann, R.; Bereiter-Hahn, J.
Advanced 3D-Sonographic Imaging as a Precise Technique to Evaluate Tumor Volume. Transl. Oncol. 2014, 7, 681–686. [CrossRef]

26. Cheung, A.M.; Brown, A.S.; Hastie, L.A.; Cucevic, V.; Roy, M.; Lacefield, J.C.; Fenster, A.; Foster, F.S. Three-dimensional ultrasound
biomicroscopy for xenograft growth analysis. Ultrasound Med. Biol. 2005, 31, 865–870. [CrossRef] [PubMed]

27. Lassau, N.; Spatz, A.; Avril, M.F.; Tardivon, A.; Margulis, A.; Mamelle, G.; Vanel, D.; LeClere, J. Value of high-frequency US for
preoperative assessment of skin tumors. RadioGraphics 1997, 17, 1559–1565. [CrossRef]

28. Reita, D.; Bour, C.; BenBrika, R.; Groh, A.; Pencreach, E.; Guérin, E.; Guenot, D. Synergistic Anti-Tumor Effect of mTOR Inhibitors
with Irinotecan on Colon Cancer Cells. Cancers 2019, 11, 1581. [CrossRef]

29. Xing, F.; Saidou, J.; Watabe, K. Cancer associated fibroblasts (CAFs) in tumor microenvironment. Front. Biosci. 2010, 15, 166–179.
[CrossRef]

30. Molinari, F.; Meiburger, K.M.; Giustetto, P.; Rizzitelli, S.; Boffa, C.; Castano, M.; Terreno, E. Quantitative Assessment of Cancer
Vascular Architecture by Skeletonization of High-Resolution 3-D Contrast-Enhanced Ultrasound Images: Role of Liposomes and
Microbubbles. Technol. Cancer Res. Treat. 2014, 13, 541–550. [CrossRef] [PubMed]

31. Oranges, T.; Janowska, A.; Vitali, S.; Loggini, B.; Izzetti, R.; Romanelli, M.; Dini, V. Dermatoscopic and ultra-high frequency
ultrasound evaluation in cutaneous postradiation angiosarcoma. J. Eur. Acad. Dermatol. Venereol. 2020, 34, e741–e743. [CrossRef]

32. Hung, E.H.Y.; Griffith, J.F.; Yip, S.W.Y.; Ivory, M.; Lee, J.C.H.; Ng, A.W.H.; Tong, C.S.L. Accuracy of ultrasound in the characteriza-
tion of superficial soft tissue tumors: A prospective study. Skelet. Radiol. 2020, 49, 883–892. [CrossRef]

33. Carter, B.W.; Bhosale, P.R.; Yang, W.T. Immunotherapy and the role of imaging. Cancer 2018, 124, 2906–2922. [CrossRef] [PubMed]
34. Stoeter, D.; de Liguori Carino, N.; Marshall, E.; Poston, G.J.; Wu, A. Extensive necrosis of visceral melanoma metastases after

immunotherapy. World J. Surg. Oncol. 2008, 6, 30. [CrossRef]
35. Saegusa-Beecroft, E.; Machi, J.; Mamou, J.; Hata, M.; Coron, A.; Yanagihara, E.T.; Yamaguchi, T.; Oelze, M.L.; Laugier, P.;

Feleppa, E.J. Three-dimensional quantitative ultrasound for detecting lymph node metastases. J. Surg. Res. 2013, 183, 258–269.
[CrossRef]

36. Sadeghi-Naini, A.; Papanicolau, N.; Falou, O.; Zubovits, J.; Dent, R.; Verma, S.; Trudeau, M.; Boileau, J.F.; Spayne, J.; Iradji, S.; et al.
Quantitative Ultrasound Evaluation of Tumor Cell Death Response in Locally Advanced Breast Cancer Patients Receiving
Chemotherapy. Clin. Cancer Res. 2013, 19, 2163–2174. [CrossRef]

37. Sadeghi-Naini, A.; Sannachi, L.; Tadayyon, H.; Tran, W.T.; Slodkowska, E.; Trudeau, M.; Gandhi, S.; Pritchard, K.; Kolios, M.C.;
Czarnota, G.J. Chemotherapy-Response Monitoring of Breast Cancer Patients Using Quantitative Ultrasound-Based Intra-Tumour
Heterogeneities. Sci. Rep. 2017, 7, 10352. [CrossRef] [PubMed]

38. Gengenbacher, N.; Singhal, M.; Augustin, H.G. Preclinical mouse solid tumour models: Status quo, challenges and perspectives.
Nat. Rev. Cancer 2017, 17, 751–765. [CrossRef] [PubMed]

39. Lauber, D.T.; Fülöp, A.; Kovács, T.; Szigeti, K.; Máthé, D.; Szijártó, A. State of the art in vivo imaging techniques for laboratory
animals. Lab. Anim. 2017, 51, 465–478. [CrossRef]

40. Zhu, Y.; Tian, T.; Li, Z.; Tang, Z.; Wang, L.; Wu, J.; Li, Y.; Dong, B.; Li, Y.; Li, N.; et al. Establishment and characterization of
patient-derived tumor xenograft using gastroscopic biopsies in gastric cancer. Sci. Rep. 2015, 5, 8542. [CrossRef] [PubMed]

41. Dhani, N.C.; Lohse, I.; Foltz, W.D.; Cao, P.-J.; Hedley, D.W. Estimating tumour volume in a primary orthotopic mouse model of
human pancreatic cancer using rapid acquisition magnetic resonance imaging. J. Cancer Ther. Res. 2014, 3, 9. [CrossRef]

42. Lyons, S.K. Advances in imaging mouse tumour modelsin vivo. J. Pathol. 2005, 205, 194–205. [CrossRef]
43. Cancello, G.; Bagnardi, V.; Sangalli, C.; Montagna, E.; Dellapasqua, S.; Sporchia, A.; Iorfida, M.; Viale, G.; Barberis, M.; Veronesi,

P.; et al. Phase II Study With Epirubicin, Cisplatin, and Infusional Fluorouracil Followed by Weekly Paclitaxel With Metronomic
Cyclophosphamide as a Preoperative Treatment of Triple-Negative Breast Cancer. Clin. Breast Cancer 2015, 15, 259–265. [CrossRef]

44. Hientz, K.; Mohr, A.; Bhakta-Guha, D.; Efferth, T. The role of p53 in cancer drug resistance and targeted chemotherapy. Oncotarget
2016, 8, 8921–8946. [CrossRef] [PubMed]

45. Kamoshida, S.; Suzuki, M.; Shimomura, R.; Sakurai, Y.; Komori, Y.; Uyama, I.; Tsutsumi, Y. Immunostaining of thymidylate
synthase and p53 for predicting chemoresistance to S-1/cisplatin in gastric cancer. Br. J. Cancer 2007, 96, 277–283. [CrossRef]

46. Miller, J.J.; Blanchet, A.; Orvain, C.; Nouchikian, L.; Reviriot, Y.; Clarke, R.M.; Martelino, D.; Wilson, D.; Gaiddon, C.; Storr, T.
Bifunctional ligand design for modulating mutant p53 aggregation in cancer. Chem. Sci. 2019, 10, 10802–10814. [CrossRef]
[PubMed]

47. Zheng, P.; Chen, L.; Yuan, X.; Luo, Q.; Liu, Y.; Xie, G.; Ma, Y.; Shen, L. Exosomal transfer of tumor-associated macrophage-derived
miR-21 confers cisplatin resistance in gastric cancer cells. J. Exp. Clin. Cancer Res. 2017, 36, 53. [CrossRef]

http://doi.org/10.1002/ijc.30561
http://www.ncbi.nlm.nih.gov/pubmed/27935045
http://doi.org/10.7863/jum.2010.29.6.891
http://www.ncbi.nlm.nih.gov/pubmed/20498463
http://doi.org/10.1186/1471-2342-8-16
http://doi.org/10.1016/j.tranon.2014.09.013
http://doi.org/10.1016/j.ultrasmedbio.2005.03.003
http://www.ncbi.nlm.nih.gov/pubmed/15936502
http://doi.org/10.1148/radiographics.17.6.9397463
http://doi.org/10.3390/cancers11101581
http://doi.org/10.2741/3613
http://doi.org/10.7785/tcrtexpress.2013.600272
http://www.ncbi.nlm.nih.gov/pubmed/24206210
http://doi.org/10.1111/jdv.16583
http://doi.org/10.1007/s00256-019-03365-z
http://doi.org/10.1002/cncr.31349
http://www.ncbi.nlm.nih.gov/pubmed/29671876
http://doi.org/10.1186/1477-7819-6-30
http://doi.org/10.1016/j.jss.2012.12.017
http://doi.org/10.1158/1078-0432.CCR-12-2965
http://doi.org/10.1038/s41598-017-09678-0
http://www.ncbi.nlm.nih.gov/pubmed/28871171
http://doi.org/10.1038/nrc.2017.92
http://www.ncbi.nlm.nih.gov/pubmed/29077691
http://doi.org/10.1177/0023677217695852
http://doi.org/10.1038/srep08542
http://www.ncbi.nlm.nih.gov/pubmed/25712750
http://doi.org/10.7243/2049-7962-3-9
http://doi.org/10.1002/path.1697
http://doi.org/10.1016/j.clbc.2015.03.002
http://doi.org/10.18632/oncotarget.13475
http://www.ncbi.nlm.nih.gov/pubmed/27888811
http://doi.org/10.1038/sj.bjc.6603546
http://doi.org/10.1039/C9SC04151F
http://www.ncbi.nlm.nih.gov/pubmed/32055386
http://doi.org/10.1186/s13046-017-0528-y


Pharmaceutics 2021, 13, 1485 20 of 20

48. Skolekova, S.; Matuskova, M.; Bohac, M.; Toro, L.; Durinikova, E.; Tyciakova, S.; Demkova, L.; Gursky, J.; Kucerova, L. Cis-
platin-induced mesenchymal stromal cells-mediated mechanism contributing to decreased antitumor effect in breast cancer cells.
Cell Commun. Signal. 2016, 14, 7. [CrossRef] [PubMed]

49. Kamdje, A.H.N.; Kamga, P.T.; Simo, R.T.; Vecchio, L.; Etet, P.F.S.; Muller, J.M.; Bassi, G.; Lukong, E.; Goel, R.; Amvene, J.M.; et al.
Mesenchymal stromal cells’ role in tumor microenvironment: Involvement of signaling pathways. Cancer Biol. Med. 2017, 14,
129–141. [CrossRef]

50. Xu, X.-H.; Zhong, Z. Disease modeling and drug screening for neurological diseases using human induced pluripotent stem cells.
Acta Pharmacol. Sin. 2013, 34, 755–764. [CrossRef]

51. Li, Y.; Seto, E. HDACs and HDAC Inhibitors in Cancer Development and Therapy. Cold Spring Harb. Perspect. Med. 2016, 6,
a026831. [CrossRef]

52. Claerhout, S.; Lim, J.Y.; Choi, W.; Park, Y.-Y.; Kim, K.; Kim, S.-B.; Lee, J.-S.; Mills, G.B.; Cho, J.Y. Gene Expression Signature
Analysis Identifies Vorinostat as a Candidate Therapy for Gastric Cancer. PLoS ONE 2011, 6, e24662. [CrossRef]

53. Mulvaney, J.; Dabdoub, A. Atoh1, an Essential Transcription Factor in Neurogenesis and Intestinal and Inner Ear Development:
Function, Regulation, and Context Dependency. J. Assoc. Res. Otolaryngol. 2012, 13, 281–293. [CrossRef]

54. Benosman, S.; Gross, I.; Clarke, N.; Jochemsen, A.G.; Okamoto, K.; Loeffler, J.-P.; Gaiddon, C. Multiple neurotoxic stresses
converge on MDMX proteolysis to cause neuronal apoptosis. Cell Death Differ. 2007, 14, 2047–2057. [CrossRef]

55. Gaiddon, C.; de Tapia, M.; Loeffler, J.-P. The Tissue-Specific Transcription Factor Pit-1/GHF-1 Binds to the c-fos Serum Response
Element and Activates c-fos Transcription. Mol. Endocrinol. 1999, 13, 742–751. [CrossRef]

http://doi.org/10.1186/s12964-016-0130-5
http://www.ncbi.nlm.nih.gov/pubmed/26915660
http://doi.org/10.20892/j.issn.2095-3941.2016.0033
http://doi.org/10.1038/aps.2013.63
http://doi.org/10.1101/cshperspect.a026831
http://doi.org/10.1371/journal.pone.0024662
http://doi.org/10.1007/s10162-012-0317-4
http://doi.org/10.1038/sj.cdd.4402216
http://doi.org/10.1210/mend.13.5.0275

	Introduction 
	Materials and Methods 
	Manual (Mechanical) Vernier Caliper Measurement and Ultrasound Evaluation 
	Histological Evaluation 
	Immunohistochemistry (IHC) 
	Transcriptomic Analysis 

	Results 
	The Pan-HDAC Inhibitor SAHA and Cisplatin Reduce Tumor Growth in a Gastric Cancer PDX Model 
	Ultrasound Outclasses Caliper for Precision Measurement 
	Ultrasound Identifies Architectural Differences in Cisplatin and the Pan-HDACi Treated Tumors 
	Transcriptomics Analyses Confirm Differences in the Mouse Stroma/Microenvironment of the Human Gastric Tumor Induced by Cisplatin and the Pan-HDACi 

	Discussion 
	Cisplatin Chemotherapy and the Pan-HDACi SAHA Reduce Tumor Size in a Patient-Derived Xenografts Model of Gastric Cancer 
	Ultrasound Is More Precise Than Caliper to Measure Changes in Tumor Growth 
	Cisplatin and the Pan-HDACi SAHA Induce Changes in Intratumoral Substructures That Can Be Detected by Ultrasound 
	Cisplatin and Pan-HDAC Inhibitor Cause Different Impact on the Tumor Microenvironment 

	Conclusions 
	References

