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Abstract: Accumulating evidence pinpoints sex differences in stroke incidence, etiology and outcome.
Therefore, more understanding of the sex-specific mechanisms that lead to ischemic stroke and
aggravation of secondary damage after stroke is needed. Our current mechanistic understanding of
cerebral ischemia states that endothelial quiescence in neurovascular units (NVUs) is a major physio-
logical parameter affecting the cellular response to neuron, astrocyte and vascular smooth muscle cell
(VSMC) injury. Although a hallmark of the response to injury in these cells is transcriptional activa-
tion, noncoding RNAs such as microRNAs exhibit cell-type and context dependent regulation of gene
expression at the post-transcriptional level. This review assesses whether sex-specific microRNA
expression (either derived from X-chromosome loci following incomplete X-chromosome inactivation
or regulated by estrogen in their biogenesis) in these cells controls NVU quiescence, and as such,
could differentiate stroke pathophysiology in women compared to men. Their adverse expression
was found to decrease tight junction affinity in endothelial cells and activate VSMC proliferation,
while their regulation of paracrine astrocyte signaling was shown to neutralize sex-specific apoptotic
pathways in neurons. As such, these microRNAs have cell type-specific functions in astrocytes and
vascular cells which act on one another, thereby affecting the cell viability of neurons. Furthermore,
these microRNAs display actual and potential clinical implications as diagnostic and prognostic
biomarkers in ischemic stroke and in predicting therapeutic response to antiplatelet therapy. In con-
clusion, this review improves the current mechanistic understanding of the molecular mechanisms
leading to ischemic stroke in women and highlights the clinical promise of sex-specific microRNAs
as novel diagnostic biomarkers for (silent) ischemic stroke.

Keywords: microRNA; stroke; women; neurovascular unit

1. Introduction
1.1. Sex Differences in Stroke

Accumulating evidence suggests that there are sex differences in stroke, in terms
of incidence and clinical presentation, etiology, and outcome. Although young women
(25–44 year age groups) have a higher stroke incidence (incidence rate ratio 0.87 [95% CI,
0.78–0.98]) than young men (0.70 [95% CI, 0.57–0.86]), this trend is reversed in older age
groups, with a higher acute stroke incidence ratio in men [1]. Mechanistic studies into
more female-specific trends in acute stroke have demonstrated that compared to men,
women also have a different profile of vascular risk factors (more hypertension, atrial
fibrillation, heart failure, valvular heart disease and obesity), a different distribution of
stroke subtypes (more cardio-embolic stroke) and a different outcome (worse early outcome,
more disability, longer hospital stay and higher in-hospital mortality) [2]. Furthermore,
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acute stroke in women seldom presents typical stroke symptoms like language disturbance
and weakness (13.7% versus 9.5%) [3], thereby making women more likely to receive a
stroke mimic diagnosis [4,5]. Stroke in women however, is driven by divergent risk factors
(atrial fibrillation and cardio-embolism) compared to stroke in men (atherosclerosis and
internal carotid artery disease) [6], and several sex-specific risk factors increase this female
stroke incidence [7] such as hypertension [8], diabetes mellitus [9,10], preeclampsia [11]
and migraine [12]. Given the higher likelihood of disability and worse quality of life
following a stroke diagnosis in women, early recognition [5] and better understanding of
the sex-specific mechanisms leading to ischemic stroke in women could augment its early
detection, which could improve clinical care and treatment standards.

1.2. Neurovascular Units and Ischemic Brain Injury

A deeper mechanistic understanding of ischemic brain injury is becoming available
with the concept of dysfunctional cell communication in neurovascular units (NVUs).
This functional unit consists of neurons, astrocytes, endothelial cells (ECs), pericytes and
vascular smooth muscle cells (VSMCs), and controls, among other processes, neurovascular
coupling, thereby regulating cerebral blood flow (CBF) (Figure 1A) [13]. Neurovascular
coupling is vasomotion reactive to local neural activity, and is regulated following EC
signaling to arteriolar VSMCs and capillary pericytes [14]. ECs also secrete trophic factors
that protect neurons against oxygen-glucose deprivation (OGD) [15], while astrocytes
produce extra cellular matrix (ECM) factors that promote EC quiescence [16] and blood-
brain barrier (BBB) integrity [17]. Interestingly, experimental studies into the sex-specific
behavior of NVUs after stroke have demonstrated a sex-specific cellular response to injury
to ECs [18], astrocytes [19,20] and neurons [21]. This illustrates the potential for sex-specific
dysfunctional NVU cell–cell communication [22] to drive ischemic injury differently in
women and men [23].
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Figure 1. (A) The neurovascular unit is a functional unit of neurons, astrocytes, endothelial cells (ECs) and vascular smooth
muscle cells (VSMCs) that controls neurovascular coupling, and thereby cerebral blood flow (CBF). (B) Estrogen can affect
miR transcription and action by controlling the expression of the pre-miR processing protein Dicer, and by increasing
Argonaute-2 protein (crucial for miR target recognition and thereby its function) respectively. (C) X-chromosome and
X-linked miRs involved in the cellular response to injury of neurons, astrocytes, ECs and VSMCs. Red font depicts stroke
promoting miRs while green font indicates stroke preventing miRs.
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1.3. Sex-Specific MicroRNA Expression in Neurovascular Units

Increasing evidence suggests that the cellular response to ischemic injury is largely
regulated at the post-transcriptional level, involving microRNAs [24] which regulate tar-
get messenger RNA (mRNA) expression based on complementary base pairing at the
mRNA 3′-untranslated region [25]. Two main driving factors can influence sex-specific
microRNA expression. First, the X-chromosome encodes 118 microRNAs [26], and several
X-chromosome located (X-linked) microRNAs can escape X-chromosome inactivation [27],
resulting in their higher expression in women [28]. Second, numerous gene promoters in-
clude estrogen-responsive elements (EREs) [29], whereby estrogen binding or release steers
miR expression [30]. Previously, we reviewed the question of whether these mechanisms
result in sex-specific microRNA expression within female microvascular cells [31]. We
subsequently demonstrated that their sex-specific expression instigates a different clinical
outcome in women compared to men, such as a higher prevalence of microvascular injury
(defined by elevated angiopoietin-2 levels) following diabetes mellitus [32]. Lastly, we
described the regulatory role of angiogenic microRNAs in cerebral small vessel disease [33].
Consistent with these results, we hypothesized that sex-specific microRNAs could improve
our understanding of the molecular mechanisms leading to ischemic stroke in women, and
may be of actual and potential clinical relevance as diagnostic and prognostic biomarkers,
as well as for predicting therapeutic response to antiplatelet therapy.

1.4. Purpose of the Study

This narrative review describes the sex-specific expression of microRNAs in NVUs
and their actual and potential clinical application. We first provide an overview of the
mechanisms of sex-specific microRNA expression. Second, we demonstrate that these
microRNAs function as a post-transcriptional regulatory network of a sex-specific cellular
response to injury in cerebral ECs, VSMCs and neurons. This either promotes or prevents
dysfunctional cell–cell communication in NVUs leading to ischemic stroke. Lastly, we
describe how these microRNAs could function as a diagnostic and prognostic biomarker
in stroke, and aid in predicting therapeutic response to antiplatelet therapy.

2. Mechanisms of Sex-Specific MicroRNA Expression
2.1. X-Chromosome Mosaicism and Its Effect on MicroRNA Expression

X-chromosome gene dosage disequilibrium (resulting from two X-chromosome copies
in female somatic cells) is prevented by the neutralization of one X-chromosome by random
X-chromosome inactivation (XCI) during embryonic development [34]. XCI is coordinated
by the long noncoding RNA (lncRNA) ‘X-inactive specific transcript’ (XIST), and starts
with X chromosome counting, random X chromosome choice [35] and subsequent binding
of polycomb repressive complexes that induce methylation and silencing of the genes
located on the X chromosome [36]. These steps are carried out in the peri-implantation
embryo of the 10–20 cell epiblast lineage and should be maintained in all NVU somatic
cells. Nonetheless, female somatic cells are mosaic cells because of heterogenous X-linked
gene expression, since 15% of X-linked genes permanently escape XCI, while 10% display
variable expression patterns as a result of incomplete XCI [28]. This could contribute to
the molecular mechanisms that underlie the female-specific cardiovascular etiology as
observed in stroke, because stroke risk factors like obesity [37] and hypertension [38] are
associated with a higher X-chromosome gene dosage and a more pronounced cellular
response to EC and VSMC injury within the microvasculature in women [31].

Collectively, these studies indicate that the incomplete silencing of X-chromosomes
in NVU cells can promote elevated X-linked microRNA expression in NVUs (Figure 1C),
thereby altering their cellular response to injury. Whether this process initiates EC activation
and NVU dysfunction, which may eventually lead to cerebral small vessel disease (SVD),
as recently observed in a rat SVD model [39], should be further investigated. These
studies should employ unbiased single-cell RNA sequencing methods followed by single
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cell ablation experiments to decipher the subsequent cellular response after incomplete
inactivation of X-chromosome genes in NVUs.

2.2. Estrogen Control of MicroRNA Biogenesis

Experimental studies in noncerebral cells (MCF-7 breast cancer cells, which contain
abnormal gene expression profiles and exhibit a deregulated cell cycle control) have demon-
strated that estrogen receptor (ER) binding to estrogen response elements (EREs) in gene
promotors, drives microRNA expression thereby regulating multiple downstream target
genes [40]. Furthermore, several components of the microRNA transcription and pro-
cessing machinery itself are regulated by estrogen because estrogen enhances levels of
the Dicer protein [41] and the RISC complex catalytic subunit, Argonaute-2 (Ago-2) [42]
(Figure 1). Interestingly, when neurons are exposed to estrogen in vitro and in vivo, this
alters their microRNA expression levels. This was demonstrated in a study that assessed
estrogen-regulated microRNA-(miR)-30b levels in cultured glioblastoma cells and neurons
derived from mouse frontal cortex and hippocampal tissue as well as post-mortem pre-
frontal cortex tissue from schizophrenia patients (n = 30). These miR-30b levels increased
2-fold in cultured glioblastoma cells exposed to estrogen and were present in higher levels
in female mouse brain compared to male mouse brain [43]. However, precursor forms of
miR-30b were not significantly different in the human subjects (suggesting no estrogen
effect on miR biogenesis) while altered Dicer or Argonaute protein levels in response to
estrogen were not assessed in vitro or in mice [43]. In humans, women with schizophrenia
displayed a significant reduction in miR-30b levels compared to healthy control women,
while miR-30b levels between women and men were not significantly different [43]. This
could suggest that miR expression develops differently between men and women following
neuronal estrogen exposure. Interestingly, in human ECs, estrogen exposure was found to
increase both pri-miR-126 and mature miR-126-3p expression in an ERα-dependent manner,
suggesting that estrogen controls microRNA biogenesis in vascular cells [43]. Whether
these results indicate that estrogen regulates microRNA control sex-specific neurovascular
coupling in women and men should be assessed in future studies [44].

Taken together, these studies on estrogen-regulated miR biogenesis were predomi-
nantly carried out in MC7- and glioblastoma cell cultures, and thus, provide no definite
answers to the question of whether estrogen regulates each step in microRNA biogenesis
(Figure 1B). However, estrogen regulates microRNA expression in NVUs as well, as was
demonstrated in cultured neurons [43] and in vivo in astrocytes from mice [45]. This could
contribute to the molecular mechanisms of the NVU cellular response to a female-specific
cardiovascular etiology in stroke.

3. Stroke Promoting Mechanisms
3.1. Sex-Specific MicroRNAs and Blood Brain Barrier Integrity

A striking pathophysiological feature of ischemic stroke is BBB disruption [46]. The
highly polarized ECs of cerebral blood vessels regulate BBB properties, such as its paracel-
lular barrier function and tight junctions. Tight junctions contain transmembrane proteins
(claudin-, occludin- and junctional adhesion proteins), scaffolded by other proteins like
the zona occludens proteins that form intercellular connections [14]. This promotes a tight
barrier whose maintenance is regulated by other NVU cells like neurons that secrete Wnt
ligands [47], astrocytes which produce extracellular matrix (ECM) factors [48] and pericytes
which promote endothelial quiescence [49].

Following local ischemia, altered cell-specific metabolomic adaptations perturb BBB
function and integrity [50] and immune cells promote neuroinflammation and apoptosis
of neurons [51]. This could alter NVU function differently in women and men given that
women display a lower metabolic brain age (relative to their chronological age) compared
to men (i.e., less loss of cerebral blood flow and more brain glycolysis at a younger age) [52].
Experimental studies into a different signaling of NVUs in women and men also pinpoint
such sex-specific outcomes regarding BBB integrity. For instance, brain microvascular
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ECs (BMECs), derived from differentiated induced pluripotent stem cell (iPSC) lines
from premenopausal women, display an increased barrier strength due to a decreased
BBB permeability compared to iPSC-derived BMECs from men [53]. Furthermore, it has
been demonstrated that when cerebral ECs are cultured in stroke-like OGD culture models,
female ECs display less sensitivity to OGD [54] and endothelin-1 mediated vasoconstriction
than male ECs [55]. However, these neuroprotective, sex-specific functions of NVUs in
vasomotion are lost following menopause [56]. Therefore, these observations make way
for the hypothesis that estrogen-regulated microRNAs may affect cell signaling, and thus
NVU function differently in women and men.

Various in vitro cell models have addressed the role of microRNA expression in
BBB integrity and function, for instance by investigating TNF-α stimulation of cultured
murine brain vascular endothelial (bEnd3) cells. In these cells, this experimental setting
significantly increased the expression of the X-linked miR-501-3p [57]. This miR-501
increase was similarly observed in brain white matter lesions from mice, following bilateral
common carotid artery stenosis (BCAS) surgery, a model of white matter lesions and BBB
breakdown [57]. With higher expression of this microRNA in inflammation and BCAS,
a decrease in the expression of tight-junction protein 1 (ZO-1) was seen which led to a
decrease in tight junction affinity [57]. Another microRNA derived from the X-chromosome
and involved in tight junction affinity following stroke was identified in plasma from acute
ischemic stroke patients, which contains high levels of the X-linked miR-503, although
no sex differences in its circulating levels were assessed [57]. Also, when mice following
middle cerebral artery occlusion (MCAO) were treated with plasma from these acute
stroke patients, it promoted EC injury, BBB permeability and increased infarct volume,
which were all ameliorated by miR-503 inhibition [58]. Interestingly, in vitro, miR-503
knockdown in human brain microvascular ECs (HBMECs) downregulated about 50% of
reactive oxygen species (ROS) production and upregulated about 30% of nitric oxide (NO)
generation leading to a higher expression of the pro-survival p-PI3K/Akt/eNOS signaling
pathways. Another example of potential deleterious effects on BBB integrity by increased
expression of X-linked microRNAs comes from the fact that overexpression of the X-linked
miR-424–5p decreased the expression of tight junction proteins ZO-1 and occludin, via
increased expression of endophilin-1, a protein that affects BBB permeability by regulating
tight junction-related proteins through a process involving the EGFR-ERK and EGFR-JNK
signaling pathways [59]. Interestingly, amongst all microRNAs, both miR-424 and miR-503
are predominantly regulated by estrogen [60,61] while miR-503 is known to control female
CD4+ T cell activation and as such the acute inflammatory response in women [62]. More
support for elevated X-linked miR expression and potential sex-specific downstream effects
in brain ECs was demonstrated in OGD cultured cerebral ECs which increased miR-106a
expression, thereby decreasing cell viability, leading to cell death due to an increased and
pro-inflammatory caspase-3 expression [63]. Also, murine cerebrovascular endothelial cells
displayed less cell viability upon transient MCA occlusion in C57BL/6 J male mice (n = 24,
8–10 weeks old), a phenotype induced by elevated miR-106a expression [63].

In contrast to these detrimental effects on BBB integrity via increased expression of
X-chromosome located microRNAs, their increase may also exhibit NVU protective effects,
as was observed for the X-linked miR-98. The expression of this miR is reduced in OGD
cultured primary brain microvascular endothelial cells (BMVECs) and in mice following
transient MCAO which was found to disrupt BBB integrity. By restoring its expression
in experimental studies, EC barrier function improved, BBB breakdown was rescued and
diminished infiltration of brain leukocyte influx and neuroinflammation in mice was
seen [64]. Interestingly, miR-98 is an estrogen-responsive miR and under estrogen receptor
(ER)α-control in breast cancer cells. This estrogen control of miR-98 function is known to
regulate local inflammation by decreasing cellular IL-6 gene expression, thereby attenuating
the release of proinflammatory cytokines such as TNF-α and IL-1β [41]. Furthermore, the
expression of miR-98 is increased in female CD4+ T cells which partly controls the immune
response at the post-transcriptional level.
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Collectively, these studies suggest that differential expression of X-linked microRNAs
alters endothelial tight junction expression and thus BBB integrity in response to ischemic
injury in stroke-like conditions. The fact that both the X-linked miR-424 and miR-501
regulate the expression of ZO-1 protein, and thereby, EC tight junction function, pinpoints
the synergistic function of microRNAs (regulating the same gene) in BBB integrity. As such,
this simultaneous repression of ZO-1 protein directly influences the output of function-
ally related biological pathways (BBB integrity) [65] and thus could provide additional
mechanistic insight into sex-specific stroke pathophysiology. Nonetheless, it should be
mentioned that these studies were predominantly carried out in murine models of stroke,
such as (transient) MCAO or BCAS surgery models. Therefore, additional (human) studies
into microRNA expression in stroke in which expression results are stratified for women
and men are needed to determine whether the relative overexpression of these X-linked
microRNAs is conserved in humans and contributes to female stroke pathophysiology.

3.2. Sex-Specific MicroRNAs and Vascular Smooth Muscle Cell Proliferation

VSMCs play a key role in vessel wall remodeling in response to cerebral ischemic
injury and neurodegenerative disease. Following ischemia and EC activation, VSMCs
switch from a contractile phenotype, that normally coordinates vascular vasodilation and
constriction, to a synthetic phenotype that proliferates and migrates [66], and instigates
arterial stiffening, atherosclerosis and calcification [67]. Interestingly, several X-linked
microRNAs are associated with these steps as upstream regulators of gene expression.

A striking example of X-linked microRNA expression in VSMC activation is miR-
362-3p of which plasma levels were significantly decreased in atherosclerotic patients
(n = 110) compared to control patients (n = 84) (although clinical factors in this study, such
as sex, were not significantly different in patients versus controls) [68]. Subsequent in vitro
studies with this microRNA demonstrated that miR-362-3p mediated overexpression in
cultured VSMCs reduced cellular proliferation and migration and induced G1 cell cycle
arrest. These effects were mediated via AdamTs1 (a metalloproteinase involved in the
development of atherosclerosis) which plasma levels were increased in atherosclerotic
patients compared to controls (both mRNA and protein levels) [68]. This suggests that the
loss of miR-362-3p promotes proliferations of VSMCs. More X-linked microRNA mediated
effects on VSMC proliferation were seen in a study into the effects of miR-532-5p. Levels
of this particular miR were decreased in plasma from atherosclerotic patients (n = 103)
compared to healthy controls (n = 77), inversely related to carotid intima-media thickness
(CIMT) and displayed a high sensitivity and specificity for atherosclerosis (AUC 0.897) [69].
However, no experimental studies into target gene expression differences were carried out
in this study.

In cerebral VSMC calcification, another pathological event in atherosclerosis devel-
opment, several X-linked microRNAs are involved, while the subsequent differentiation
of these cells into osteoblast- and chondrocyte-like cells following microRNA expression
changes can occur as well. Studies in VSMCs from aged rats have demonstrated that aged
VSMCs have decreased miR-542-3p expression compared to VSMCs from younger rats [70].
However, the RNA used for the experiments in this study was extracted after passage of
cells in culture, which is known to affect cellular gene expression. Still, this study identified
that overexpressing miR-542-3p in young VSMCs suppressed their osteogenic differentia-
tion induced by β-glycerophosphate (β-GP, an in vitro model of VSMC calcification) via a
reduction of bone morphogenetic protein 7 (BMP7, a protein known for inducing osteo-
genesis and chondrogenesis) expression. More beneficial effects for X-linked microRNA
expression in VSMCs were found in human VSMCs treated with oxidized low-density
lipoprotein (ox-LDL) and in carotid VSMCs from ApoE−/− C56BL/6J mice (n = 5) fed a
high-fat diet. In these experimental settings, the X-linked miR-188 decreased in VSMCs
from mice fed a high-fat diet compared to controls. As a consequence, the expression of
its gene target, fibroblast growth factor 1 (Fgf1) was elevated [71]. Functionally, this mi-
croRNA represses the proliferation and migration of VSMCs and promotes their apoptosis
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by specifically downregulating Fgf1, suggesting that its role is to counteract atherosclerotic
pathways [71]. Furthermore, X-linked miR-503-5p also represses VSMC proliferation and
migration, and its levels have been found to be decreased in patients with carotid artery
stenosis (n = 62) compared to healthy controls (n = 60) [59]. This particular miR displayed
strong diagnostic potential for carotid artery stenosis, with an ROC value of 0.817, a speci-
ficity of 79.0% and a sensitivity of 83.3% [72]. Moreover, the experimentally decreased
expression in vitro of this microRNA in VSMCs promoted cellular proliferation, suggesting
that it indirectly instigates vascular hyperactivity in the setting of carotid artery stenosis.
Finally, cell-cell communication from macrophages to VSMCs in atherosclerotic plaques
can also proceed following altered X-linked miR expression. This was demonstrated in a
study with ox-LDL treated macrophages (THP1-cells) which transfer functional microR-
NAs via exosomes to VSMCs to promote cell proliferation and repress cell apoptosis. These
exosomes from THP-1 cells contained the X-linked miR-106a-3p of their uptake in VSMCs
increased the expression of this microRNA in VSMCs [73]. The resultant overexpression of
miR-106 promoted cell viability and decreased cellular apoptosis because caspase signaling
was decreased in VSMCs [73].

In summary, these studies demonstrate that following carotid artery atherosclerosis,
the expression of particular X-linked microRNAs (i.e., miR-188, miR-362, miR-503, miR-
532, miR-542) is decreased and promotes VSMC proliferation. Although gene expression
results in these studies were not stratified for women and men, these findings could
provide a novel molecular mechanism for sex-specific atherosclerotic phenotypes given
that extracranial atherosclerosis is less often present in women compared to men [74].

3.3. Sex-Specific MicroRNAs and Apoptosis of Neurons

Cellular hypoxia and the loss of glucose and ATP supply following stroke, promote
Na+/K+ pump failure, depolarization of neurons and glutamate release. Following an
ensuing activation of glutamate receptors like the N-methyl-D-aspartate (NMDA) receptors,
cellular excitation due to increased Ca2+ influx promotes nitric oxide synthase (nNOS)
and calpain I release, thereby increasing cellular reactive oxygen species (ROS) [75]. This
increases the permeability of mitochondria and eventually results in cell death by necrosis.

Interestingly microRNAs derived from the X-chromosome were found to play a
significant role in regulating multiple sets of functionally related genes that modulate the
neuronal effects induced by cellular hypoxia and ischemia (i.e., the regulation of Ca2+ influx,
cellular oxidative stress and apoptosis). Particular the X-linked miR-223 was found to be
elevated in neurons from rats at different time intervals after ischemia (10-fold in cortex
neurons after 48 h and 20–30 fold in the striatum 24 h) while its target gene Nckx2, a member
2 of the K+-dependent Na+/Ca2+ exchanger family, was decreased [76]. This protein
regulates sodium and calcium homeostasis in ischemic neurons and therefore compensates
the altered ionic homeostasis after stroke. Its decrease upon hypoxia suggests that elevated
miR-223 affects neuronal outcome negatively, as underscored by the decrease of infarct
volume after antimiR-223 treatment which lowered its functional levels. Following the
subsequent entrance of Ca2+ ions in neurons, X-linked microRNAs also control neuronal
apoptosis by regulating cellular oxidative stress and mitochondrial respiration. One
study into neuronal mitochondrial hemodynamics after stroke demonstrated that neurons
isolated from a rat cerebral ischemia/reperfusion (CI/R) injury model display increased
expression of the cerebral NADPH oxidase 2 (Nox2), which promotes ROS production in
neurons. This phenomenon coincided with less expression of miR-652, suggesting that this
microRNA protects against ischemic events, a conclusion emphasized by systemic injection
of miR-652 agomirs, which improved cellular apoptosis and infarction in rats [77]. More
evidence for miR-652 regulation of mitochondrial hemodynamics following ischemia was
demonstrated in a study in which elevated NR4A2 expression (a transcription factor that
regulates mitochondrial homeostasis and neuronal survival) after transient global cerebral
ischemia decreased miR-652 expression but increased the mitochondrial E3 ubiquitin ligase
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1 (Mul1) protein (known for regulating mitochondrial dynamics following stroke), thereby
repressing cellular viability [78].

In vitro stroke models of the aforementioned mechanisms of neuronal cellular stress
(like cell culture of neurons in OGD conditions) have demonstrated marked upregulation
of the X-linked miRs involved in ischemic cell death (caspase) pathways. A clear exam-
ple is the elevated expression of the X-linked miR-188-5p in OGD-cultured neurons, the
expression of which coincided with lower cell proliferation over time and higher expres-
sion of apoptosis markers caspase-3 and caspase-8 [79]. OGD simultaneously increased
phosphatase and tensin homolog (Pten), a putative miR-188 target which negatively reg-
ulates phosphatidylinositol-3, 4, 5- trisphosphate (Pi3k)/Akt signaling in neurons [80].
Although this study did not describe the specific downstream effectors which regulate
these processes, it suggests that the elevated Pten expression makes neurons more sensitive
to ischemia-reperfusion injury, as observed by increased apoptosis markers caspase-3 and
-8, which suppressed cell viability over time. More evidence for X-linked miR regulation of
neuronal apoptosis comes from the fact that miR-502 expression was increased in cultured
neurons (a murine HT22 nerve cell line) under inflammatory conditions which led to a
decrease in Cdkn1b expression, also known as p27KIP1, which negatively regulates cellular
proliferation via cyclin dependent kinases [81]. As a result, more apoptosis of this cell line
was observed. Similarly, in human primary neurons, lentivirus-mediated overexpression
of the X-linked miR-764 led to a significant repression of Ninj2 (an adhesion molecule
with higher expression in neurons and elevated after nerve injury) mRNA and protein
expression [82]. The decrease of this particular protein by miR-764 significantly (p < 0.05)
reduced cell viability, leading to apoptosis of neurons (as determined by MTT assays and
TUNEL staining of cells) [83]. More negative effects on the proliferation of neurons and
its cellular viability were seen in OGD cultured cortical neurons derived from rats which
displayed increased levels of the X-linked miR-223, which were found to suppress cortical
neuron proliferation by decreasing type 1 insulin-like growth factor receptor (Igfr1) mRNA
and protein expression levels [84]. This protein is a transmembrane receptor tyrosine kinase
which is known for regulating the biological activity of insulin growth factor that inhibits
cell apoptosis induced by hypoxia. As such, in this study, miR-223 inhibited the prolifera-
tion of neurons and their cellular viability after OGD, eventually leading to ischemic brain
damage [84].

In conclusion, these studies indicate that the neuronal response to OGD regulates
cellular ion balance and proliferation (miR-223), and activates caspase-mediated cell-death
pathways (regulated by miR-188-5p) and apoptosis of neurons (miR-502 and miR-764).
Because the majority of these studies were performed in mice and rats, additional studies
are needed to investigate whether these miRs have a conserved role in NVU homeostasis
in humans as well, as was demonstrated for miR-188-5p, of which the altered expression in
humans contributes to Alzheimer disease (AD) pathogenesis [85]. Cellular overexpression
of these microRNAs in human NVUs, as a result of their double dosage due to incomplete
X-chromosome inactivation, could render neurons less viable after ischemia. This could
provide novel mechanistic insight into currently known ischemic cell death pathways
in neurons which were found to display striking sex-differences. While male neurons
exhibit caspase-independent cell death pathways like apoptosis-inducing factor (AIF)
and Poly(ADP-ribose) polymerase (PARP) activation (thereby invoking mitochondrial
depolarization and cell death) [86], female neurons rely on caspase-mediated cell death
pathways [87]. Following this notion, many experimental studies have been conducted
aiming at deepening our mechanistic understanding of sex-specific cell death pathways
in neurons. Particularly in seven-day-old rats, caspase inhibition with therapeutic agents
revealed that especially female rats were better protected in a model of unilateral focal
ischemia with reperfusion [88], which was demonstrated in female mice as well [89]. These
findings hold potential clinical relevance, although further mechanistic understanding is
needed in order to improve female-specific clinical care standards for local recanalization
and systemic thrombolysis in acute stroke settings.
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4. Stroke Preventing or Ameliorating Mechanisms
4.1. Sex-Specific MicroRNAs Prevent Apoptosis of Neurons Following Cerebral Ischemia

In contrast to the aforementioned detrimental effects of X-chromosome located mi-
croRNAs, some X-linked microRNAs prevent cellular apoptosis of neurons across distinct
neuronal cellular pathways, such as cellular excitation and mitochondrial respiration.
Overstimulation of the glutamate receptor (glutamate excitotoxicity) is such a mechanism
in neuronal cell death during stroke, because it results in abnormally high intracellular
calcium concentrations. In neurons, N-methyl-D-aspartate (NMDA) receptors regulate
this calcium influx, which requires membrane depolarization induced by sodium influx
through 2-amino-3-hydroxy-5-methyl-4-isoxazole propionic acid (AMPAR) receptors. MiR-
223 prevents NMDA-induced calcium influx, thereby protecting neurons against NMDA
induced excitotoxicity and cellular apoptosis [86]. The genetic deletion of miR-223 in
mice increased AMPAR subunit GluR2 and NMDAR subunit NR2B, thereby altering their
composition and function [90]. In contrast, overexpression of miR-223 decreased GluR2
and NR2B expression, which inhibited neuronal NMDA-induced calcium influx and cell
death following ischemia [90]. This suggests that the neuroprotective effects of miR-223
are mediated via the regulation of ion balance after ischemia.

More beneficial effects on neuronal apoptosis were seen in the MCAO model in
C57/BL6 mice, which had elevated levels of the X-linked miR-424 at 1 and 4 h in the peri-
infarct cortex but decreased levels after 24 h [91]. This paracrine signal reduced cellular
oxidative stress, cerebral infarct size and, thereby, neuronal apoptosis. These effects were
mediated with elevated antioxidant proteins because superoxide dismutase (SOD) and
nuclear factor erythroid 2-related factor 2 (Nrf2) expression and activity were increased,
suggesting that miR-424 protects against transient focal I/R injury by stimulating the
antioxidant response [91]. Furthermore, X-linked miR-98 also has a function in reducing
cellular oxidative stress. Following the MCAO model in mice, the upregulated expression
of miR-98 inhibited cellular apoptosis by reducing reactive oxygen species (ROS) produc-
tion and enhancing superoxide dismutase (SOD) activity in brain tissue after stroke [92].
More inhibitory effects by X-chromosome located microRNAs on the production of in-
flammatory cytokines and apoptosis were seen in SH-SY 5Y neuroblastoma cells (and
not primary neurons although these cells contain major characteristics and function of
primary neurons) following OGD in culture and in neurons upon the MCAO model in
adult male C57BL/6 mice. These experimental settings led to a significant decrease in
miR-18b expression whereas its gene target, annexin 3 (ANXA3, which regulates cellular
inflammation and apoptosis) was increased at both mRNA and protein levels [93]. This
miR decrease was also found to be neuroprotective in vitro (by promoting cell viability,
decreasing cell apoptosis, reducing the production of inflammatory cytokines) and in vivo
(by depressing MCAO-induced infarct size and apoptosis in mice) [93]. Interestingly, the
already mentioned miR-424 also prevents this local inflammatory response by suppressing
brain microglia activation leading to neuronal apoptosis. Brain microglia cells are the
resident central nervous system mononuclear phagocytes [94] derived from a myeloid
lineage and participate in cerebral homeostasis and the primary immune defense [95].
Microglia interact with the individual cellular components of the NVU in order to restore
local homeostasis, regulate microvascular blood flow and augment cellular immunity.
In vitro studies demonstrated that miR-424 overexpression inhibited microglia activity via
reduced expression of microglia cycle proteins including CDC25A, cyclin D1, and CDK6
mRNA which were upregulated in brain of middle cerebral artery occlusion mice [96].
This suggests that miR-424 also regulates the cellular function of neurons indirectly via
suppressing the inflammatory response of nearby microglia. More evidence for favorable
outcomes with X-linked miR mediated suppression of microglia activity was found in
another study into the MCAO model in mice. This study demonstrated that a higher
expression of the X-linked miR-221 in neurons decreased MCAO-induced macrophage
and microglia activation due to the loss of IL6, MCP-1, VCAM-1, and TNF-a mRNA and
protein expression levels [97]. Whether this increased expression increases the likelihood
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that this regulatory control will develop differently between men and women should be
studied in more detail. Compared to men, miR-221 expression is also decreased in muscle
tissue in women with amyotrophic lateral sclerosis (ALS) [98], but increased in women
with an isolated low HDL-C phenotype [99]. As such, altered expression of miR-221 in
women could well be related to a different clinical outcome in ischemic stroke, but more
studies are needed to investigate this hypothesis.

Collectively, these studies illustrate that miR-98, -223 and -424 are involved in the
regulation of cellular excitation and oxidative stress in neurons following cellular ischemia.
These autocrine functions may counteract the detrimental caspase-mediated cell-death
pathways as described for miR-188, -223, -502 and -764 were involved. The fact that
miR-223 has both roles underscores the likelihood that most miRs function pleiotropically,
depending on cellular contexts and functional networks [100].

4.2. Sex-Specific MicroRNAs in Astrocytes Diminish Neuronal Apoptosis and
Microvascular Injury

Astrocyte end feet cover cerebral capillaries in order to increase BBB integrity [101].
Moreover, bidirectional communication with neurons means that astrocyte end feet are in-
volved in neurogenesis and synaptic function, suggesting their role in regeneration of these
cells [102]. However, in OGD conditions, astrocytes start proliferating in a process called
reactive astrogliosis, which is either neuroprotective (i.e., by removing excess glutamate,
regulation of vascular tone and via the release of trophic factors which alters infarct volume)
or a pathological cellular response [103]. Interestingly, several microRNAs transcribed
from the X-chromosome participate in these biological pathways. In astrocytes from female
rats but not male rats, plasma X-linked miR-363 levels were increased following MCAO at
5 days post-stroke [104]. Its expression was inversely related to infarct volume (R = −0.37,
p < 0.05) and subsequent experiments determined that this microRNA therefore exerts
neuroprotective functions, because expressed infarct volumes were higher in female rats
following an antagomiR-363 injection. Interestingly, the intravenous infusion of this mi-
croRNA preserved microvascular density of female mice compared to controls and reduced
the expression of caspase-3, an executioner caspase protein involved in apoptotic path-
ways [104]. Another study with the MCAO model in 9-month-old male mice demonstrated
increased pSTAT3/STAT3 levels in ipsilateral brain tissue on days 1, 3, and 14 after cerebral
I/R due to increased methylation invoked by miR-424. Mechanistic studies in cultured
astrocytes demonstrated that miR-424 overexpression was shown to repress the translation
of nuclear factor 1A (Nf1a, involved in astrocyte differentiation and astrogliogenesis) which
induced cell cycle arrest and suppressed reactive astrocytosis which led to a preservation
of neuron cellular structure in MCAO mice [105]. This suggests that miR-424 in male
astrocytes and not female astrocytes prevents astrogliosis, thereby rendering those neurons
more protected. Whether double dosage of this microRNA in female astrocytes similarly
has neuroprotective function should be assessed in future studies. Furthermore, another
neuroprotective mechanism regulated at the post-transcriptional level by microRNAs was
identified after the treatment of C6 astrocytes (an astrocytoma cell line) with ischemic brain
extracts (IBE) from rats which increased the expression of stromal-derived factor-1 (Sdf-1, a
chemokine that regulates the injury responses in the brain which guides homing of neural
progenitor cells toward damaged tissues) [106]. This elevated Sdf-1 expression enhanced
the migration of neural progenitor cells and inhibited H2O2- induced cell death via the
increased expression of miR-223. Mechanistically, miR-223 lowered the level of another
microRNA namely miR-27b, thereby suppressing the expression of IKKα, an upstream
kinase for NF-kB. Experimentally induced overexpression of miR-223 in C6 astrocytes and
primary cultured astrocytes lowered miR-27b levels by suppressing the expression of IKKα,
suggesting that miR-223 increased Sdf-1 expression by downregulating miR-27b [106].

In conclusion, these astrocyte-specific X-linked microRNAs exert neuroprotective
functions. Given that the inhibition of miR-363 in female mice increased infarct volumes
after MCAO, this suggests that sex-specific microRNA expression in astrocytes determines
cerebral cellular fate in women with stroke. The fact that the coordination of caspase
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mediated cell death of neurons starts via X-chromosome-located miRs could increase the
likelihood that this regulatory control will develop differently between men and women.

4.3. Sex-Specific Estrogen-Regulated MiRs in Neurovascular Units Following Cerebral Ischemia

Brain astrocytes express the estrogen receptor-α (ER-α) and -β (ER-β), thereby en-
abling estrogen to influence astrocyte to neuron signaling [107]. One example of this
is neuronal derived estrogen that instigates astrocyte reactivity after stroke [107] and
stimulates the secretion of neuroprotective, astrocyte-derived neurotrophic factors like
brain-derived neurotrophic factor (BDNF) and insulin-like growth factor (IGF-1) [108].
This could mediate the many reported sex-specific astrocyte functions like the fact that
female astrocytes are better protected against OGD [109] and oxidative stress-induced
cellular [110] toxicity than male astrocytes.

Also, within the CNS microRNAs are influenced by estrogen levels. For instance in hu-
man studies, miR-126 correlated with both estradiol levels in serum (Spearman correlation
coefficient 0.76, p-value 0.028) and in cerebral spinal fluid (Spearman correlation coefficient
0.65, p-value 0.082) [111]. However, no mechanistic experiments were performed in this
study. Nonetheless, several animal studies have addressed the role of estrogen-regulated
miRs following the MCAO model. In ovariectomized female mice (a surgical model of
menopause), treatment with either an miR-181a antagomir or estrogen decreased MCAO
infarct volume, while a miR-181-a antagomir alone provided a significant reduction of
infarct volume, i.e., 24%, in female mice only [45]. Interestingly, this study also provided
evidence for a direct target relation of ERa for miR-181a in female brain cortex and female
astrocyte cultures in vitro, but not in male astrocyte cultures, suggesting a sex-specific
target effect of this microRNA [45]. Next to miR-181-a, several other estrogen regulated
microRNAs have been found within the peri-infarct zone of the cerebral cortex follow-
ing MCAO in 12-week-old male rats. In these rats, estrogen suppletion increased the
expression of miR-223 and miR-200c, (both after 6 h post-stroke) as well as miR-199 and
miR-214 (both after 12 h post-stroke) [112]. Interestingly, estrogen suppletion in these male
rats significantly reduced the stroke-dependent increase of miR-214 and miR-223 (with
a concomitant increase of the miR-223 target genes NR2B and GRIA2, both subunits of
AMPA and NMDA glutamate receptors). In contrast, miR-375 and miR-200c and its target
RIPK2 were significantly increased following MCAO while estrogen increased miR-375
only [112]. Estrogen reduced the expression of the miR-200c target RIPK2 (an upstream
regulator of caspase-1 and the NOD1/2 inflammatory response following ischemia), sug-
gesting synergistic effects of estrogen and these microRNAs post-stroke with a resultant
post-transcriptional regulation of pro-apoptotic and -inflammatory genes [112].

Collectively, estrogen-regulated microRNAs in astrocytes counteract sex-specific apop-
totic pathways in neurons, thereby regulating infarct volume. In this way, estrogen renders
women less susceptible to ischemic cell death pathways. This pinpoints the consequences
of alterations in sex hormone levels which could affect stroke incidence and outcome in
young women and postmenopausal women. The study by Leppert et al. [1] demonstrated
a higher stroke incidence in women at a young age (24–44 years) compared to men in the
same age group. This suggests either that female-specific noncardiovascular risk factors
increase this incidence, as is seen with migraine, pregnancy [113], diabetes or the use of oral
contraception [114], or that elevated estrogens (i.e., endogenous estrogens in combination
with exogenous estrogens) may serve as a potential driver of an elevated susceptibility
for ischemic stroke in women. This could alter microRNA expression as well, which was
demonstrated to serve as a potential driver of an elevated susceptibility for ischemic stroke
in women by affecting whole body metabolism [115]. However, more studies are needed
to confirm this hypothesis.

5. Actual and Potential Clinical Implications
5.1. Biomarker Potential for Stroke Diagnosis

Clinical studies have demonstrated that sex-specific microRNAs could provide a valu-
able biomarker potential for the diagnosis and progression of ischemic stroke. Particularly
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the X-chromosome origin of plasma microRNAs may result in a sex-specific diagnostic
biomarker for stroke in women. Although many studies identified the involvement of these
circulating X-linked microRNAs in ischemic stroke, a stratification of circulating microRNA
levels for women is oftentimes not implemented within these studies in contrast to studies
into sex-specific microRNAs in female-specific cardiovascular disease pathophysiology [31].
Therefore, a meta-analysis of these data sets with stratifications of microRNA levels specifi-
cally for women and men could clarify whether measurement of these microRNAs helps to
diagnose stroke in women. This could also provide additional information about whether
sex-specific plasma microRNAs have a biomarker potential for silent cerebral ischemia
as well, as was demonstrated previously with other microRNAs [116]. As such, these
sex-specific microRNAs could potentially demonstrate a relationship between gender,
silent lacunes on neuroimaging and cognitive decline [117].

One of the sex-specific circulating microRNAs involved in stroke pathophysiology
is the X-linked miR-503. MiR-503 levels were positively associated with acute ischemic
stroke diagnosis (OR = 11.35, 95%CI: 1.13–113.84, p = 0.039). Its levels were significantly
increased in patients with moderate-severe stroke (n = 65) compared to control patients,
but not in minor stroke (n = 67) compared to control patients [58]. Furthermore, in another
study among ischemic stroke patients (n = 22), elevated plasma levels of the X-linked
miR-505 differentiated stroke patients from controls (n = 22) and its levels normalized
following stroke treatment [118]. Regarding stroke triggered by large or small-artery
occlusion, decreased X-linked miR-221 levels were observed among patients with ischemic
stroke (n = 46) [90]. Subsequent analysis showed that the plasma miR-221 levels were
significantly decreased in patients with both large and small-artery occlusion [97]. These
results were later confirmed among 20 patients with ischemic stroke (13 men and 7 women;
age 35–67 years) compared to 20 healthy controls (12 men and 8 women; age 33–71 years)
who presented within 72 h of the event and exhibited a NIHSS score between 4 and 15 [119].
Significantly lower miR-221 levels in ischemic stroke were further confirmed in a study
among 167 subjects with ischemic stroke (n = 167) compared to healthy controls (n = 157)
which demonstrated that stroke risk increased by 10-fold following the decrease of this
microRNA [120].

5.2. Biomarker Potential for Stroke Severity and Progression

Elevated X-linked miR-223 levels were also seen in ischemic stroke patients (n = 79)
compared to healthy controls (n = 75). These levels displayed a negative correlation with
NIHSS scores (R =−0.531, p < 0.01) and infarct volume (R =−0.265, p = 0.039) but a positive
correlation to plasma IGF-1 [121]. Because circulating miR-223 levels are significantly lower
in healthy women compared to men [122] their sex-specific plasma levels of should be
assessed in ischemic stroke patients as well. Furthermore, in a study among 24 ischemic
stroke patients compared to healthy controls (n = 22), the X-linked miR-224-3p and miR-532-
5p decreased following ischemic stroke [123]. Gene ontology analysis in this study revealed
that particularly cellular metabolism was the top ranked biological process regulated by
target genes of these decreased plasma miRs. A relation to metabolism was also identified
with elevated miR-503 expression in stroke patients with diabetes compared to stroke-only
patients, suggesting that both hyperglycemia and ischemia in NVUs cause overexpression
of miR-503 [124]. In a similar cohort of acute stroke patients (n = 45), plasma levels of the
X-linked miR-424 were decreased and displayed a negative correlation with inflammatory
cytokines like IL-6, IL-4, and TNF-α serum levels compared to controls (n = 45) [125].
Similarly, when circulating inflammatory cells in plasma were isolated from acute stroke
patients (n = 40) within 6 h of symptom onset, elevated miR-424 in lymphocytes and
neutrophils associated with ischemic stroke. The neutrophil-specific expression levels
in this study displayed a negative correlation with infarct volume, while lymphocyte
and neutrophil miR-424 levels were both inversely correlated with plasma TNF-α, IL-10,
or IGF-1 levels [126]. This suggests that these microRNAs pinpoint inflammation and
metabolism as pathophysiological substrates involved in stroke progression in women.
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Previously, conventional stroke biomarkers have pinpointed a clear relationship between
inflammation and lacunar stroke in which c-reactive protein was found to predict the risk
of recurrent stroke [127]. Interestingly, this relationship between inflammation and stroke
was further demonstrated in postmenopausal women [128] while a recent computational
framework analysis study has emphasized an association between sex-specific microRNAs
and metabolism in women [129]. This study identified sex-specific miR expression in
8 miR datasets comprising miR expression results from peripheral brain tissue, which
revealed that female-specific microRNAs were involved in a higher disease spectrum
width, particularly in metabolic diseases [129].

5.3. Biomarker Potential in Predicting the Therapeutic Response to Antiplatelet Therapy

In both the acute and chronic phase of stroke, antiplatelet therapy (aspirin and clopi-
dogrel) is currently the first-line treatment to prevent recurrent stroke [130], albeit that the
response to antiplatelet therapy differs among patients [131]. In these patients, platelet-rich
plasma contains more microRNA than platelet-poor plasma and antiplatelet therapy is
known to lower circulating microRNA levels [132]. This plasma microRNA response to
antiplatelet therapy has been studied in further detail to assess whether microRNA levels
could provide information about the response to antiplatelet therapy. This was first ob-
served in patients with acute coronary syndrome in whom circulating miR-126 levels were
found to be associated with antiplatelet therapy [133]. Interestingly, aspirin administration
in patients with type 2 diabetes was found to lower circulating levels of miR-126, because
it prevents the transfer of platelet-enriched microRNAs from platelets to plasma [134]. In
diabetes mellitus patients with stroke, compared to diabetes mellitus only, platelets are
also a major source of plasma X-linked miR-223 levels. These plasma- and platelet levels
were decreased after stroke, while lower platelet levels significantly correlated with platelet
reactivity and lower plasma miR-223 levels [135]. This suggests that the loss of miR-223 in
platelets could serve as a risk factor for ischemic stroke in diabetes mellitus patients. Future
study of this microRNA response to antiplatelet therapy will be critical to advancing our
understanding of its role in predicting platelet reactivity in women.

6. Concluding Remarks

It has become clear that post-transcriptional networks in NVUs drive the cellular
transcriptome and its response to injury [136]. As such, sex-specific noncoding RNA ex-
pression in NVUs could offer additional insights into stroke pathophysiology in women
(Figure 2). Therefore, we conclude that (i) sex-specific microRNAs performed cell-type
and context dependent regulation of gene expression in NVUs (i.e., elevated miR-188 in
neurons promoted cellular apoptosis while decreased expression in VSMCs enhanced
the proliferation of these cells); (ii) sex-specific microRNAs in vascular cells and neurons
act on one another, and as such, affect the cell viability of neurons (i.e., their increased
expression could promote sex-specific apoptotic pathways in neurons by promoting BBB
permeability and vascular reactivity); and (iii) sex-specific microRNA expression in NVUs
was often associated with the loss of NVU homeostasis, while their involvement in reactive
astrogliosis served protective functions for neuronal health. Nonetheless, more human
studies are needed to validate these post-transcriptional mechanistic pathways in women
following stroke. This could indicate whether silencing or activation of these upstream
regulators may allow for (i) a (sex-specific) biomarker that predicts the presence of silent
cerebral ischemia at early stages of cerebral small vessel disease; and (ii) an effective thera-
peutic strategy, as was recently demonstrated following endothelium-targeted deletion of
microRNA-15a/16-1 in mice [137].



Int. J. Mol. Sci. 2021, 22, 11888 14 of 20

Int. J. Mol. Sci. 2021, 22, x  14 of 20 
 

 

was often associated with the loss of NVU homeostasis, while their involvement in reac-

tive astrogliosis served protective functions for neuronal health. Nonetheless, more hu-

man studies are needed to validate these post-transcriptional mechanistic pathways in 

women following stroke. This could indicate whether silencing or activation of these up-

stream regulators may allow for (i) a (sex-specific) biomarker that predicts the presence of 

silent cerebral ischemia at early stages of cerebral small vessel disease; and (ii) an effective 

therapeutic strategy, as was recently demonstrated following endothelium-targeted dele-

tion of microRNA-15a/16-1 in mice [137]. 

 

Figure 2. Overview of sex-specific miR expression in neurovascular units and target gene expression effect. Red font de-

picts stroke promoting mechanisms, while green font indicates stroke preventing mechanisms. 

Author Contributions: Page: 14 

Conceptualization, methodology, formal analysis and investigation, B.W.F. Writing—original draft 

preparation B.W.F. and M.J.H.W. Writing—review and editing, R.B., N.D.K. and A.J.v.Z. Supervi-

sion A.J.v.Z. and M.J.H.W. Funding acquisition, M.J.H.W. All authors have read and agreed to the 

published version of the manuscript. 

Funding: M.J.H.W. was supported by a ZonMw/NWO VIDI (grant number 9171733). 

Institutional Review Board Statement: Not applicable.  

Informed Consent Statement: Not applicable.  

Conflicts of Interest: The authors declare no conflict of interest. 

References 

1. Leppert, M.H.; Ho, P.M.; Burke, J.; Madsen, T.E.; Kleindorfer, D.; Sillau, S.; Daugherty, S.; Bradley, C.J.; Poisson, S.N. Young 

women had more strokes than young men in a large, United States claims sample. Stroke 2020, 51, 3352–3355, 

doi:10.1161/strokeaha.120.030803. 

2. Arboix, A.; Cartanyà, A.; Lowak, M.; García-Eroles, L.; Parra, O.; Oliveres, M.; Massons, J. Gender differences and woman-

specific trends in acute stroke: Results from a hospital-based registry (1986–2009). Clin. Neurol. Neurosurg. 2014, 127, 19–24. 

3. Gargano, J.W.; Wehner, S.; Reeves, M.J. Do presenting symptoms explain sex differences in emergency department delays 

among patients with acute stroke? Stroke 2009, 40, 1114–1120, doi:10.1161/strokeaha.108.543116. 

4. Yu, A.Y.X.; Penn, A.M.; Lesperance, M.L.; Croteau, N.; Balshaw, R.F.; Votova, K.; Bibok, M.B.; Penn, M.; Saly, V.; Hegedus, J.; 

et al. Sex differences in presentation and outcome after an acute transient or minor neurologic event. JAMA Neurol. 2019, 76, 

962–968, doi:10.1001/jamaneurol.2019.1305. 

Figure 2. Overview of sex-specific miR expression in neurovascular units and target gene expression effect. Red font depicts
stroke promoting mechanisms, while green font indicates stroke preventing mechanisms.

Author Contributions: Conceptualization, methodology, formal analysis and investigation, B.W.F.
Writing—original draft preparation B.W.F. and M.J.H.W. Writing—review and editing, R.B., N.D.K.
and A.J.v.Z. Supervision A.J.v.Z. and M.J.H.W. Funding acquisition, M.J.H.W. All authors have read
and agreed to the published version of the manuscript.

Funding: M.J.H.W. was supported by a ZonMw/NWO VIDI (grant number 9171733).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Leppert, M.H.; Ho, P.M.; Burke, J.; Madsen, T.E.; Kleindorfer, D.; Sillau, S.; Daugherty, S.; Bradley, C.J.; Poisson, S.N. Young

women had more strokes than young men in a large, United States claims sample. Stroke 2020, 51, 3352–3355. [CrossRef]
2. Arboix, A.; Cartanyà, A.; Lowak, M.; García-Eroles, L.; Parra, O.; Oliveres, M.; Massons, J. Gender differences and woman-specific

trends in acute stroke: Results from a hospital-based registry (1986–2009). Clin. Neurol. Neurosurg. 2014, 127, 19–24. [CrossRef]
3. Gargano, J.W.; Wehner, S.; Reeves, M.J. Do presenting symptoms explain sex differences in emergency department delays among

patients with acute stroke? Stroke 2009, 40, 1114–1120. [CrossRef]
4. Yu, A.Y.X.; Penn, A.M.; Lesperance, M.L.; Croteau, N.; Balshaw, R.F.; Votova, K.; Bibok, M.B.; Penn, M.; Saly, V.; Hegedus, J.; et al.

Sex differences in presentation and outcome after an acute transient or minor neurologic event. JAMA Neurol. 2019, 76, 962–968.
[CrossRef] [PubMed]

5. Carcel, C.; Wang, X.; Sandset, E.C.; Delcourt, C.; Arima, H.; Lindley, R.; Hackett, M.L.; Lavados, P.; Robinson, T.G.; Venturelli,
P.M.; et al. Sex differences in treatment and outcome after stroke: Pooled analysis including 19,000 participants. Neurology 2019,
93, e2170–e2180. [CrossRef]

6. Förster, A.; Gass, A.; Kern, R.; Wolf, M.E.; Ottomeyer, C.; Zohsel, K.; Hennerici, M.; Szabo, K. Gender differences in acute ischemic
stroke: Etiology, stroke patterns and response to thrombolysis. Stroke 2009, 40, 2428–2432. [CrossRef]

7. Roy-O’Reilly, M.; McCullough, L.D. Age and sex are critical factors in ischemic stroke pathology. Endocrinology 2018, 159,
3120–3131. [CrossRef]

8. Peters, S.A.; Carcel, C.; Millett, E.R.; Woodward, M. Sex differences in the association between major risk factors and the risk of
stroke in the UK Biobank cohort study. Neurology 2020, 95, e2715–e2726. [CrossRef]

http://doi.org/10.1161/STROKEAHA.120.030803
http://doi.org/10.1016/j.clineuro.2014.09.024
http://doi.org/10.1161/STROKEAHA.108.543116
http://doi.org/10.1001/jamaneurol.2019.1305
http://www.ncbi.nlm.nih.gov/pubmed/31114842
http://doi.org/10.1212/WNL.0000000000008615
http://doi.org/10.1161/STROKEAHA.109.548750
http://doi.org/10.1210/en.2018-00465
http://doi.org/10.1212/WNL.0000000000010982


Int. J. Mol. Sci. 2021, 22, 11888 15 of 20

9. Malla, G.; Long, D.L.; Judd, S.E.; Irvin, M.R.; Kissela, B.M.; Lackland, D.T.; Safford, M.M.; Levine, D.A.; Howard, V.J.; Howard, G.;
et al. Does the association of diabetes with stroke risk differ by age, race, and sex? Results from the reasons for geographic and
racial differences in stroke (REGARDS) study. Diabetes Care 2019, 42, 1966–1972. [CrossRef]

10. Peters, S.; Huxley, R.R.; Woodward, M. Diabetes as a risk factor for stroke in women compared with men: A systematic review
and meta-analysis of 64 cohorts, including 775,385 individuals and 12,539 strokes. Lancet 2014, 383, 1973–1980. [CrossRef]

11. McDermott, M.; Miller, E.C.; Rundek, T.; Hurn, P.D.; Bushnell, C.D. Preeclampsia: Association with posterior reversible
encepha-lopathy syndrome and stroke. Stroke 2018, 49, 524–530. [CrossRef]

12. Medlin, F.; Amiguet, M.; Eskandari, A.; Michel, P. Sex differences in acute ischaemic stroke patients: Clinical presentation, causes
and outcomes. Eur. J. Neurol. 2020, 27, 1680–1688. [CrossRef]

13. Iadecola, C. The neurovascular unit coming of age: A journey through neurovascular coupling in health and disease. Neuron
2017, 96, 17–42. [CrossRef]

14. Kaplan, L.; Chow, B.W.; Gu, C. Neuronal regulation of the blood–brain barrier and neurovascular coupling. Nat. Rev. Neurosci.
2020, 21, 416–432. [CrossRef]

15. Guo, S.; Kim, W.J.; Lok, J.; Lee, S.-R.; Besancon, E.; Luo, B.-H.; Stins, M.F.; Wang, X.; Dedhar, S.; Lo, E.H. Neuroprotection
via matrix-trophic coupling between cerebral endothelial cells and neurons. Proc. Natl. Acad. Sci. USA 2008, 105, 7582–7587.
[CrossRef] [PubMed]

16. Takano, T.; Tian, G.-F.; Peng, W.; Lou, N.; Libionka, W.; Han, X.; Nedergaard, M. Astrocyte-mediated control of cerebral blood
flow. Nat. Neurosci. 2005, 9, 260–267. [CrossRef]

17. Abbott, N.J.; Rönnbäck, L.; Hansson, E. Astrocyte-endothelial interactions at the blood-brain barrier. Nat. Rev. Neurosci. 2006, 7,
41–53. [CrossRef] [PubMed]

18. Fairbanks, S.L.; Young, J.M.; Nelson, J.W.; Davis, C.; Koerner, I.P.; Alkayed, N.J. Mechanism of the sex difference in neuronal
ischemic cell death. Neuroscience 2012, 219, 183–191. [CrossRef]

19. Chisholm, N.C.; Sohrabji, F. Astrocytic response to cerebral ischemia is influenced by sex differences and impaired by aging.
Neurobiol. Dis. 2016, 85, 245–253. [CrossRef]

20. Morrison, H.W.; Filosa, J.A. Sex differences in astrocyte and microglia responses immediately following middle cerebral artery
occlusion in adult mice. Neuroscience 2016, 339, 85–99. [CrossRef] [PubMed]

21. Cisternas, C.; Zapata, L.E.C.; Mir, F.R.; Scerbo, M.J.; Arevalo, M.A.; Garcia-Segura, L.M.; Cambiasso, M.J. Estradiol-dependent
axogenesis and Ngn3 expression are determined by XY sex chromosome complement in hypothalamic neurons. Sci. Rep. 2020,
10, 8223. [CrossRef]

22. Morrison, H.W.; Filosa, J.A. Stroke and the neurovascular unit: Glial cells, sex differences, and hypertension. Am. J. Physiol.
Physiol. 2019, 316, C325–C339. [CrossRef] [PubMed]

23. Guo, S.; Lo, E.H. Dysfunctional cell-cell signaling in the neurovascular unit as a paradigm for central nervous system disease.
Stroke 2009, 40, S4–S7. [CrossRef]

24. Esteller, M. Non-coding RNAs in human disease. Nat. Rev. Genet. 2011, 12, 861–874. [CrossRef] [PubMed]
25. He, L.; Hannon, G.J. MicroRNAs: Small RNAs with a big role in gene regulation. Nat. Rev. Genet. 2004, 5, 522–531. [CrossRef]

[PubMed]
26. Guo, X.; Su, B.; Zhou, Z.; Sha, J. Rapid evolution of mammalian X-linked testis microRNAs. BMC Genom. 2009, 10, 97. [CrossRef]
27. Song, R.; Ro, S.; Michaels, J.D.; Park, C.; McCarrey, J.R.; Yan, W. Many X-linked microRNAs escape meiotic sex chromosome

inactivation. Nat. Genet. 2009, 41, 488–493. [CrossRef]
28. Carrel, L.; Willard, H.F. X-inactivation profile reveals extensive variability in X-linked gene expression in females. Nat. Cell Biol.

2005, 434, 400–404. [CrossRef]
29. Carroll, J.S.; Meyer, C.A.; Song, J.; Li, W.; Geistlinger, T.R.; Eeckhoute, J.; Brodsky, A.S.; Keeton, E.K.; Fertuck, K.C.; Hall, G.F.; et al.

Genome-wide analysis of estrogen receptor binding sites. Nat. Genet. 2006, 38, 1289–1297. [CrossRef]
30. Klinge, C.M. Estrogen action: Receptors, transcripts, cell signaling, and non-coding RNAs in normal physiology and disease. Mol.

Cell. Endocrinol. 2015, 418, 191–192. [CrossRef]
31. Florijn, B.W.; Bijkerk, R.; van der Veer, E.P.; van Zonneveld, A.J. Gender and cardiovascular disease: Are sex-biased microRNA

networks a driving force behind heart failure with preserved ejection fraction in women? Cardiovasc. Res. 2018, 114, 210–225.
[CrossRef]

32. Florijn, B.W.; Valstar, G.B.; Duijs, J.M.G.J.; Menken, R.; Cramer, M.J.; Teske, A.J.; Ghossein-Doha, C.; Rutten, F.H.; Spaanderman,
M.E.A.; Ruijter, H.M.D.; et al. Sex-specific microRNAs in women with diabetes and left ventricular diastolic dysfunction or
HFpEF associate with microvascular injury. Sci. Rep. 2020, 10, 13945. [CrossRef]

33. Bijkerk, R.; Kallenberg, M.H.; Zijlstra, L.E.; Berg, B.M.V.D.; de Bresser, J.; Hammer, S.; Bron, E.E.; Achterberg, H.; van Buchem,
M.A.; Berkhout-Byrne, N.C.; et al. Circulating angiopoietin-2 and angiogenic microRNAs associate with cerebral small vessel
disease and cognitive decline in older patients reaching end-stage renal disease. Nephrol. Dial. Transplant. 2020, gfaa370.
[CrossRef]

34. Nguyen, D.K.; Disteche, C.M. Dosage compensation of the active X chromosome in mammals. Nat. Genet. 2005, 38, 47–53.
[CrossRef]

35. Augui, S.; Nora, E.; Heard, E. Regulation of X-chromosome inactivation by the X-inactivation centre. Nat. Rev. Genet. 2011, 12,
429–442. [CrossRef]

http://doi.org/10.2337/dc19-0442
http://doi.org/10.1016/S0140-6736(14)60040-4
http://doi.org/10.1161/STROKEAHA.117.018416
http://doi.org/10.1111/ene.14299
http://doi.org/10.1016/j.neuron.2017.07.030
http://doi.org/10.1038/s41583-020-0322-2
http://doi.org/10.1073/pnas.0801105105
http://www.ncbi.nlm.nih.gov/pubmed/18495934
http://doi.org/10.1038/nn1623
http://doi.org/10.1038/nrn1824
http://www.ncbi.nlm.nih.gov/pubmed/16371949
http://doi.org/10.1016/j.neuroscience.2012.05.048
http://doi.org/10.1016/j.nbd.2015.03.028
http://doi.org/10.1016/j.neuroscience.2016.09.047
http://www.ncbi.nlm.nih.gov/pubmed/27717807
http://doi.org/10.1038/s41598-020-65183-x
http://doi.org/10.1152/ajpcell.00333.2018
http://www.ncbi.nlm.nih.gov/pubmed/30601672
http://doi.org/10.1161/STROKEAHA.108.534388
http://doi.org/10.1038/nrg3074
http://www.ncbi.nlm.nih.gov/pubmed/22094949
http://doi.org/10.1038/nrg1379
http://www.ncbi.nlm.nih.gov/pubmed/15211354
http://doi.org/10.1186/1471-2164-10-97
http://doi.org/10.1038/ng.338
http://doi.org/10.1038/nature03479
http://doi.org/10.1038/ng1901
http://doi.org/10.1016/j.mce.2015.11.028
http://doi.org/10.1093/cvr/cvx223
http://doi.org/10.1038/s41598-020-70848-8
http://doi.org/10.1093/ndt/gfaa370
http://doi.org/10.1038/ng1705
http://doi.org/10.1038/nrg2987


Int. J. Mol. Sci. 2021, 22, 11888 16 of 20

36. Lee, J.T.; Bartolomei, M.S. X-inactivation, imprinting, and long noncoding RNAs in health and disease. Cell 2013, 152, 1308–1323.
[CrossRef] [PubMed]

37. Chen, X.; McClusky, R.; Itoh, Y.; Reue, K.; Arnold, A.P. X and Y chromosome complement influence adiposity and metabolism in
mice. Endocrinology 2013, 154, 1092–1104. [CrossRef] [PubMed]

38. Ji, H.; Zheng, W.; Wu, X.; Liu, J.; Ecelbarger, C.M.; Watkins, R.; Arnold, A.P.; Sandberg, K. Sex chromosome effects unmasked in
angiotensin II–induced hypertension. Hypertension 2010, 55, 1275–1282. [CrossRef] [PubMed]

39. Rajani, R.M.; Quick, S.; Ruigrok, S.R.; Graham, D.; Harris, S.E.; Verhaaren, B.F.; Fornage, M.; Seshadri, S.; Atanur, S.S.; Dominiczak,
A.F.; et al. Reversal of endothelial dysfunction reduces white matter vulnerability in cerebral small vessel disease in rats. Sci.
Transl. Med. 2018, 10, eaam9507. [CrossRef] [PubMed]

40. Castellano, L.; Giamas, G.; Jacob, J.; Coombes, R.C.; Lucchesi, W.; Thiruchelvam, P.; Barton, G.; Jiao, L.R.; Wait, R.; Waxman, J.;
et al. The estrogen receptor-alpha-induced mi-croRNA signature regulates itself and its transcriptional response. Proc. Natl. Acad.
Sci. USA 2009, 106, 15732–15737. [CrossRef]

41. Bhat-Nakshatri, P.; Wang, G.; Collins, N.R.; Thomson, M.J.; Geistlinger, T.R.; Carroll, J.S.; Brown, M.; Hammond, S.; Srour,
E.F.; Liu, Y.; et al. Estradiol-regulated microRNAs control estradiol response in breast cancer cells. Nucleic Acids Res. 2009, 37,
4850–4861. [CrossRef]

42. Adams, B.D.; Claffey, K.P.; White, B.A. Argonaute-2 expression is regulated by epidermal growth factor receptor and mito-gen-
activated protein kinase signaling and correlates with a transformed phenotype in breast cancer cells. Endocrinology 2009, 150,
14–23. [CrossRef] [PubMed]

43. Mellios, N.; Galdzicka, M.; Ginns, E.; Baker, S.P.; Rogaev, E.; Xu, J.; Akbarian, S. Gender-specific reduction of estrogen-sensitive
small RNA, miR-30b, in subjects with schizophrenia. Schizophr. Bull. 2010, 38, 433–443. [CrossRef]

44. Li, P.; Wei, J.; Li, X.; Cheng, Y.; Chen, W.; Cui, Y.; Simoncini, T.; Gu, Z.; Yang, J.; Fu, X. 17β-estradiol enhances vascular endothelial
Ets-1/miR-126-3p expression: The possible mechanism for attenuation of atherosclerosis. J. Clin. Endocrinol. Metab. 2016, 102,
594–603. [CrossRef]

45. Stary, C.M.; Xu, L.; Li, L.; Sun, X.; Ouyang, Y.-B.; Xiong, X.; Zhao, J.; Giffard, R.G. Inhibition of miR-181a protects female mice
from transient focal cerebral ischemia by targeting astrocyte estrogen receptor-α. Mol. Cell. Neurosci. 2017, 82, 118–125. [CrossRef]

46. Abdullahi, W.; Tripathi, D.; Ronaldson, P.T. Blood-brain barrier dysfunction in ischemic stroke: Targeting tight junctions and
transporters for vascular protection. Am. J. Physiol. Cell Physiol. 2018, 315, C343–C356. [CrossRef]

47. Ye, X.; Wang, Y.; Cahill, H.; Yu, M.; Badea, T.C.; Smallwood, P.M.; Peachey, N.S.; Nathans, J. Norrin, frizzled-4, and Lrp5 signaling
in endothelial cells controls a genetic program for retinal vascularization. Cell 2009, 139, 285–298. [CrossRef]

48. Bell, R.D.; Winkler, E.A.; Singh, I.; Sagare, A.P.; Deane, R.; Wu, Z.; Holtzman, D.M.; Betsholtz, C.; Armulik, A.; Sallstrom, J.; et al.
Apolipoprotein E controls cerebrovascular integrity via cy-clophilin A. Nature 2012, 485, 512–516. [CrossRef]

49. Török, O.; Schreiner, B.; Schaffenrath, J.; Tsai, H.-C.; Maheshwari, U.; Stifter, S.A.; Welsh, C.; Amorim, A.; Sridhar, S.; Utz, S.G.;
et al. Pericytes regulate vascular immune homeostasis in the CNS. Proc. Natl. Acad. Sci. USA 2021, 118, e2016587118. [CrossRef]
[PubMed]

50. Huang, S.-F.; Fischer, S.; Koshkin, A.; Laczko, E.; Fischer, D.; Ogunshola, O.O. Cell-specific metabolomic responses to injury:
Novel insights into blood-brain barrier modulation. Sci. Rep. 2020, 10, 7760. [CrossRef] [PubMed]

51. Yang, C.; Hawkins, K.E.; Doré, S.; Candelario-Jalil, E. Neuroinflammatory mechanisms of blood-brain barrier damage in ischemic
stroke. Am. J. Physiol. Cell Physiol. 2019, 316, C135–C153. [CrossRef]

52. Goyal, M.S.; Blazey, T.M.; Su, Y.; Couture, L.E.; Durbin, T.J.; Bateman, R.J.; Benzinger, T.L.-S.; Morris, J.C.; Raichle, M.E.; Vlassenko,
A.G. Persistent metabolic youth in the aging female brain. Proc. Natl. Acad. Sci. USA 2019, 116, 3251–3255. [CrossRef] [PubMed]

53. Lippmann, E.S.; Azarin, S.M.; Kay, J.E.; Nessler, R.A.; Wilson, H.K.; Alahmad, A.; Palecek, S.P.; Shusta, E.V. Derivation of
blood-brain barrier endothelial cells from human pluripotent stem cells. Nat. Biotechnol. 2012, 30, 783–791. [CrossRef]

54. Gupta, N.C.; Davis, C.M.; Nelson, J.W.; Young, J.M.; Alkayed, N.J. Soluble epoxide hydrolase: Sex differences and role in
endothelial cell survival. Arterioscler. Thromb. Vasc. Biol. 2012, 32, 1936–1942. [CrossRef] [PubMed]

55. Ahnstedt, H.; Cao, L.; Krause, D.N.; Warfvinge, K.; Säveland, H.; Nilsson, O.G.; Edvinsson, L. Male-female differences in
upregulation of vasoconstrictor responses in human cerebral arteries. PLoS ONE 2013, 8, e62698. [CrossRef] [PubMed]

56. Holder, S.M.; Brislane, Á.; Dawson, E.; Hopkins, N.D.; Hopman, M.T.E.; Cable, N.T.; Jones, H.; Schreuder, T.H.A.; Sprung, V.;
Naylor, L.; et al. Relationship between endothelial function and the eliciting shear stress stimulus in women: Changes across the
lifespan differ to men. J. Am. Hear. Assoc. 2019, 8, e010994. [CrossRef]

57. Toyama, K.; Spin, J.M.; Deng, A.C.; Huang, T.T.; Wei, K.; Wagenhäuser, M.U.; Yoshino, T.; Nguyen, H.; Mulorz, J.; Kundu, S.; et al.
MicroRNA-mediated therapy modulating blood-brain barrier disruption improves vascular cognitive impairment. Arterioscler.
Thromb. Vasc. Biol. 2018, 38, 1392–1406. [CrossRef]

58. Zhang, H.; Pan, Q.; Xie, Z.; Chen, Y.; Wang, J.; Bihl, J.; Zhong, W.; Chen, Y.; Zhao, B.; Ma, X. Implication of MicroRNA503 in brain
endothelial cell function and ischemic stroke. Transl. Stroke Res. 2020, 11, 1148–1164. [CrossRef]

59. Lin, M.; Zhu, L.; Wang, J.; Xue, Y.; Shang, X. miR-424–5p maybe regulate blood-brain barrier permeability in a model in vitro
with Abeta incubated endothelial cells. Biochem. Biophys. Res. Commun. 2019, 517, 525–531. [CrossRef]

60. Baran-Gale, J.; Purvis, J.E.; Sethupathy, P. An integrative transcriptomics approach identifies miR-503 as a candidate master
regulator of the estrogen response in MCF-7 breast cancer cells. RNA 2016, 22, 1592–1603. [CrossRef]

http://doi.org/10.1016/j.cell.2013.02.016
http://www.ncbi.nlm.nih.gov/pubmed/23498939
http://doi.org/10.1210/en.2012-2098
http://www.ncbi.nlm.nih.gov/pubmed/23397033
http://doi.org/10.1161/HYPERTENSIONAHA.109.144949
http://www.ncbi.nlm.nih.gov/pubmed/20231528
http://doi.org/10.1126/scitranslmed.aam9507
http://www.ncbi.nlm.nih.gov/pubmed/29973407
http://doi.org/10.1073/pnas.0906947106
http://doi.org/10.1093/nar/gkp500
http://doi.org/10.1210/en.2008-0984
http://www.ncbi.nlm.nih.gov/pubmed/18787018
http://doi.org/10.1093/schbul/sbq091
http://doi.org/10.1210/jc.2016-2974
http://doi.org/10.1016/j.mcn.2017.05.004
http://doi.org/10.1152/ajpcell.00095.2018
http://doi.org/10.1016/j.cell.2009.07.047
http://doi.org/10.1038/nature11087
http://doi.org/10.1073/pnas.2016587118
http://www.ncbi.nlm.nih.gov/pubmed/33653955
http://doi.org/10.1038/s41598-020-64722-w
http://www.ncbi.nlm.nih.gov/pubmed/32385409
http://doi.org/10.1152/ajpcell.00136.2018
http://doi.org/10.1073/pnas.1815917116
http://www.ncbi.nlm.nih.gov/pubmed/30718410
http://doi.org/10.1038/nbt.2247
http://doi.org/10.1161/ATVBAHA.112.251520
http://www.ncbi.nlm.nih.gov/pubmed/22723436
http://doi.org/10.1371/journal.pone.0062698
http://www.ncbi.nlm.nih.gov/pubmed/23658641
http://doi.org/10.1161/JAHA.118.010994
http://doi.org/10.1161/ATVBAHA.118.310822
http://doi.org/10.1007/s12975-020-00794-0
http://doi.org/10.1016/j.bbrc.2019.07.075
http://doi.org/10.1261/rna.056895.116


Int. J. Mol. Sci. 2021, 22, 11888 17 of 20

61. Cicatiello, L.; Mutarelli, M.; Grober, O.M.; Paris, O.; Ferraro, L.; Ravo, M.; Tarallo, R.; Luo, S.; Schroth, G.P.; Seifert, M.; et al.
Estrogen receptor α controls a gene network in luminal-like breast cancer cells comprising multiple transcription factors and
microRNAs. Am. J. Pathol. 2010, 176, 2113–2130. [CrossRef]

62. Hewagama, A.; Gorelik, G.; Patel, D.; Liyanarachchi, P.; McCune, W.J.; Somers, E.; Gonzalez-Rivera, T.; Cohort, T.M.L.; Strickland,
F.; Richardson, B. Overexpression of X-Linked genes in T cells from women with lupus. J. Autoimmun. 2013, 41, 60–71. [CrossRef]
[PubMed]

63. Huang, R.; Hu, Z.; Feng, Y.; Yu, L.; Li, X. The transcription factor IRF6 co-represses PPARγ-mediated cytoprotection in ischemic
cerebrovascular endothelial cells. Sci. Rep. 2017, 7, 2150. [CrossRef]

64. Bernstein, D.L.; Zuluaga-Ramirez, V.; Gajghate, S.; Reichenbach, N.L.; Polyak, B.; Persidsky, Y.; Rom, S. miR-98 reduces endothelial
dysfunction by protecting blood–brain barrier (BBB) and improves neurological outcomes in mouse ischemia/reperfusion stroke
model. Br. J. Pharmacol. 2019, 40, 1953–1965. [CrossRef] [PubMed]

65. Van Zonneveld, A.J.; Rabelink, T.J.; Bijkerk, R. miRNA-coordinated networks as promising therapeutic targets for acute kidney
injury. Am. J. Pathol. 2017, 187, 20–24. [CrossRef]

66. Shanahan, C.M. Mechanisms of vascular calcification in CKD—Evidence for premature ageing? Nat. Rev. Nephrol. 2013, 9,
661–670. [CrossRef]

67. Owens, G.K.; Kumar, M.S.; Wamhoff, B.R. Molecular regulation of vascular smooth muscle cell differentiation in development
and disease. Physiol. Rev. 2004, 84, 767–801. [CrossRef] [PubMed]

68. Li, M.; Liu, Q.; Lei, J.; Wang, X.; Chen, X.; Ding, Y. MiR-362-3p inhibits the proliferation and migration of vascular smooth muscle
cells in atherosclerosis by targeting ADAMTS1. Biochem. Biophys. Res. Commun. 2017, 493, 270–276. [CrossRef]

69. Sun, H.; Wu, S.; Sun, B. MicroRNA-532-5p protects against atherosclerosis through inhibiting vascular smooth muscle cell
pro-liferation and migration. Cardiovasc. Diagn. Ther. 2020, 10, 481–489. [CrossRef]

70. Liu, H.; Wang, H.; Yang, S.; Qian, D. Downregulation of miR-542-3p promotes osteogenic transition of vascular smooth muscle
cells in the aging rat by targeting BMP7. Hum. Genom. 2019, 13, 67. [CrossRef]

71. Mi, S.; Wang, P.; Lin, L. miR-188-3p inhibits vascular smooth muscle cell proliferation and migration by targeting fibroblast
growth factor 1 (FGF1). Med. Sci. Monit. 2020, 26, e924394. [CrossRef]

72. Yan, Z.; Wang, H.; Liang, J.; Li, Y.; Li, X. MicroRNA-503-5p improves carotid artery stenosis by inhibiting the proliferation of
vas-cular smooth muscle cells. Exp. Ther. Med. 2020, 20, 85. [CrossRef]

73. Liu, Y.; Zhang, W.L.; Gu, J.J.; Sun, Y.Q.; Cui, H.Z.; Bu, J.Q.; Chen, Z.Y. Exosome-mediated miR-106a-3p derived from ox-LDL
exposed mac-rophages accelerated cell proliferation and repressed cell apoptosis of human vascular smooth muscle cells. Eur.
Rev. Med. Pharmacol. Sci. 2020, 24, 7039–7050.

74. Voigt, S.; van Os, H.; van Walderveen, M.; van der Schaaf, I.; Kappelle, L.; Broersen, A.; Velthuis, B.; de Jong, P.; Kockelkoren, R.;
Kruyt, N.; et al. Sex differences in intracranial and extracranial atherosclerosis in patients with acute ischemic stroke. Int. J. Stroke
2021, 16, 385–391. [CrossRef] [PubMed]

75. Fricker, M.; Tolkovsky, A.M.; Borutaite, V.; Coleman, M.; Brown, G.C. Neuronal cell death. Physiol. Rev. 2018, 98, 813–880.
[CrossRef]

76. Cuomo, O.; Cepparulo, P.; Anzilotti, S.; Serani, A.; Sirabella, R.; Brancaccio, P.; Guida, N.; Valsecchi, V.; Vinciguerra, A.;
Molinaro, P.; et al. Anti-miR-223-5p ameliorates ischemic damage and improves neurological function by preventing NCKX2
downregulation after ischemia in rats. Mol. Ther. Nucleic Acids 2019, 18, 1063–1071. [CrossRef] [PubMed]

77. Zuo, M.-L.; Wang, A.-P.; Song, G.-L.; Yang, Z.-B. miR-652 protects rats from cerebral ischemia/reperfusion oxidative stress injury
by directly targeting NOX2. Biomed. Pharmacother. 2020, 124, 109860. [CrossRef]

78. Liu, Q.; Dong, Q. NR4A2 exacerbates cerebral ischemic brain injury via modulating microRNA-652/Mul1 pathway. Neuropsychiatr.
Dis. Treat. 2020, 16, 2285–2296. [CrossRef] [PubMed]

79. Li, L.; Cui, P.; Ge, H.; Shi, Y.; Wu, X.; Ru, Z.F. miR-188-5p inhibits apoptosis of neuronal cells during oxygen-glucose deprivation
(OGD)-induced stroke by suppressing PTEN. Exp. Mol. Pathol. 2020, 116, 104512. [CrossRef]

80. Farajdokht, F.; Mohaddes, G.; Karimi-Sales, E.; Kafshdooz, T.; Mahmoudi, J.; Aberoumandi, S.M.; Karimi, P. Inhibition of PTEN
protects PC12 cells against oxygen-glucose deprivation induced cell death through mitoprotection. Brain Res. 2018, 1692, 100–109.
[CrossRef] [PubMed]

81. Chen, D.; Wang, X.; Huang, J.; Cui, S.; Zhang, L. CDKN1B mediates apoptosis of neuronal cells and inflammation induced by
oxyhemoglobin via miR-502-5p after subarachnoid hemorrhage. J. Mol. Neurosci. 2020, 70, 1073–1080. [CrossRef]

82. Araki, T.; Milbrandt, J. Ninjurin2, a novel homophilic adhesion molecule, is expressed in mature sensory and enteric neurons and
promotes neurite outgrowth. J. Neurosci. 2000, 20, 187–195. [CrossRef]

83. Jing, D.; Yinzhu, L.; Jinjing, P.; Lishuang, L.; Guozhuan, Z. Targeting ninjurin 2 by miR-764 regulates hydrogen peroxide
(H2O2)-induced neuronal cell death. Biochem. Biophys. Res. Commun. 2018, 505, 1180–1188. [CrossRef]

84. Feng, S.-J.; Zhang, X.-Q.; Li, J.-T.; Dai, X.-M.; Zhao, F. miRNA-223 regulates ischemic neuronal injury by targeting the type 1
insulin-like growth factor receptor (IGF1R). Folia Neuropathol. 2018, 56, 49–57. [CrossRef]

85. Lee, K.; Kim, H.; An, K.; Kwon, O.-B.; Park, S.; Cha, J.H.; Kim, M.-H.; Lee, Y.; Kim, J.-H.; Cho, K.; et al. Replenishment of
microRNA-188-5p restores the synaptic and cognitive deficits in 5XFAD mouse model of Alzheimer’s disease. Sci. Rep. 2016, 6,
34433. [CrossRef]

http://doi.org/10.2353/ajpath.2010.090837
http://doi.org/10.1016/j.jaut.2012.12.006
http://www.ncbi.nlm.nih.gov/pubmed/23434382
http://doi.org/10.1038/s41598-017-02095-3
http://doi.org/10.1177/0271678X19882264
http://www.ncbi.nlm.nih.gov/pubmed/31601141
http://doi.org/10.1016/j.ajpath.2016.10.017
http://doi.org/10.1038/nrneph.2013.176
http://doi.org/10.1152/physrev.00041.2003
http://www.ncbi.nlm.nih.gov/pubmed/15269336
http://doi.org/10.1016/j.bbrc.2017.09.031
http://doi.org/10.21037/cdt-20-91
http://doi.org/10.1186/s40246-019-0245-z
http://doi.org/10.12659/MSM.924394
http://doi.org/10.3892/etm.2020.9213
http://doi.org/10.1177/1747493020932806
http://www.ncbi.nlm.nih.gov/pubmed/32878572
http://doi.org/10.1152/physrev.00011.2017
http://doi.org/10.1016/j.omtn.2019.10.022
http://www.ncbi.nlm.nih.gov/pubmed/31791013
http://doi.org/10.1016/j.biopha.2020.109860
http://doi.org/10.2147/NDT.S265601
http://www.ncbi.nlm.nih.gov/pubmed/33116527
http://doi.org/10.1016/j.yexmp.2020.104512
http://doi.org/10.1016/j.brainres.2018.05.026
http://www.ncbi.nlm.nih.gov/pubmed/29787771
http://doi.org/10.1007/s12031-020-01512-z
http://doi.org/10.1523/JNEUROSCI.20-01-00187.2000
http://doi.org/10.1016/j.bbrc.2018.09.184
http://doi.org/10.5114/fn.2018.74659
http://doi.org/10.1038/srep34433


Int. J. Mol. Sci. 2021, 22, 11888 18 of 20

86. Alano, C.C.; Garnier, P.; Ying, W.; Higashi, Y.; Kauppinen, T.; Swanson, R. NAD+ depletion is necessary and sufficient for
poly(ADP-ribose) polymerase-1-mediated neuronal death. J. Neurosci. 2010, 30, 2967–2978. [CrossRef] [PubMed]

87. Lang, J.T.; McCullough, L.D. Pathways to ischemic neuronal cell death: Are sex differences relevant? J. Transl. Med. 2008, 6, 33.
[CrossRef]

88. Renolleau, S.; Fau, S.; Goyenvalle, C.; Joly, L.-M.; Chauvier, D.; Jacotot, E.; Mariani, J.; Charriaut-Marlangue, C. Specific caspase
inhibitor Q-VD-OPh prevents neonatal stroke in P7 rat: A role for gender. J. Neurochem. 2007, 100, 1062–1071. [CrossRef]
[PubMed]

89. Liu, F.; Li, Z.; Li, J.; Siegel, C.; Yuan, R.; McCullough, L.D. Sex differences in caspase activation after stroke. Stroke 2009, 40,
1842–1848. [CrossRef] [PubMed]

90. Harraz, M.M.; Eacker, S.M.; Wang, X.; Dawson, T.M.; Dawson, V.L. MicroRNA-223 is neuroprotective by targeting glutamate
receptors. Proc. Natl. Acad. Sci. USA 2012, 109, 18962–18967. [CrossRef]

91. Liu, P.; Zhao, H.; Wang, R.; Wang, P.; Tao, Z.; Gao, L.; Yan, F.; Liu, X.; Yu, S.; Ji, X.; et al. MicroRNA-424 protects against focal
cerebral ischemia and reperfusion injury in mice by suppressing oxidative stress. Stroke 2015, 46, 513–519. [CrossRef]

92. Yu, S.; Zhai, J.; Yu, J.; Yang, Q.; Yang, J. miR-98-5p protects against cerebral ischemia/reperfusion injury through anti-apoptosis
and anti-oxidative stress in mice. J. Biochem. 2021, 169, 195–206. [CrossRef]

93. Min, X.-L.; He, M.; Shi, Y.; Xie, L.; Ma, X.-J.; Cao, Y. miR-18b attenuates cerebral ischemia/reperfusion injury through regulation
of ANXA3 and PI3K/Akt signaling pathway. Brain Res. Bull. 2020, 161, 55–64. [CrossRef] [PubMed]

94. Ginhoux, F.; Lim, S.; Hoeffel, G.; Low, D.; Huber, T. Origin and differentiation of microglia. Front. Cell Neurosci. 2013, 7, 45.
[CrossRef]

95. Waisman, A.; Ginhoux, F.; Greter, M.; Bruttger, J. Homeostasis of microglia in the adult brain: Review of novel microglia depletion
systems. Trends Immunol. 2015, 36, 625–636. [CrossRef]

96. Zhao, H.; Wang, J.; Gao, L.; Wang, R.; Liu, X.; Gao, Z.; Tao, Z.; Xu, C.; Song, J.; Ji, X.; et al. MiRNA-424 protects against permanent
focal cerebral ischemia injury in mice involving suppressing microglia activation. Stroke 2013, 44, 1706–1713. [CrossRef] [PubMed]

97. Shan, Y.; Hu, J.; Lv, H.; Cui, X.; Di, W. miR-221 exerts neuroprotective effects in ischemic stroke by inhibiting the proinflammatory
response. J. Stroke Cerebrovasc. Dis. 2021, 30, 105489. [CrossRef]

98. Pegoraro, V.; Merico, A.; Angelini, C. Micro-RNAs in ALS muscle: Differences in gender, age at onset and disease duration. J.
Neurol. Sci. 2017, 380, 58–63. [CrossRef]

99. Zhou, Y.; Liu, M.; Li, J.; Wu, B.; Tian, W.; Shi, L.; Zhang, J.; Sun, Z. The inverted pattern of circulating miR-221-3p and miR-222-3p
associated with isolated low HDL-C phenotype. Lipids Health Dis. 2018, 17, 188. [CrossRef] [PubMed]

100. Erhard, F.; Haas, J.; Lieber, D.; Malterer, G.; Jaskiewicz, L.; Zavolan, M.; Dölken, L.; Zimmer, R. Widespread context dependency
of microRNA-mediated regulation. Genome Res. 2014, 24, 906–919. [CrossRef] [PubMed]

101. Kutuzov, N.; Flyvbjerg, H.; Lauritzen, M. Contributions of the glycocalyx, endothelium, and extravascular compartment to the
blood–brain barrier. Proc. Natl. Acad. Sci. USA 2018, 115, E9429–E9438. [CrossRef]

102. Durkee, C.A.; Araque, A. Diversity and specificity of astrocyte–neuron communication. Neuroscience 2019, 396, 73–78. [CrossRef]
[PubMed]

103. Becerra-Calixto, A.; Cardona-Gómez, G.P. The role of astrocytes in neuroprotection after brain stroke: Potential in cell therapy.
Front. Mol. Neurosci. 2017, 10, 88. [CrossRef]

104. Selvamani, A.; Sohrabji, F. Mir363-3p improves ischemic stroke outcomes in female but not male rats. Neurochem. Int. 2017, 107,
168–181. [CrossRef]

105. Zhao, H.; Li, G.; Wang, R.; Tao, Z.; Zhang, S.; Li, F.; Han, Z.; Li, L.; Liu, P.; Luo, Y. MiR-424 prevents astrogliosis after cerebral
ischemia/reperfusion in elderly mice by enhancing repressive H3K27me3 via NFIA/DNMT1 signaling. FEBS J. 2019, 286,
4926–4936. [CrossRef]

106. Shin, J.H.; Park, Y.M.; Kim, D.H.; Moon, G.J.; Bang, O.Y.; Ohn, T.; Kim, H.H. Ischemic brain extract increases SDF-1 expression in
astrocytes through the CXCR2/miR-223/miR-27b pathway. Biochim. Biophys. Acta 2014, 1839, 826–836. [CrossRef] [PubMed]

107. Wang, J.; Sareddy, G.R.; Lu, Y.; Pratap, U.P.; Tang, F.; Greene, K.M.; Meyre, P.L.; Tekmal, R.R.; Vadlamudi, R.K.; Brann, D.W.
Astrocyte-derived estrogen regulates reactive astrogliosis and is neuroprotective following ischemic brain injury. J. Neurosci. 2020,
40, 9751–9771. [CrossRef]

108. Lu, Y.; Sareddy, G.R.; Wang, J.; Zhang, Q.; Tang, F.-L.; Pratap, U.P.; Tekmal, R.R.; Vadlamudi, R.K.; Brann, D.W. Neuron-derived
estrogen is critical for astrocyte activation and neuroprotection of the ischemic brain. J. Neurosci. 2020, 40, 7355–7374. [CrossRef]

109. Liu, M.; Hurn, P.D.; Roselli, C.E.; Alkayed, N.J. Role of P450 aromatase in sex-specific astrocytic cell death. Br. J. Pharmacol. 2007,
27, 135–141. [CrossRef]

110. Giordano, G.; Tait, L.; Furlong, C.E.; Cole, T.B.; Kavanagh, T.J.; Costa, L.G. Gender differences in brain susceptibility to oxidative
stress are mediated by levels of paraoxonase-2 expression. Free Radic. Biol. Med. 2013, 58, 98–108. [CrossRef] [PubMed]

111. Ishii, M.; Senju, A.; Oguro, A.; Shimono, M.; Araki, S.; Kusuhara, K.; Itoh, K.; Tsuji, M.; Ishihara, Y. Measurement of the estradiol
concentration in cerebro-spinal fluid from infants and its correlation with serum estradiol and exosomal microRNA-126-5p. Biol.
Pharm. Bull. 2020, 43, 1966–1968. [CrossRef]

112. Herzog, R.; Zendedel, A.; Lammerding, L.; Beyer, C.; Slowik, A. Impact of 17beta-estradiol and progesterone on inflammatory
and apoptotic microRNA expression after ischemia in a rat model. J. Steroid Biochem. Mol. Biol. 2017, 167, 126–134. [CrossRef]

http://doi.org/10.1523/JNEUROSCI.5552-09.2010
http://www.ncbi.nlm.nih.gov/pubmed/20181594
http://doi.org/10.1186/1479-5876-6-33
http://doi.org/10.1111/j.1471-4159.2006.04269.x
http://www.ncbi.nlm.nih.gov/pubmed/17166174
http://doi.org/10.1161/STROKEAHA.108.538686
http://www.ncbi.nlm.nih.gov/pubmed/19265047
http://doi.org/10.1073/pnas.1121288109
http://doi.org/10.1161/STROKEAHA.114.007482
http://doi.org/10.1093/jb/mvaa099
http://doi.org/10.1016/j.brainresbull.2020.04.021
http://www.ncbi.nlm.nih.gov/pubmed/32380186
http://doi.org/10.3389/fncel.2013.00045
http://doi.org/10.1016/j.it.2015.08.005
http://doi.org/10.1161/STROKEAHA.111.000504
http://www.ncbi.nlm.nih.gov/pubmed/23613494
http://doi.org/10.1016/j.jstrokecerebrovasdis.2020.105489
http://doi.org/10.1016/j.jns.2017.07.008
http://doi.org/10.1186/s12944-018-0842-1
http://www.ncbi.nlm.nih.gov/pubmed/30115076
http://doi.org/10.1101/gr.166702.113
http://www.ncbi.nlm.nih.gov/pubmed/24668909
http://doi.org/10.1073/pnas.1802155115
http://doi.org/10.1016/j.neuroscience.2018.11.010
http://www.ncbi.nlm.nih.gov/pubmed/30458223
http://doi.org/10.3389/fnmol.2017.00088
http://doi.org/10.1016/j.neuint.2016.10.008
http://doi.org/10.1111/febs.15029
http://doi.org/10.1016/j.bbagrm.2014.06.019
http://www.ncbi.nlm.nih.gov/pubmed/24999035
http://doi.org/10.1523/JNEUROSCI.0888-20.2020
http://doi.org/10.1523/JNEUROSCI.0115-20.2020
http://doi.org/10.1038/sj.jcbfm.9600331
http://doi.org/10.1016/j.freeradbiomed.2013.01.019
http://www.ncbi.nlm.nih.gov/pubmed/23376469
http://doi.org/10.1248/bpb.b20-00549
http://doi.org/10.1016/j.jsbmb.2016.11.018


Int. J. Mol. Sci. 2021, 22, 11888 19 of 20

113. Kamel, H.; Navi, B.; Sriram, N.; Hovsepian, D.A.; Devereux, R.B.; Elkind, M.S. Risk of a thrombotic event after the 6-week
postpartum period. N. Engl. J. Med. 2014, 370, 1307–1315. [CrossRef]

114. Gillum, L.A.; Mamidipudi, S.K.; Johnston, S.C. Ischemic stroke risk with oral contraceptives: A meta-analysis. JAMA 2000, 284,
72–78. [CrossRef]

115. Florijn, B.W.; Duijs, J.M.; Klaver, M.; Kuipers, E.N.; Kooijman, S.; Prins, J.; Zhang, H.; Sips, H.C.; Stam, W.; Hanegraaf, M.; et al.
Estradiol-driven metabolism in transwomen associates with reduced circulating extracellular vesicle microRNA-224/452. Eur. J.
Endocrinol. 2021, 185, 539–552. [CrossRef]

116. Jeon, Y.J.; Kim, O.J.; Kim, S.Y.; Oh, S.H.; Oh, D.; Kim, O.J.; Shin, B.S.; Kim, N.K. Association of the miR-146a, miR-149, miR-196a2,
and miR-499 poly-morphisms with ischemic stroke and silent brain infarction risk. Arterioscler. Thromb. Vasc. Biol. 2013, 33,
420–430. [CrossRef]

117. Blanco-Rojas, L.; Arboix, A.; Cánovas, D.; Grau-Olivares, M.; Morera, J.C.O.; Parra, O. Cognitive profile in patients with a
first-ever lacunar infarct with and without silent lacunes: A comparative study. BMC Neurol. 2013, 13, 203. [CrossRef]

118. Abe, A.; Tanaka, M.; Yasuoka, A.; Saito, Y.; Okada, S.; Mishina, M.; Abe, K.; Kimura, K.; Asakura, T. Changes in whole-blood
microRNA profiles during the onset and treatment process of cerebral infarction: A human study. Int. J. Mol. Sci. 2020, 21, 3107.
[CrossRef]

119. Peng, H.; Yang, H.; Xiang, X.; Li, S. MicroRNA-221 participates in cerebral ischemic stroke by modulating endothelial cell function
by regulating the PTEN/PI3K/AKT pathway. Exp. Ther. Med. 2019, 19, 443–450. [CrossRef]

120. Tsai, P.-C.; Liao, Y.-C.; Wang, Y.-S.; Lin, H.-F.; Lin, R.-T.; Juo, S.-H.H. Serum microRNA-21 and microRNA-221 as potential
biomarkers for cerebrovascular disease. J. Vasc. Res. 2013, 50, 346–354. [CrossRef]

121. Wang, Y.; Zhang, Y.; Huang, J.; Chen, X.; Gu, X.; Wang, Y.; Zeng, L.; Yang, G.-Y. Increase of circulating miR-223 and insulin-like
growth factor-1 is associated with the pathogenesis of acute ischemic stroke in patients. BMC Neurol. 2014, 14, 77. [CrossRef]

122. Khalifa, O.; Pers, Y.M.; Ferreira, R.; Sénéchal, A.; Jorgensen, C.; Apparailly, F.; Duroux-Richard, I. X-linked miRNAs associated
with gender differences in rheumatoid arthritis. Int. J. Mol. Sci. 2016, 17, 1852. [CrossRef]

123. Li, P.; Teng, F.; Gao, F.; Zhang, M.; Wu, J.; Zhang, C. Identification of circulating microRNAs as potential biomarkers for detecting
acute ischemic stroke. Cell. Mol. Neurobiol. 2014, 35, 433–447. [CrossRef]

124. Sheikhbahaei, S.; Manizheh, D.; Mohammad, S.; Hasan, T.M.; Saman, N.; Laleh, R.; Mahsa, M.; Sanaz, A.K.; Shaghayegh, H.J. Can
miR-503 be used as a marker in diabetic patients with ischemic stroke? BMC Endocr. Disord. 2019, 19, 42. [CrossRef]

125. Zhang, Y.-Z.; Wang, J.; Xu, F. Circulating miR-29b and miR-424 as prognostic markers in patients with acute cerebral infarction.
Clin. Lab. 2017, 63, 1667–1674. [CrossRef]

126. Li, G.; Ma, Q.; Wang, R.; Fan, Z.; Tao, Z.; Liu, P.; Zhao, H.; Luo, Y. Diagnostic and immunosuppressive potential of elevated
mir-424 levels in circulating immune cells of ischemic stroke patients. Aging Dis. 2018, 9, 172–781. [CrossRef]

127. Elkind, M.S.V.; Luna, J.M.; McClure, L.A.; Zhang, Y.; Coffey, C.S.; Roldan, A.; Del Brutto, O.H.; Pretell, E.J.; Pettigrew, L.C.; Meyer,
B.C.; et al. C-reactive protein as a prognostic marker after lacunar stroke: Levels of inflammatory markers in the treatment of
stroke study. Stroke 2014, 45, 707–716. [CrossRef]

128. Kaplan, R.C.; McGinn, A.P.; Baird, A.E.; Hendrix, S.L.; Kooperberg, C.; Lynch, J.; Rosenbaum, D.M.; Johnson, K.C.; Strickler, H.D.;
Wassertheil-Smoller, S. Inflammation and hemostasis biomarkers for predicting stroke in postmenopausal women: The women′s
health initiative observational study. J Stroke Cerebrovasc. Dis. 2008, 17, 344–355. [CrossRef]

129. Cui, C.; Yang, W.; Shi, J.; Zhou, Y.; Yang, J.; Cui, Q.; Zhou, Y. Identification and analysis of human sex-biased microRNAs. Genom.
Proteom. Bioinform. 2018, 16, 200–211. [CrossRef]

130. Leng, X.; Leung, T.W.; Wong, K.L. Antiplatelet therapy after stroke: Should it differ in the acute and chronic phase after stroke.
Curr. Opin. Neurol. 2018, 31, 14–22. [CrossRef]

131. Gurbel, P.A.; Tantry, U.S. Antiplatelet drug resistance and variability in response: The role of antiplatelet therapy monitoring.
Antiplatelet Anticoagul. Ther. 2012, 19, 45–112. [CrossRef]

132. Willeit, P.; Zampetaki, A.; Dudek, K.; Kaudewitz, D.; King, A.; Kirkby, N.S.; Crosby-Nwaobi, R.; Prokopi, M.; Drozdov, I.; Langley,
S.R.; et al. Circulating microRNAs as novel biomarkers for platelet activation. Circ. Res. 2013, 112, 595–600. [CrossRef]

133. Kaudewitz, D.; Skroblin, P.; Bender, L.H.; Barwari, T.; Willeit, P.; Pechlaner, R.; Sunderland, N.P.; Willeit, K.; Morton, A.C.;
Armstrong, P.; et al. Association of microRNAs and YRNAs with platelet function. Circ. Res. 2016, 118, 420–432. [CrossRef]
[PubMed]

134. De Boer, H.C.; van Solingen, C.; Prins, J.; Duijs, J.M.; Huisman, M.V.; Rabelink, T.J.; van Zonneveld, A.J. Aspirin treatment
hampers the use of plasma microRNA-126 as a biomarker for the progression of vascular disease. Eur. Heart J. 2013, 34, 3451–3457.
[CrossRef]

135. Duan, X.; Zhan, Q.; Song, B.; Zeng, S.; Zhou, J.; Long, Y.; Lu, J.; Li, Z.; Yuan, M.; Chen, X.; et al. Detection of platelet microRNA
expression in patients with diabetes mellitus with or without ischemic stroke. J. Diabetes Complicat. 2014, 28, 705–710. [CrossRef]
[PubMed]

http://doi.org/10.1056/NEJMoa1311485
http://doi.org/10.1001/jama.284.1.72
http://doi.org/10.1530/EJE-21-0267
http://doi.org/10.1161/ATVBAHA.112.300251
http://doi.org/10.1186/1471-2377-13-203
http://doi.org/10.3390/ijms21093107
http://doi.org/10.3892/etm.2019.8263
http://doi.org/10.1159/000351767
http://doi.org/10.1186/1471-2377-14-77
http://doi.org/10.3390/ijms17111852
http://doi.org/10.1007/s10571-014-0139-5
http://doi.org/10.1186/s12902-019-0371-6
http://doi.org/10.7754/Clin.Lab.2017.170420
http://doi.org/10.14336/AD.2017.0602
http://doi.org/10.1161/STROKEAHA.113.004562
http://doi.org/10.1016/j.jstrokecerebrovasdis.2008.04.006
http://doi.org/10.1016/j.gpb.2018.03.004
http://doi.org/10.1097/WCO.0000000000000509
http://doi.org/10.1007/978-1-4471-4297-3_2
http://doi.org/10.1161/CIRCRESAHA.111.300539
http://doi.org/10.1161/CIRCRESAHA.114.305663
http://www.ncbi.nlm.nih.gov/pubmed/26646931
http://doi.org/10.1093/eurheartj/eht007
http://doi.org/10.1016/j.jdiacomp.2014.04.012
http://www.ncbi.nlm.nih.gov/pubmed/24908639


Int. J. Mol. Sci. 2021, 22, 11888 20 of 20

136. Stamatovic, S.M.; Phillips, C.M.; Martinez-Revollar, G.; Keep, R.F.; Andjelkovic, A.V. Involvement of epigenetic mechanisms and
non-coding RNAs in blood-brain barrier and neurovascular unit injury and recovery after stroke. Front. Neurosci. 2019, 13, 864.
[CrossRef]

137. Sun, P.; Zhang, K.; Hassan, S.H.; Zhang, X.; Tang, X.; Pu, H.; Stetler, R.A.; Chen, J.; Yin, K.-J. Endothelium-targeted deletion
of microRNA-15a/16-1 promotes poststroke angiogenesis and improves long-term neurological recovery. Circ. Res. 2020, 126,
1040–1057. [CrossRef]

http://doi.org/10.3389/fnins.2019.00864
http://doi.org/10.1161/CIRCRESAHA.119.315886

	Introduction 
	Sex Differences in Stroke 
	Neurovascular Units and Ischemic Brain Injury 
	Sex-Specific MicroRNA Expression in Neurovascular Units 
	Purpose of the Study 

	Mechanisms of Sex-Specific MicroRNA Expression 
	X-Chromosome Mosaicism and Its Effect on MicroRNA Expression 
	Estrogen Control of MicroRNA Biogenesis 

	Stroke Promoting Mechanisms 
	Sex-Specific MicroRNAs and Blood Brain Barrier Integrity 
	Sex-Specific MicroRNAs and Vascular Smooth Muscle Cell Proliferation 
	Sex-Specific MicroRNAs and Apoptosis of Neurons 

	Stroke Preventing or Ameliorating Mechanisms 
	Sex-Specific MicroRNAs Prevent Apoptosis of Neurons Following Cerebral Ischemia 
	Sex-Specific MicroRNAs in Astrocytes Diminish Neuronal Apoptosis and Microvascular Injury 
	Sex-Specific Estrogen-Regulated MiRs in Neurovascular Units Following Cerebral Ischemia 

	Actual and Potential Clinical Implications 
	Biomarker Potential for Stroke Diagnosis 
	Biomarker Potential for Stroke Severity and Progression 
	Biomarker Potential in Predicting the Therapeutic Response to Antiplatelet Therapy 

	Concluding Remarks 
	References

