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Abstract: The HtrA4 human protease is crucial in placentation and embryo implantation, and its
altered level is connected with pre-eclampsia. The meta-analyses of microarray assays revealed
that the HtrA4 level is changed in brain tumors and breast and prostate cancers, which suggests
its involvement in oncogenesis. In spite of the HtrA4 involvement in important physiological and
pathological processes, its function in the cell is poorly understood. In this work, using lung and
breast cancer cell lines, we showed for the first time that the full-length HtrA4 and its N-terminally
deleted variant promote cancer cell death induced by chemotherapeutic drugs by enhancing apoptosis.
The effect is dependent on the HtrA4 proteolytic activity, and the N-terminally deleted HtrA4 is more
efficient in the cell death stimulation. Furthermore, HtrA4 increases the effect of chemotherapeutics
on the clonogenic potential and motility of cancer cells, and it increases cell cycle arrest at the
G2/M phase. HtrA4 may modulate cell death by degrading the anti-apoptotic XIAP protein and
also by proteolysis of the executioner pro-caspase 7 and cytoskeletal proteins, actin and β-tubulin.
These findings provide new insight into the mechanism of the HtrA4 protease function in cell death
and oncogenesis, and they may help to develop new anti-cancer therapeutic strategies.
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1. Introduction

Cancer is the leading reason for human death before age 70 years in most countries of the world.
Every year the number of new cases increases, and in 2018 over 18 million new cancer cases and almost
10 million cancer deaths were diagnosed [1]. These data show that there is a necessity of developing
new strategies to fight with this disease as well as improving the currently used therapies.

HtrA4 is one of the four human HtrA proteins that are involved in maintaining cellular homeostasis.
The HtrA1–3 proteases function as a protein control guard by removing misfolded and aberrant proteins
to avoid the accumulation of toxic aggregates [2–4]. Moreover, the HtrA1–3 play an important role as
pro-apoptotic proteases, which induce cell death mainly by interaction with the X-linked inhibitor of
apoptosis protein (XIAP) [5–11]. It was observed that changed levels of these proteins were connected
with neurodegenerative disorders and cancer whose development is closely connected to cell death
by apoptosis [3,4]. HtrA1/3 and HtrA4 share a similar domain organization. At the N-terminus,
they contain a signal peptide characteristic of the secreted proteins, followed by a domain with
homology to the insulin-like growth factor binding proteins, a Kazal-type serine protease inhibitor
motif, a protease domain of the chymotrypsin-type with a catalytic triad (His-Asp-Ser) and one PDZ
(postsynaptic density protein 95, Drosophila disc large tumor suppressor and zonula occludens-1
protein domain) domain. In the HtrA4 protein, the catalytic triad is composed of His218, Asp248, and
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Ser326 [4,12]. Human HtrA1–3, with the exception of the HtrA3S protein, are trimeric, and structural
elements of their N-terminal domains participate in oligomerization [12–15]. Recently, the in silico
analysis of HtrA4 in comparison to other human HtrAs and a molecular dynamics simulation of HtrA4
in complex with a generic substrate of HtrAs (β-casein) were performed showing the importance of
the N-terminal residues in oligomerization of HtrA4 [12]. Nevertheless, knowledge regarding the
HtrA4 biochemical features and its physiological substrates is very limited.

It has been shown that HtrA4 plays a crucial role in embryo implantation and placentation,
and it can be a prognostic marker for pre-eclampsia since the level of this protein is significantly
elevated at the early onset of pre-eclampsia [16–20]. On the other hand, meta-analyses of available
microarray data showed changed levels of the HtrA4 gene expression in brain tumors and the
breast and prostate cancers in comparison to normal tissues, which suggests HtrA4 connection with
carcinogenesis [21]. Specifically, it was shown that HtrA4 is upregulated in glioblastoma multiforme
compared to control brain from epilepsy patients and in breast carcinoma compared to normal breast
samples [22,23]. On the other hand, studies by Varambally et al. [24] demonstrated that HtrA4 is
down-regulated in hormone refractory metastatic prostate cancer compared to primary prostate
carcinoma. Moreover, it was indicated that the allelic ratio of HtrA4 is lower in glioblastoma compared
to normal DNA control [25]. Recently, the correlation of HtrA4 with cell proliferation and cell
cycle modulation was demonstrated [26]. In spite of HtrA4 involvement in important physiological,
pathological, and cellular processes, its function in the cell is poorly understood. However, the high
similarity of the HtrA4 protein domain structure to that of HtrA1 and HtrA3, and implication of HtrA4
in oncogenesis suggest that it may function similarly to HtrA1/3 in promoting cancer cell death.

In this work, we show for the first time that HtrA4 promotes death of cancer cells treated
with chemotherapeutic drugs, mainly via apoptosis. We found that HtrA4 reduced survival,
clonogenic potential, and motility of cancer cells. Furthermore, HtrA4 enhanced the activity of
drugs routinely used in chemotherapy by modulation of the cell cycle. Our results provide new insight
into the mechanism of HtrA4 action in cell death and oncogenesis. We believe that they can be helpful
in developing new, complementary strategies for cancer therapy.

2. Materials and Methods

2.1. Materials

Restriction enzymes and T4 ligase were purchased from Fermentas (Vilnius, Lithuania).
Primers used in site-directed mutagenesis were purchased from Genomed S.A. (Warszawa, Poland) or
Sigma-Aldrich (Poznan, Poland). Other chemicals, unless otherwise stated, were from Sigma-Aldrich.
The following antibodies were obtained from Sigma: HRP-conjugated mouse monoclonal anti-β-actin
(A3854) and mouse polyclonal anti-HtrA4 (SAB1402047). Rabbit polyclonal antibodies against HtrA4
(PA5-60992), rabbit polyclonal antibodies against XIAP (PA5-29253), mouse monoclonal antibodies
against GAPDH (MA5-15738), mouse monoclonal antibodies againstβ-tubulin (MA5-16308), and mouse
monoclonal antibodies against caspase 7 (MA5-15159) were obtained from Thermo Fisher Scientific
(Rockford, IL, USA).

2.2. Plasmid Construction

The plasmids that were used are listed in Table S1. The pTW_H4/pTW_∆H4 plasmids contained
the DNA fragment encoding HtrA4 (amino acids 1–476) and ∆N-HtrA4 (amino acids 147–476),
respectively, cloned into the BamHI and MluI sites of the pRetroX-Tight pur vector (Clontech, Inc.,
Mountain View, CA, USA). The pEGFP N1 vector (Clontech, Inc., Mountain View, CA, USA) was used
as the source of the EGFP gene in further PCR-based cloning into the retroviral plasmids pBabe puro
(Cell Biolabs, Inc., San Diego, CA, USA). The pTW_H4-GFP/pTW_ ∆H4-GFP plasmids contained the
DNA fragment encoding HtrA4 (amino acids 1–476) fused with EGFP and ∆N-HtrA4 (amino acids
147–476) fused with EGFP respectively, cloned into the BamHI and SalI sites of the pBabe puro vector.
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Mutations in the HtrA4 genes were introduced by site-directed mutagenesis according to the protocol of
the Quick-Change Mutagenesis Kit (Stratagene, La Jolla, CA, USA) as described in [27]. For interference
of RNA expression, the pMKO.1 puro (gift from Bob Weinberg; Addgene # 8452) [28] containing
the 5′-AAGCTACATACCCAGCCCTCCCTCGAGGGAGGGCTGGGTATGTAGCTTTTTTT-3′ HtrA4
shRNA sequence was used. Construction of other plasmids was described in [11,27].

2.3. Cell Lines and Cell Culture

The human lung adenocarcinoma A549 and HCC827 cells were obtained from Sigma-Aldrich
and Deutsche Sammlung von Mikroorganismen und Zellkulturen, Germany, respectively. The human
breast cancer MCF7, T47D, SKBR3, BT474, and MDA-MB-231 and prostate adenocarcinoma PC-3
cell lines were from the collection of the Department of Biology and Medical Genetic, University of
Gdansk, Poland. The Immortalized Ovarian Surface Epithelial IOSE364 cell line was kindly supplied by
Dr. Nelly Auersperg, from the Department of Obstetrics & Gynecology, University of British Columbia,
via Professor P. Dziegiel (Department of Histology and Embryology, Medical University of Wroclaw,
Poland); the human bronchial epithelial cell line BEAS-2B was supplied by Professor R. Olszanecki
(Department of Pharmacology, Jagiellonian University, Poland); and placental choriocarcinoma cells
BeWo were provided by Professor E. Gregoraszczuk (Department of Physiology and Toxicology of
Reproduction, Institute of Zoology and Biomedical Research, Jagiellonian University in Kraków,
Kraków, Poland). The A549 and MDA-MB-231 cells were maintained in DMEM medium (Gibco,
Paisley, UK) and Leibovitz’s L-15 medium (Gibco, Paisley, UK), respectively, containing 10% fetal
bovine serum (FBS; Gibco, Paisley, UK), penicillin (100 units/mL) and streptomycin (100 µg/mL).
The MCF7, BT474, SKBR3, T47D, PC-3, and HCC827 cells were grown in RMPI 1640 medium (Gibco,
Paisley, UK) supplemented with 10% or 20% fetal bovine serum (Gibco, Paisley, UK) and standard
antibiotics. The BEAS-2B and IOSE364 cells were cultured in bronchial epithelial cell growth medium
(Lonza, Walkersville, MD, USA) without gentamycin and in M199/MCDB105 1:1 medium containing
10% FBS and 2 mM l-glutamine, respectively. The MDA-MB-231 and BeWo cells were grown in
Leibovitz’s L-15 medium (Gibco, Paisley, UK) and in F-12K Medium (Gibco, Paisley, UK), respectively,
supplemented with 10% fetal bovine serum (Gibco, Paisley, UK) and standard antibiotics. The cells
were maintained at 37 ◦C in a humidified atmosphere with 5% CO2.

2.4. Western Blotting

Cells grown to 80–90% of confluency were homogenized on ice with the RIPA buffer: 50 mM
Tris-HCl pH 8.0, 150 mM NaCl, 0.1% SDS, 1% Triton X-100, 0.5% sodium deoxycholate containing 2 mM
PMSF (phenylmethylsulfonyl fluoride), 10 µg/mL aprotinin, and 10 µg/mL leupeptin. Samples were
then cleared by centrifugation at 14,000× g for 30 min at 4 ◦C, and the protein concentration was
estimated by staining with amido black as described previously [27]. Samples containing equal
amounts of protein were resolved by SDS-PAGE and then transferred onto Immobilon membrane.
The membranes were incubated for 1 h in 4% skimmed milk and probed with specific primary
antibodies overnight at 4 ◦C. Secondary antibodies conjugated with HRP and Clarity Western ECL
Substrate (BIO-RAD, Hercules, CA, USA) were used to visualize specific protein bands. The bands
were detected using the Azure Biosystems Inc., Bioanalytical Imaging System, model c400 (USA).

2.5. Retroviral Transduction

Viral particles were produced by co-transfecting 10 µg of the pTW_H4-GFP or pTW_∆H4-GFP
plasmid, based on pBabe puro (Clontech, Inc., Mountain View, CA, USA), and 5 µg of the envelope
protein-expressing plasmid pCMV-VSV-G (Cell Biolabs, Inc., San Diego, CA, USA) into packaging
cells GP2-293 (Clontech, Inc., Mountain View, CA, USA), using CalPhos™Mammalian Transfection
Kit (Clontech, Inc., Mountain View, CA, USA), according to the manufacturer’s protocol as described
in [10]. To obtain cells with inducible HtrA4 expression, the Retro-X™ Tet-On Advanced Inducible
Expression System (Clontech, Inc., Mountain View, CA, USA) was used. Viral particles were produced
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by co-transfecting 10µg of the pTW2_H4, pTW2_H4Q, pTW2_∆H4, or pTW2_∆H4Q plasmid (encoding
the HtrA4, HtrA4S326A, ∆N-HtrA4 or ∆N-HtrA4 S326A, respectively) and 5 µg of the pCMV-VSV-G
plasmid into the packaging GP2-293 cells, as described in [27]. A stable A549 cell line (obtained as
described above), constitutively expressing the tetracycline-controlled transactivator rtTA-Advanced,
was then transduced with the viral particles. The transduced cells were selected with 750 µg/mL
of G418 (geneticin) (Gibco, Paisley, UK). The selected cells were cultured at least for 15 days in
the medium supplemented with 1 µg/mL puromycin. The presence of the exogenous proteins was
tested by fluorescence microscopy and western blotting. In a similar way, using the pMKO1sh4 and
pCMV-VSV-G plasmids, the cells with suppression of HtrA4 were obtained. As a control, we used the
cells transfected with empty vector pMKO1 puro and pCMV-VSV-G. The interference efficiency was
tested by western blotting.

2.6. Fluorescence Microscopy

The MDA-MB-231, MCF7, and T47D cells with endogenous production of HtrA4 were seeded on
coverslips (16 × 16 mm, Marienfeld, Germany) and allowed to grow overnight. The cells were fixed in
PBS, containing 4% formaldehyde, for 10 min at room temperature. Next, the coverslips were placed
on ice, and the cells were permeabilized by adding 0.2% Triton-X100 in PBS for 5 min before blocking
with a PBSB solution (i.e., PBS containing 4% BSA) for 60 min. After blocking, the cells were incubated
with the anti-HtrA4 rabbit IgG (1:87) in PBSB for 1 h. Next, the cells were washed three times with
PBS and incubated for 1 h with the secondary anti-rabbit antibodies (1:2500) conjugated with Alexa
Fluor 488.

The A549 cells expressing HtrA4/∆N-HtrA4-GFP were observed alive using fluorescent properties
of GFP. Mitochondria were labeled for 30 min by adding 150 nM Mito RED. Specimens were imaged
using a confocal laser scanning microscope (Leica SP8X) with a 63× oil immersion lens (Leica, Wetzlar,
Germany). The analyses of the HtrA4 and partner protein co-localizations were performed using the
LAS AF 3.3.0 software. The pixel intensities were quantified and are presented as Pearson’s correlation
and overlap coefficient.

2.7. Cell Viability Assay

The A549 cells with inducible expressions of HtrA4, HtrA4 S326A, ∆N-HtrA4, or ∆N-HtrA4
S326A were seeded at a density of 3 × 103 cells per well in a 96-well plate and allowed to grow
overnight. To induce expression of a HtrA4, 1 µg/mL of doxycycline was added to the medium 24 h
before treatment with etoposide. The cells were treated with increasing concentrations of etoposide
(0–310 µM) for 48 h. Control samples were treated with increasing concentrations of etoposide but
without doxycycline. A similar procedure was used with the cells with suppressed HtrA4 expression.
For the MCF7 cells, increasing concentrations of cisplatin were used (0–1 mM). In the MTT assay, 25 µL
of MTT (3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide) stock solution (4 mg/mL in
PBS) was added to each well for 4 h. Next, the formazan crystals were dissolved in 100% DMSO,
and absorbance was measured at 570 nm using Perkin Elmer EnSpire multimode plate reader. At least
three independent experiments were performed. In the SRB assay, 100 µL of 10% (w/v) aqueous solution
of the ice-cold trichloroacetic acid was added for 1 h. Plates were washed with water, allowed to
air-dry, and stained with 100 µL of 0.4% sulforhodamine B solution in 1% acetic acid for 15 min.
The cells were washed five times with 1% acetic acid (100 µL) and dried. After addition of 10 mM
Tris base (pH 10.5, 150 µL/well), absorbance was measured at 570 nm using Perkin Elmer EnSpire
multimode plate reader (PerkinElmer, Inc., Waltham, MA, USA). Data were obtained from at least five
independent experiments.

2.8. EB/AO Staining

The A549 cells with inducible expression of the HtrA4 gene were seeded on coverslips placed in a
12-well plate, at a density of 5 × 105 cells per well. To induce HtrA4 expression, 1 µg/mL of doxycycline
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was added to the medium 24 h before treatment with etoposide. The cells were treated with 20 µM
etoposide for 48 h. Control samples were treated with etoposide but not with doxycycline. The cells
were stained with a mixture of acridine orange (4 µg/mL) and ethidium bromide (4 µg/mL) in PBS,
for 5 min. The slides were washed with warm PBS, attached to a microscope slide, and examined
under a fluorescent microscope (Zeiss Axio, Oberkochen, Germany).

2.9. Cell Death Analysis

The A549 cells (1 × 105) with inducible HtrA4 expression were seeded per well in 6 well-plates.
To induce the HtrA4 expression, 1 µg/mL of doxycycline was added to the medium 24 h before treatment
with etoposide. The cells were treated with 15 µM etoposide for 48 h. Control cells (A549) were treated
with etoposide and with/without doxycycline for 48 h, like the transduced cells. The trypsinized cells
and medium were collected and centrifuged for 10 min at 300× g. The populations of cells (%) in
the early (annexin-V+/7-AAD−) and late stages of apoptosis (annexin-V+/7-AAD+) were determined
using the Muse Annexin V and Dead Cell Assay Kit and Muse™ Cell Analyzer (Millipore, Hayward,
CA, USA).

2.10. Cell Cycle Analysis

The cells were prepared in the same way as described above in the cell death analysis. The cells
were washed with ice-cold PBS, followed by processing with the MuseTM Cell Cycle Kit according to
the manufacturer’s instructions (http://www.icms.qmul.ac.uk/flowcytometry/uses/musekits/protocols/
MCH100106%204600-3387MAN%20[B]%20MUSE%20CELL%20CYCLE%20KIT%20USER%27S%
20GUIDE.pdf) and analyzed using the Muse™ Cell Analyzer (Millipore, Hayward, CA, USA).

2.11. Clonogenic Assay

A549 cells with inducible HtrA4 expression were seeded at 800 cells/well in 6-well plates,
cultured overnight, and treated with etoposide for 24 h. To induce the HtrA4 expression, 1 µg/mL
of doxycycline was added to the medium 24 h before treatment with etoposide. Control samples
were treated with etoposide but without doxycycline. After 2 weeks, colonies were fixed with acetic
acid/methanol 1:7 (v/v) and stained with 0.5% crystal violet. Colonies were counted manually.

2.12. Wound Healing Assay

The cells were seeded in 6-well plates (3 × 105) and cultured to reach ~80% confluence. Then, the
monolayer was scratched with a 200 µL pipette tip across the center of the well. The cells were washed
with medium to remove the detached cells and photographed under a microscope at various time
intervals (Zeiss Axio, Oberkochen, Germany). The gap distance was quantitatively evaluated using
ImageJ software 1.52n. At least 10 different pictures were analyzed for each variant.

2.13. Statistical Analyses

Data are expressed as means ± SD of at least three independent experiments. Comparative data
were analyzed with the unpaired or paired Student’s t-test using GraphPad Prism software 5.0.
The results were considered statistically significant when the p-value was less than 0.05 (*), 0.01 (**),
or 0.001 (***).

3. Results

3.1. HtrA4 Is a Secreted Protein but Also Co-Localizes with Mitochondria and Is Present in the Cytoplasm

The HtrA4 protein possesses a similar signal secretory peptide as the HtrA1/3, and it has been
previously shown to be exported to medium of cultured cells [18]. However, since the HtrA1/3 were
found to function not only in cellular matrix but also to play important roles inside the cell [10,29–31],
we checked cellular localization of HtrA4. We found that indeed, HtrA4 was secreted into the medium

http://www.icms.qmul.ac.uk/flowcytometry/uses/musekits/protocols/MCH100106%204600-3387MAN%20[B]%20MUSE%20CELL%20CYCLE%20KIT%20USER%27S%20GUIDE.pdf
http://www.icms.qmul.ac.uk/flowcytometry/uses/musekits/protocols/MCH100106%204600-3387MAN%20[B]%20MUSE%20CELL%20CYCLE%20KIT%20USER%27S%20GUIDE.pdf
http://www.icms.qmul.ac.uk/flowcytometry/uses/musekits/protocols/MCH100106%204600-3387MAN%20[B]%20MUSE%20CELL%20CYCLE%20KIT%20USER%27S%20GUIDE.pdf
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by the cultured MCF7 breast cancer cells, which contained a relatively high level of endogenous HtrA4
(Figure 1A and Figure S1). Moreover, using fluorescence microscopy, we observed a specific localization
of HtrA4 in the places of contact between two cells, probably caused by blocking the HtrA4 secretion or
by its trapping between the cells (Figure 1B). The simplest explanation of this phenomenon would be
that at the places of tight contact, the HtrA4 secretion/diffusion into the medium is physically blocked.
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Figure 1. HtrA4 is a secreted protein. The medium of the MCF7 cultured cells containing endogenous
HtrA4 was immunoprecipitated with the anti-HtrA4 antibodies and A/G agarose resin, analyzed by
SDS-PAGE and subsequently probed with the anti-HtrA4 antibodies. The representative result of
western blotting is shown in (A). In (B), the MCF7 cells are visualized by fluorescence microscopy.
The HtrA4 protein was labeled using the anti-HtrA4 antibodies and secondary anti-rabbit antibodies
conjugated with Alexa 488.

However, we also demonstrated the intracellular localization of HtrA4. Since it has been previously
shown that localization of the HtrA1-3 proteins depends on the presence or absence of their N-terminal
domains [29,30,32,33], we used the lung cancer cells (A549) with exogenous expression of the full-length
HtrA4 or of its N-terminally truncated variant, called ∆N-HtrA4, both tagged with the GFP protein
as a fluorescent marker. It should be noted that the ∆N-HtrA4 variant contains the region required
for trimerization [12] and forms trimers in solution [12,34]. We found that under normal conditions,
the full-length HtrA4 formed clusters in cytoplasm and also partially colocalized with mitochondria
(confirmed by statistical analysis) (Figure 2A, Table 1), while the ∆N-HtrA4 formed a diffused pattern,
typical for cytoplasmic proteins, resembling the pattern observed before for HtrA1/3 [10,27,29,30].
We expect that the HtrA-containing punctate structures other than mitochondria are the ER and
Golgi involved in the HtrA4 protein transport outside the cell. Under stressful conditions induced
by etoposide, we observed the disappearance of the mitochondria-connected HtrA4 and appearance
of the diffused, cytoplasmic pattern; the cytoplasmic HtrA4 clusters were transformed in a similar
way (Figure 2A, Table 1). A similar cytoplasmic localization was found in the MCF7, MDA-MB231,
and T47D breast cancer cells, which contained endogenous HtrA4 mainly in a truncated form (Figure 2B
and Figure S1).
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 Figure 2. Localization of HtrA4 in the cell. The lung cancer (A549) cells with stable exogenous

production of the HtrA4-GFP and ∆N-HtrA4-GFP fusion proteins (A), and the breast cancer T47D,
MCF7, and MDA-MB-231 cells with endogenous HtrA4 (B) were analyzed by fluorescent microscopy.
Endogenous HtrA4 was labeled with Alexa 488 (green) and mitochondria with MitoRED (red). The A549
cells were treated with etoposide as indicated in the panels.
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Table 1. Analysis of the HtrA4-GFP and mitochondria colocalization parameters in A549 cells.
Pearson’s correlation and overlap coefficient were assigned by the LAS AF 3.3.0 software. The data
correspond to mean ± SD of at least seven independent pictures.

HtrA4 Variant Etoposide [µM] Pearson’s Correlation Overlap Coefficient

HtrA4-GFP

0 0.52 ± 0.09 0.58 ± 0.08

7.5 0.17 ± 0.04 0.26 ± 0.03

15 0.13 ± 0.03 0.23 ± 0.03

∆N-HtrA4-GFP
0 0.12 ± 0.02 0.23 ± 0.03

15 0.11 ± 0.02 0.19 ± 0.03

3.2. HtrA4 Decreases Survival of Cancer Cells

In the next step, we investigated whether HtrA4 influenced cell death. To achieve this goal,
we constructed a set of the A549 cell lines with exogenous, doxycycline-induced expression of
HtrA4, ∆N-HtrA4, and their proteolytically inactive variants (with the S326A substitution in the
catalytic triad). A549 adenocarcinoma cells were used because they contained a relatively low level of
endogenous HtrA4 (Figure S1). Additionally, these cells do not produce endogenous HtrA3, which has
a significant effect on cell death [10,30] and whose cellular interacting partners are similar to those
of HtrA4 [27,34]. However, A549 cells express the HtrA1 and 2 proteins [35,36]. The cells induced
by doxycycline to produce HtrA4 were treated with increasing concentrations of etoposide and
analyzed by the MTT (indicating succinate dehydrogenase activity) and SRB (indicating total protein
level) methods. The results showed that the exogenous production of either HtrA4 or ∆N-HtrA4
significantly decreased survival of the drug-treated cancer cells compared to the control, noninduced
cells. However, a stronger effect was caused by the truncated variant, ∆N-HtrA4 (Figure 3A). The cells
producing the proteolytically inactive HtrA4 did not substantially affect cell viability (Figure 3A),
which suggests that the process of cell death stimulation by HtrA4 is dependent on its proteolytic
activity. A comparison of the levels of the overproduced HtrA4 proteins is presented in Figure S2C to
exclude the possibility that the observed low impact of the inactive (S326A) forms might be due to
their lower level.

To confirm that HtrA4 promotes cell death, we used a reverse, complementary approach and
downregulated the HtrA4 expression by shRNA in the A549 lung cancer cells. Additionally, we
modulated HtrA4 production in breast cancer cells (MCF7) that contained a high level of endogenous
HtrA4 (Figure S1). The effect of HtrA4 downregulation on cell viability was monitored in the A549
cells exposed to etoposide and in the MCF7 cells treated with cisplatin. As shown by the MTT and SRB
tests (Figure 3B), HtrA4 silencing significantly increased the viability of drug-treated lung and breast
cancer cells in comparison to the control cells.

The levels of the HtrA4 proteins in the cells overproducing them and in cells with the silenced
HtrA4 gene are shown in Figure S2.

Taken together, these results indicate that the full-length HtrA4 and its N-terminally deleted
variant promote cancer cell death induced by chemotherapeutic drugs. The effect is dependent on the
HtrA4 proteolytic activity, and the N-terminally deleted HtrA4 is more efficient in cell death promotion.
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Figure 3. HtrA4 decreases the viability of cancer cells. The assay was performed using the A549 cells
with exogenous HtrA4 and ∆N-HtrA4, induced by adding doxycycline to the medium (A) and the A549
and MCF7 cells with downregulated HtrA4 expression (B). The survival is presented as a percent of live
cells containing exogenous HtrA4 (induced by doxycycline) versus not containing HtrA4 (not induced
by doxycycline). For more clarity, only the data of the A549 transduced with pTW_H4 noninduced
control cells are presented (in A). Viability of cancer cells was analyzed using MTT and SRB assays.
Data correspond to mean ± SD of at least five experiments. p-value < 0.05 (*), 0.01 (**), or 0.001 (***).

3.3. HtrA4 Promotes Cell Death by Enhancing Apoptosis

Subsequently, we determined the type of cell death induced by HtrA4. Using the AO/EB double
staining and flow cytometry connected with annexin V and 7-aminoactinomycin D staining, we showed
that exogenous production of the HtrA4/∆N-HtrA4 in the lung adenocarcinoma A549 cells decreased
the viability of etoposide-treated cancer cells by increasing the percentage of cells in the early and
late stages of apoptosis (Figures 4 and 5A, Table 2). A reversed effect was observed in the cells with
downregulated HtrA4 expression—these cells had a higher percentage of live cells and lower of cells
in the early and late stages of apoptosis compared to the controls (Figure 5B, Table 2). In conclusion,
these results showed that HtrA4 promotes death of the chemotherapeutic drug-treated cancer cells by
enhancing apoptosis.
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Figure 4. The influence of HtrA4 on viability of cancer cells assayed by AO/EB double staining.
The analysis of live (green) and apoptotic cells with concentrated and asymmetrically localized
orange-red nuclei was performed using fluorescence microscopy. The A549 cells with exogenous HtrA4
and ∆N-HtrA4 induced by doxycycline were tested.
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Figure 5. HtrA4 promotes cell death of cancer cells via induction of apoptosis. The A549 cells with
exogenous HtrA4 or ∆N-HtrA4 induced by adding doxycycline to the medium (A) and the A549 and
MCF7 cells with the silenced HtrA4 expression (B) were analyzed using the Muse Annexin V and
Dead Cell Assay Kit and Muse™ Cell Analyzer. Representative plots are shown. Quantitative data are
presented in Table 2.
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Table 2. Viability analysis of cancer cells treated with a chemotherapeutic. The assay was performed using the Muse Annexin V and Dead Cell Assay Kit. The data
were collected from at least three independent experiments. The representative assay results are graphically presented in Figure 5. p-value < 0.05 (*), 0.01 (**),
0.001 (***), or not significant (ns).

Cell Line Chemotherapeutic Drug [µM] HtrA4 Variant Live Cells [%±SD] Early Apoptotic Cells [%±SD] Late Apoptotic/Dead Cells [%±SD]
Total Apoptotic Cells

[%] Statistical Analysis

A549 Etoposide

0
− HtrA4 80.6 ± 4.7 12.9 ± 3.1 6.4 ± 0.8 19.3 ns
+ HtrA4 80.9 ± 0.8 13.4 ± 3.0 5.3 ± 1.1 18.7

15
− HtrA4 39.0 ± 1.5 46.5 ± 3.7 12.7 ± 0.3 59.2

*
+ HtrA4 29.4 ± 2.1 55.4 ± 4.3 14.4 ± 3.4 69.7

0
− ∆N-HtrA4 80.5 ± 2.3 10.7 ± 2.3 8.4 ± 0.9 19 ns
+ ∆N-HtrA4 77.0 ± 5.1 12.2 ± 0.7 10.1 ± 1.4 22.4

15
− ∆N-HtrA4 37.9 ± 2.8 47.8 ± 3.5 13.0 ± 1.5 60.8

**
+ ∆N-HtrA4 26.7 ± 2.6 57.5 ± 1.1 15.3 ± 2.1 72.8

A549 Etoposide

0
control 86.8 ± 0.9 5.9 ± 0.9 6.7 ± 1.2 12.6 ns

shHtrA4 85.1 ± 5.8 8.2 ± 2.3 6.4 ± 1.1 14.7

7.5
control 61.6 ± 7.1 26.65 ± 3.0 10.7 ± 0.5 37.3 ns

shHtrA4 67.9 ± 3.8 19.0 ± 0.1 11.4 ± 2.0 30.4

15
control 51.8 ± 4.3 35.5 ± 1.3 11.8 ± 2.1 47.4

**
shHtrA4 63.9 ± 3.1 20.9 ± 1.4 13.7 ± 2.0 34.6

MCF7 Cisplatin

0
control 89.2 ± 4.2 3.3 ± 0.7 6.8 ± 0.2 10.1 ns

shHtrA4 92.7 ± 2.5 2.8 ± 0.5 4.2 ± 0.4 7

100
control 73.9 ± 2.1 4.8 ± 0.2 18.0 ± 1.8 22.8

***
shHtrA4 88.4 ± 2.3 4.0 ± 0.1 6.4 ± 0.5 10.3

350
control 46.8 ± 5.4 16.8 ± 2.6 30.9 ± 3.2 47.7

**
shHtrA4 80.3 ± 7.3 6.3 ± 0.8 12.1 ± 1.5 18.4
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3.4. HtrA4 Enhances the Effect of Chemotherapeutic Agents on Clonogenic Potential and Motility of
Cancer Cells

Since the HtrA4 protein affected cell survival, we investigated its influence on clonogenic
potential and motility of cancer cells treated with chemotherapeutics. We found that exogenous
production of the HtrA4 and ∆N-HtrA4 proteins significantly reduced clonogenic potential (Figure 6A)
as well as ability to migrate (Figure 7A) of etoposide-exposed lung cancer cells in comparison to
controls. This effect was weaker or not observed in the cells with proteolytically inactive HtrA4
proteins, which confirms the importance of the HtrA4 proteolytic activity in the induction of cell death
mechanisms (Figures 6A and 7A).Cells 2019, 8, x FOR PEER REVIEW 16 of 24 
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Figure 6. HtrA4 reduces the clonogenic potential of cancer cells. The A549 cells with inducible
expression of the HtrA4 or ∆N-HtrA4 genes (A) and the A549 and MCF7 cells with downregulated
HtrA4 expression (B) were treated with a chemotherapeutic for 24 h, and the clonogenic potential was
assayed. The colonies were stained by crystal violet (Figure S3), and quantitative results are shown as
mean ± SD of three independent experiments. p-value < 0.05 (*), 0.01 (**), or 0.001 (***).



Cells 2019, 8, 1112 14 of 21

Cells 2019, 8, x FOR PEER REVIEW 17 of 24 

 

 
Figure 7. HtrA4 reduces the motility of cancer cells. The lung cancer A549 cells with exogenous 
production of HtrA4, ΔN-HtrA4, or their inactive variants had a decreased ability to migrate (A), 
while the MCF7 and A549 cells with the HtrA4 gene expression silenced by shRNA migrated more 
efficiently (B) compared to the control cells. The analysis was performed using a wound healing assay 
in two independent approaches with at least ten photos. Representative images are shown in Figure 
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Figure 7. HtrA4 reduces the motility of cancer cells. The lung cancer A549 cells with exogenous
production of HtrA4, ∆N-HtrA4, or their inactive variants had a decreased ability to migrate (A),
while the MCF7 and A549 cells with the HtrA4 gene expression silenced by shRNA migrated more
efficiently (B) compared to the control cells. The analysis was performed using a wound healing assay
in two independent approaches with at least ten photos. Representative images are shown in Figure S4.
The data are presented as means ± SD. p-value < 0.05 (*), 0.01 (**), or 0.001 (***).

Moreover, because of the interaction of HtrA4 with cytoskeleton proteins [34], we also investigated
its influence on cell cycle. As can be seen in Figure 8A and Table 3, exogenous production of either
HtrA4 or ∆N-HtrA4 proteins in lung cancer cells treated with etoposide increased arrest of the cells in
the G2/M phase, thus enhancing the effect of the chemotherapeutic agent.

To confirm these conclusions, we used the lung and breast cancer cells with suppression of the
HtrA4 gene by shRNA. The modulated cells with silenced HtrA4 gene, exposed to a chemotherapeutic,
had a significantly higher clonogenic potential (Figure 6B) and motility compared to the control cells
(Figure 7B). Moreover, we noted that these cells, when drug-exposed, exhibited substantially less
blocking at the G2/M phase compared to the nonsilenced controls (Figure 8B, Table 3).
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Figure 8. HtrA4 promotes the influence of chemotherapeutic drugs by increasing the G2/M arrest of
cancer cells. The A549 cells with exogenous HtrA4 or ∆N-HtrA4 induced by adding doxycycline to the
medium (A) and the A549 and MCF7 cells with suppression of the HtrA4 gene (B), treated with an
appropriate chemotherapeutic (as described in the panel), were analyzed using the Muse Cell Cycle Kit
and Muse™ Cell Analyzer. Representative plots are shown. The results are quantitatively presented in
Table 3.

Summing up, these results indicate that HtrA4 is an important factor that enhances the influence
of drugs routinely used in chemotherapy on clonogenic potential and motility of cancer cells, and it
increases blocking of cell cycle at the G2/M phase.

To gain insight into the mechanism of HtrA4 action, we investigated the influence of exogenous
production of HtrA4 on the level of selected cellular proteins. Using western blotting we showed
that, under apoptotic conditions induced by etoposide, the HtrA4 and ∆N-HtrA4-producing cells
had a reduced level of XIAP and also of β-tubulin, actin, and pro-caspase 7 compared to the control
cells without exogenous HtrA4 (Figure 9 and Figure S5). This effect was not observed in the cells
producing the proteolytically inactive HtrA4 and ∆N-HtrA4 variants (Figure 9, Figures S5 and S6A),
which suggests that HtrA4 may promote apoptosis by degrading the anti-apoptotic XIAP protein
and also by proteolysis of cytoskeletal structural proteins (actin and β-tubulin). Degradation of the
executioner pro-caspase 7 may have a modulatory effect on apoptosis.

Additionally, under apoptotic conditions, the XIAP level in the cells with silenced HtrA4 gene
decreased to a lesser extent compared to the cells with functional HtrA4 (Figure S6B). This further
supports the correlation between the degradation of XIAP by HtrA4 and cell death.
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Figure 9. HtrA4 promotes degradation of XIAP and, less efficiently, of β-tubulin, actin, and pro-caspase
7. The A549 cells with exogenous HtrA4, ∆N-HtrA4, or their inactive variants (+) induced by adding
doxycycline to the medium were treated with 15 µM etoposide for 48 h. Control cells (−) were incubated
with etoposide but without doxycycline. The cells and medium were collected and probed with specific
antibodies. Representative blots are presented. Densitometric analyses of the immunoblotting results
are shown in Figure S5.

Table 3. Quantitative analysis of the percentage of cells in the cell cycle phases. This assay was
performed using Muse Cell Cycle Kit. The data were obtained from at least three independent
experiments. The representative assay results are graphically presented in Figure 8. p-value < 0.05 (*),
0.01 (**), 0.001 (***), or not significant (ns).

Cell Line Chemotherapeutic Drug [µM] HtrA4 Variant

Cell Cycle Phase

G0/G1 S G2/M

[% ± SD] Statistical
Analysis [% ± SD] Statistical

Analysis [% ± SD] Statistical
Analysis

A549 Etoposide

0
− HtrA4 63.6 ± 3.8 ns 9.3 ± 1.2 ns 26.9 ± 2.2 ns
+ HtrA4 64.1 ± 1.9 11.0 ± 1.9 24.7 ± 2.7

15
− HtrA4 32.5 ± 3.6 ns 10.0 ± 1.5 ns 53.3 ± 5.4

*
+ HtrA4 29.6 ± 6.0 10.6 ± 1.9 58.6 ± 6.5

A549 Etoposide

0
− ∆N-HtrA4 55.6 ± 2.1 ns 11.1 ± 2.7 ns 31.0 ± 1.4 ns
+ ∆N-HtrA4 58.1 ± 2.9 11.5 ± 0.9 31.4 ± 2.5

15
− ∆N-HtrA4 29.2 ± 1.8

**
14.2 ± 2.3

**
54.5 ± 2.9

**
+ ∆N-HtrA4 21.5 ± 2.4 4.4 ± 2.5 73.7 ± 5.1

A549 Etoposide

0
control 56.1 ± 3.4 ns 15.8 ± 1.5

*
27.3 ± 1.4 ns

shHtrA4 57.2 ± 1.2 13.6 ± 0.3 27.9 ± 1.0

15
control 32.4 ± 1.6

***
12.8 ± 1.9

*
55.7 ± 1.7

***
shHtrA4 41.6 ± 2.4 16.2 ± 2.3 35.8 ± 2.0

MCF7 Cisplatin

0
control 56.8 ± 3.3 ns 15.5 ± 1.9 ns 31.4 ± 2.9 ns

shHtrA4 55.2 ± 4.1 17.9 ± 2.5 26.5 ± 3.2

300
control 41.5 ± 1.1

***
7.2 ± 2.5

**
48.5 ± 1.3

***
shHtrA4 56.5 ± 3.5 13.4 ± 2.4 28.7 ± 1.2

4. Discussion

HtrA4 is one of the four HtrA serine proteases that are involved in keeping order in the cell. It was
previously shown that HtrA4 plays a crucial role in the implantation of the embryo, and its increased
level is connected to pre-eclampsia [16–20]. Moreover, the changed levels of HtrA4 expression were
observed in brain tumors and the breast and prostate cancers in comparison to the normal tissues,
which suggests HtrA4 involvement in oncogenesis [21]. So far, the knowledge regarding the role
of HtrA4 in physiological and pathological processes is very limited. The high similarity of the
HtrA4 protein domain structure to that of HtrA1 and HtrA3 and implication of HtrA4 in oncogenesis
suggested that it may function similarly to the HtrA1/3, which act as tumor suppressors and promote
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cell death [10,27,29–31]. HtrA2 is also involved in oncogenesis and acts as a pro-apoptotic factor under
conditions of stress (reviewed in [3,21]).

HtrA4 possess a similar signal secretory peptide as HtrA1/3, which are classified as secreted
proteins and are present in the extracellular matrix [2,4]. It was shown previously that HtrA4 is secreted
into maternal circulation [17]. The secreted fraction of HtrA4 was also demonstrated in the medium of
BeWo cultured cells [18]. Here, we showed that HtrA4 is secreted into the medium by the MCF7 cells,
thus confirming the secretory nature of HtrA4 (Figure 1).

Moreover, we investigated the intracellular localization of the HtrA4. We found that, under normal
conditions, the full-length exogenous HtrA4 partially co-localized with mitochondria (Figure 2A,
Table 1), while during apoptotic stress induced by etoposide, a typical diffused, cytoplasmic pattern
was observed. Interestingly, the N-terminally deleted ∆N-HtrA4 showed cytoplasmic patterns also in
the drug’s absence (Figure 2A, Table 1). A similar cytoplasmic localization was found in the MCF7,
MDA-MB231, and T47D breast cancer cells, which contain endogenous, truncated HtrA4 (Figure 2B and
Figure S1). These results collectively suggest that, upon stress, the HtrA4 N-terminal domain may be
cleaved, and the truncated protease migrates to cytoplasm. A similar phenomenon was observed in the
case of the HtrA1/3 proteases—their processed forms (i.e., without the N-terminal domain) have been
found in the cytoplasm where they perform important physiological functions [29,30,32]. In response to
cytotoxic stress induced by chemotherapeutic agents, the HtrA1/3 expression was upregulated, and the
HtrA1/3 proteins underwent activation correlated with limited proteolysis, resulting in the removal
of the N-terminal Mac25 domain and yielding a 35 kDa product [29,30]. Moreover, it was shown
that a fraction of full-length HtrA3, despite the lack of mitochondrial targeting sequence, was located
in mitochondria, and in cancer cell lines treated with chemotherapeutic HtrA3, it was translocated
from the mitochondria to the cytosol [30]. A similar event was observed in the case of HtrA2.
Following apoptotic stimuli, HtrA2 is released from the mitochondria to the cytosol where it degrades
the inhibitor of apoptosis proteins (IAPs), including XIAP, and thus contributes to the induction of
apoptosis. The release from mitochondria is accompanied by the autoproteolytic cleavage of the HtrA2
N-terminal domain, which increases HtrA2 proteolytic activity and creates a new N-terminus with the
AVPS (Ala-Val-Pro-Ser) motif, important for binding of the IAPs, including XIAP [33,37].

Subsequently, in this work, we for the first time showed that HtrA4 reduces survival of
adenocarcinoma cells treated with chemotherapeutic drugs (Figure 3A,B) and promotes cancer
cell death by enhancing apoptosis (Figures 4 and 5A, Table 2). This process was dependent on the
proteolytic activity of HtrA4, as previously observed for in the HtrA1 and HtrA3 [10,30,31]. Since a
stronger pro-apoptotic effect was caused by the abbreviated HtrA4 variant (∆N-HtrA4) (Figure 3A),
it is possible that removal of the N-terminal domain leads to increase of the HtrA4 proteolytic activity.
Such activity increase is consistent with the earlier studies on the HtrA1-3 proteases [30,31,33].

Moreover, we demonstrated that exogenous production of HtrA4 and ∆N-HtrA4 attenuated
the clonogenic potential (Figure 6A) and motility (Figure 7A) of cancer cells treated with etoposide,
and it modulated the cell cycle by enhancing arrest of the cells in the G2/M phase (Figure 8A, Table 3).
These results were confirmed by showing that downregulation of HtrA4 in the lung and breast cancer
cells contributed to increased survival (Figures 3B and 5B, Table 2), clonogenic potential (Figure 6B),
and motility of cancer cells (Figure 7B). A decreased blocking of the cells in the G2/M phase was also
observed (Figure 8B, Table 3). Collectively, these results show that HtrA4 enhances the activity of
chemotherapeutics by decreasing survival of cancer cells as well as their clonogenic potential and
motility, and the latter are tightly connected with metastasis.

It may be noted that the HtrA4 knockdown was more effective on cell death, cell cycle arrest,
clonogenic potential, and cell motility than the HtrA4 overexpression (Figure 3, Figure 5, Figure 6,
Figure 7, Figure 8, Tables 2 and 3). It is possible that the level of endogenous HtrA4 may be sufficient
to maintain its anti-survival function in the cell; thus, increasing its pool has a moderate effect.
Also, the additional, overproduced HtrA4 may be disabled by cellular inhibitor(s) whose presence has
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been suggested previously [34]. On the other hand, the HtrA4 function may be important, and the lack
of this protein causes a definite increase in pro-survival cellular activities.

Our finding that HtrA4 can be an important factor that regulates the motility of cells is in agreement
with the study of Liu et al. (2018), who showed that ectopic expression of HtrA4 significantly decreased
trophoblast cell migration [20]. The involvement of HtrA4 in the regulation of cell cycle genes in
umbilical vein endothelial cells was also observed [26].

Our earlier results showed that HtrA4 formed complexes in vitro and in cellulo with structural
cytoskeleton proteins (β-tubulin and actin), anti-apoptotic protein (XIAP), and the executioner
pro-caspase 7 and degraded these proteins in vitro [34]. Here, we found that under stressful conditions
induced by the etoposide treatment, HtrA4 and ∆N-HtrA4 decreased the level of cellular XIAP and,
less efficiently, of β-tubulin, actin, and pro-caspase 7 (Figure 9 and Figure S5). These results suggest that
HtrA4 may promote cell death by degradation of the anti-apoptotic XIAP and of cytoskeletal structural
proteins (actin and β-tubulin); it may also affect cell death by degrading pro-caspase 7. Interestingly, the
overexpression of the full-length HtrA4 without induction of apoptosis induced degradation of XIAP
(Figure 9, left panel) but did not induce cell death (Figure 4). This suggests that XIAP degradation by
itself may not be sufficient to cause cell death. It is known that initiation of apoptosis is connected
with imbalance between multiple pro- and anti-apoptotic signals [38]. Thus, it is possible that the
degradation of XIAP by HtrA4, in order to promote apoptosis, needs other pro-apoptotic events to
occur in parallel, especially in the cancer cells that usually have mutations inhibiting apoptosis.

It has been shown that HtrA1-mediated apoptosis is associated with degradation of XIAP and
caspases 3 and 7 [7,31], while the HtrA3 and HtrA2 proteases promote apoptosis mainly by XIAP
hydrolysis [10,37]. Additionally, it was shown that HtrA1 and 3 modulate microtubule stability,
cytoskeleton dynamics, and cell motility [27,29,39,40]. Thus, the mechanisms of the human HtrA
proteases action in cell death promotion seem to be similar. It is possible that the HtrAs may have a
cumulative effect, or function independently, since the level of HtrA proteins is tissue-specific and
altered in many diseases [3,4]. Involvement of several HtrA proteases in cell death pathways creates a
system whose regulation may be finely adjusted to the actual stress conditions.

Summing up, our results provide new insight into the mechanism of the human HtrA4 protease
action in cell death and oncogenesis. Since HtrA4 stimulates drug-induced death of cancer cells,
this protease seems to be a promising therapeutic target. We believe that the results of this work may
help to develop new anti-cancer therapeutic strategies.
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The role of the LB structural loop and its interactions with the PDZ domain of the human HtrA3 protease.
Biochim. Biophys. Acta Proteins Proteomics 2017, 1865, 1141–1151. [CrossRef] [PubMed]

12. Kummari, R.; Dutta, S.; Chaganti, L.K.; Bose, K. Discerning the Mechanism of Action of HtrA4: A Serine
Protease Implicated in the Cell Death Pathway. Biochem. J. 2019, 476, 1445–1463. [CrossRef] [PubMed]

13. Glaza, P.; Osipiuk, J.; Wenta, T.; Zurawa-Janicka, D.; Jarzab, M.; Lesner, A.; Banecki, B.; Skorko-Glonek, J.;
Joachimiak, A.; Lipinska, B. Structural and Functional Analysis of Human HtrA3 Protease and Its Subdomains.
PLoS ONE 2015, 10, e0131142. [CrossRef] [PubMed]

14. Li, W.; Srinivasula, S.M.; Chai, J.; Li, P.; Wu, J.-W.; Zhang, Z.; Alnemri, E.S.; Shi, Y. Structural insights into
the pro-apoptotic function of mitochondrial serine protease HtrA2/Omi. Nat. Struct. Biol. 2002, 9, 436–441.
[CrossRef] [PubMed]

15. Truebestein, L.; Tennstaedt, A.; Mönig, T.; Krojer, T.; Canellas, F.; Kaiser, M.; Clausen, T.; Ehrmann, M.
Substrate-induced remodeling of the active site regulates human HTRA1 activity. Nat. Struct. Mol. Biol.
2011, 18, 386–388. [CrossRef] [PubMed]

16. Inagaki, A.; Nishizawa, H.; Ota, S.; Suzuki, M.; Inuzuka, H.; Miyamura, H.; Sekiya, T.; Kurahashi, H.;
Udagawa, Y. Upregulation of HtrA4 in the placentas of patients with severe pre-eclampsia. Placenta 2012,
33, 919–926. [CrossRef]

http://dx.doi.org/10.1002/ijc.31937
http://www.ncbi.nlm.nih.gov/pubmed/30350310
http://dx.doi.org/10.1038/nrm3065
http://www.ncbi.nlm.nih.gov/pubmed/21326199
http://dx.doi.org/10.2174/1381612811319060003
http://www.ncbi.nlm.nih.gov/pubmed/23016688
http://dx.doi.org/10.1016/j.abb.2017.04.004
http://www.ncbi.nlm.nih.gov/pubmed/28396256
http://dx.doi.org/10.1160/TH12-06-0404
http://www.ncbi.nlm.nih.gov/pubmed/23306356
http://dx.doi.org/10.1016/j.neuint.2006.07.018
http://www.ncbi.nlm.nih.gov/pubmed/16978742
http://dx.doi.org/10.1002/ijc.26044
http://dx.doi.org/10.1016/j.biopha.2014.12.044
http://dx.doi.org/10.1111/febs.14977
http://dx.doi.org/10.1016/j.bbapap.2017.06.013
http://www.ncbi.nlm.nih.gov/pubmed/28642151
http://dx.doi.org/10.1042/BCJ20190224
http://www.ncbi.nlm.nih.gov/pubmed/31036715
http://dx.doi.org/10.1371/journal.pone.0131142
http://www.ncbi.nlm.nih.gov/pubmed/26110759
http://dx.doi.org/10.1038/nsb795
http://www.ncbi.nlm.nih.gov/pubmed/11967569
http://dx.doi.org/10.1038/nsmb.2013
http://www.ncbi.nlm.nih.gov/pubmed/21297635
http://dx.doi.org/10.1016/j.placenta.2012.08.003


Cells 2019, 8, 1112 20 of 21

17. Singh, H.; Zhao, M.; Chen, Q.; Wang, Y.; Li, Y.; Kaitu’u-Lino, T.J.; Tong, S.; Nie, G. Human HtrA4 Expression
is Restricted to the Placenta, is Significantly Up-Regulated in Early-Onset Preeclampsia, and High Levels of
HtrA4 Cause Endothelial Dysfunction. J. Clin. Endocrinol. Metab. 2015, 100, E936–E945. [CrossRef]

18. Chen, Y.-Y.; Chuang, P.-Y.; Chen, C.-P.; Chiu, Y.-H.; Lo, H.-F.; Cheong, M.-L.; Huang, J.-Y.; Kuo, P.-L.; Chen, H.
Functional antagonism between high temperature requirement protein A (HtrA) family members regulates
trophoblast invasion. J. Biol. Chem. 2014, 289, 22958–22968. [CrossRef]

19. Dynon, K.; Heng, S.; Puryer, M.; Li, Y.; Walton, K.; Endo, Y.; Nie, G. HtrA3 as an early marker for preeclampsia:
Specific monoclonal antibodies and sensitive high-throughput assays for serum screening. PLoS ONE 2012,
7, e45956. [CrossRef]

20. Liu, C.; Xing, F.; He, Y.; Zong, S.; Luo, C.; Li, C.; Duan, T.; Wang, K.; Zhou, Q. Elevated HTRA1 and HTRA4 in
severe preeclampsia and their roles in trophoblast functions. Mol. Med. Rep. 2018, 18, 2937–2944. [CrossRef]

21. Chien, J.; Campioni, M.; Shridhar, V.; Baldi, A. HtrA serine proteases as potential therapeutic targets in
cancer. Curr. Cancer Drug Targets 2009, 9, 451–468. [CrossRef] [PubMed]

22. Sun, L.; Hui, A.M.; Su, Q.; Vortmeyer, A.; Kotliarov, Y.; Pastorino, S.; Passaniti, A.; Menon, J.; Walling, J.;
Bailey, R.; et al. Neuronal and glioma-derived stem cell factor induces angiogenesis within the brain.
Cancer Cell 2006, 9, 287–300. [CrossRef] [PubMed]

23. Richardson, A.L.; Wang, Z.C.; de Nicolo, A.; Lu, X.; Brown, M.; Miron, A.; Liao, X.; Iglehart, J.D.;
Livingston, D.M.; Ganesan, S. X chromosomal abnormalities in basal-like human breast cancer. Cancer Cell
2006, 9, 121–132. [CrossRef]

24. Varambally, S.; Yu, J.; Laxman, B.; Rhodes, D.R.; Mehra, R.; Tomlins, S.A.; Shah, R.B.; Chandran, U.;
Monzon, F.A.; Becich, M.J.; et al. Integrative genomic and proteomic analysis of prostate cancer reveals
signatures of metastatic progression. Cancer Cell 2005, 8, 393–406. [CrossRef] [PubMed]

25. Maser, R.S.; Choudhury, B.; Campbell, P.J.; Feng, B.; Wong, K.K.; Protopopov, A.; O’Neil, J.; Gutierrez, A.;
Ivanova, E.; Perna, I.; et al. Chromosomally unstable mouse tumours have genomic alterations similar to
diverse human cancers. Nature 2007, 447, 966–971. [CrossRef] [PubMed]

26. Wang, Y.; La, M.; Pham, T.; Lovrecz, G.O.; Nie, G. High levels of HtrA4 detected in preeclamptic circulation
may disrupt endothelial cell function by cleaving the main VEGFA receptor KDR. FASEB J. Off. Publ. Fed.
Am. Soc. Exp. Biol. 2019, 33, 5058–5066. [CrossRef] [PubMed]

27. Wenta, T.; Zurawa-Janicka, D.; Rychlowski, M.; Jarzab, M.; Glaza, P.; Lipinska, A.; Bienkowska-Szewczyk, K.;
Herman-Antosiewicz, A.; Skorko-Glonek, J.; Lipinska, B. HtrA3 is a cellular partner of cytoskeleton proteins
and TCP1α chaperonin. J. Proteomics 2018, 177, 88–111. [CrossRef]

28. Stewart, S.A.; Dykxhoorn, D.M.; Palliser, D.; Mizuno, H.; Yu, E.Y.; An, D.S.; Sabatini, D.M.; Chen, I.S.Y.;
Hahn, W.C.; Sharp, P.A.; et al. Lentivirus-delivered stable gene silencing by RNAi in primary cells. RNA 2003,
9, 493–501. [CrossRef]

29. Chien, J.; Ota, T.; Aletti, G.; Shridhar, R.; Boccellino, M.; Quagliuolo, L.; Baldi, A.; Shridhar, V. Serine protease
HtrA1 associates with microtubules and inhibits cell migration. Mol. Cell Biol. 2009, 29, 4177–4187. [CrossRef]

30. Beleford, D.; Rattan, R.; Chien, J.; Shridhar, V. High temperature requirement A3 (HtrA3) promotes etoposide-
and cisplatin-induced cytotoxicity in lung cancer cell lines. J. Biol. Chem. 2010, 285, 12011–12027. [CrossRef]

31. Chien, J.; Aletti, G.; Baldi, A.; Catalano, V.; Muretto, P.; Keeney, G.L.; Kalli, K.R.; Staub, J.; Ehrmann, M.;
Cliby, W.A.; et al. Serine protease HtrA1 modulates chemotherapy-induced cytotoxicity. J. Clin. Invest. 2006,
116, 1994–2004. [CrossRef] [PubMed]

32. Clawson, G.A.; Bui, V.; Xin, P.; Wang, N.; Pan, W. Intracellular localization of the tumor suppressor
HtrA1/Prss11 and its association with HPV16 E6 and E7 proteins. J. Cell Biochem. 2008, 105, 81–88. [CrossRef]
[PubMed]

33. Kadomatsu, T.; Mori, M.; Terada, K. Mitochondrial import of Omi: The definitive role of the putative
transmembrane region and multiple processing sites in the amino-terminal segment. Biochem. Biophys. Res.
Commun. 2007, 361, 516–521. [CrossRef] [PubMed]

34. Wenta, T.; Jarzab, M.; Rychlowski, M.; Borysiak, M.; Latala, A.; Zurawa-Janicka, D.; Filipek, A.; Lipinska, B.
Cellular substrates and pro-apoptotic function of the human HtrA4 protease. J. Proteomics 2019, 209, 103505.
[CrossRef] [PubMed]

35. Xu, Y.; Jiang, Z.; Zhang, Z.; Sun, N.; Zhang, M.; Xie, J.; Li, T.; Hou, Y.; Wu, D. HtrA1 downregulation induces
cisplatin resistance in lung adenocarcinoma by promoting cancer stem cell-like properties. J. Cell Biochem.
2014, 115, 1112–1121. [CrossRef] [PubMed]

http://dx.doi.org/10.1210/jc.2014-3969
http://dx.doi.org/10.1074/jbc.M114.576744
http://dx.doi.org/10.1371/journal.pone.0045956
http://dx.doi.org/10.3892/mmr.2018.9289
http://dx.doi.org/10.2174/156800909788486704
http://www.ncbi.nlm.nih.gov/pubmed/19519315
http://dx.doi.org/10.1016/j.ccr.2006.03.003
http://www.ncbi.nlm.nih.gov/pubmed/16616334
http://dx.doi.org/10.1016/j.ccr.2006.01.013
http://dx.doi.org/10.1016/j.ccr.2005.10.001
http://www.ncbi.nlm.nih.gov/pubmed/16286247
http://dx.doi.org/10.1038/nature05886
http://www.ncbi.nlm.nih.gov/pubmed/17515920
http://dx.doi.org/10.1096/fj.201802151RR
http://www.ncbi.nlm.nih.gov/pubmed/30601675
http://dx.doi.org/10.1016/j.jprot.2018.02.022
http://dx.doi.org/10.1261/rna.2192803
http://dx.doi.org/10.1128/MCB.00035-09
http://dx.doi.org/10.1074/jbc.M109.097790
http://dx.doi.org/10.1172/JCI27698
http://www.ncbi.nlm.nih.gov/pubmed/16767218
http://dx.doi.org/10.1002/jcb.21804
http://www.ncbi.nlm.nih.gov/pubmed/18452160
http://dx.doi.org/10.1016/j.bbrc.2007.07.053
http://www.ncbi.nlm.nih.gov/pubmed/17662244
http://dx.doi.org/10.1016/j.jprot.2019.103505
http://www.ncbi.nlm.nih.gov/pubmed/31470122
http://dx.doi.org/10.1002/jcb.24751
http://www.ncbi.nlm.nih.gov/pubmed/24356998


Cells 2019, 8, 1112 21 of 21

36. Wang, C.Y.; Lin, Y.S.; Su, W.C.; Chen, C.L.; Lin, C.F. Glycogen synthase kinase-3 and Omi/HtrA2 induce
annexin A2 cleavage followed by cell cycle inhibition and apoptosis. Mol. Biol. Cell 2009, 20, 4153–4161.
[CrossRef]

37. Martins, L.M.; Iaccarino, I.; Tenev, T.; Gschmeissner, S.; Totty, N.F.; Lemoine, N.R.; Savopoulos, J.; Gray, C.W.;
Creasy, C.L.; Dingwall, C.; et al. The serine protease Omi/HtrA2 regulates apoptosis by binding XIAP
through a reaper-like motif. J. Biol. Chem. 2002, 277, 439–444. [CrossRef]

38. Berthelet, J.; Dubrez, L. Regulation of Apoptosis by Inhibitors of Apoptosis (IAPs). Cells 2013, 2, 163–187.
[CrossRef]

39. Zhao, J.; Zhang, J.; Zhang, X.; Feng, M.; Qu, J. High temperature requirement A3 (HTRA3) expression
predicts postoperative recurrence and survival in patients with non-small-cell lung cancer. Oncotarget 2016,
7, 40725–40734. [CrossRef]

40. Melo, E.; Oertle, P.; Trepp, C.; Meistermann, H.; Burgoyne, T.; Sborgi, L.; Cabrera, A.C.; Chen, C.-Y.;
Hoflack, J.-C.; Kam-Thong, T.; et al. HtrA1 Mediated Intracellular Effects on Tubulin Using a Polarized RPE
Disease Model. EBioMedicine 2018, 27, 258–274. [CrossRef]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1091/mbc.e09-02-0174
http://dx.doi.org/10.1074/jbc.M109784200
http://dx.doi.org/10.3390/cells2010163
http://dx.doi.org/10.18632/oncotarget.9173
http://dx.doi.org/10.1016/j.ebiom.2017.12.011
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Materials 
	Plasmid Construction 
	Cell Lines and Cell Culture 
	Western Blotting 
	Retroviral Transduction 
	Fluorescence Microscopy 
	Cell Viability Assay 
	EB/AO Staining 
	Cell Death Analysis 
	Cell Cycle Analysis 
	Clonogenic Assay 
	Wound Healing Assay 
	Statistical Analyses 

	Results 
	HtrA4 Is a Secreted Protein but Also Co-Localizes with Mitochondria and Is Present in the Cytoplasm 
	HtrA4 Decreases Survival of Cancer Cells 
	HtrA4 Promotes Cell Death by Enhancing Apoptosis 
	HtrA4 Enhances the Effect of Chemotherapeutic Agents on Clonogenic Potential and Motility of Cancer Cells 

	Discussion 
	References

