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Erratum to: Diagnosis implications of the
whole genome sequencing in a large
Lebanese family with hyaline fibromatosis
syndrome

Zahraa Haidar1, Ramzi Temanni2, Eliane Chouery1, Puthen Jithesh2, Wei Liu3, Rashid Al-Ali2, Ena Wang3,
Francesco M Marincola4, Nadine Jalkh1, Soha Haddad5, Wassim Haidar6, Lotfi Chouchane7 and André Mégarbané8*
Erratum
Shortly after the publication of this article [1], one of the
authors noticed that his name had been misspelled. The
article has been updated. ‘Puthen Jitesh’ has been changed
to ‘Puthen Jithesh’.
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