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Abstract
Background: Consistent with fulminant endothelial cell activation, elevated plasma 
von Willebrand factor (VWF) antigen levels have been reported in patients with 
COVID- 19. The multimeric size and function of VWF are normally regulated through 
A Disintegrin And Metalloprotease with ThrombSpondin Motif type 1 motif, member 
13 (ADAMTS- 13)- - mediated proteolysis.
Objectives: This study investigated the hypothesis that ADAMTS- 13 regulation of 
VWF multimer distribution may be impaired in severe acute respiratory syndrome- 
coronavirus- 2 (SARS- CoV- 2) infection contributing to the observed microvascular 
thrombosis.
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1  |  INTRODUC TION

The severe acute respiratory syndrome- coronavirus- 2 (SARS- CoV- 2) 
pandemic has already been responsible for more than 2 million 
deaths caused by severe bilateral pneumonia, venous thrombo-
embolism, and microvascular thrombosis that results in significant 
hypoxia. Although the pathogenic mechanisms contributing to this 
pneumonia remain poorly understood, autopsy studies in COVID- 19 
patients have reported disseminated thrombosis, microangiopa-
thy, and angiogenesis within the pulmonary microvasculature.1,2 
These post- mortem studies also highlighted significant endothelial 
cell (EC) damage within the lungs, including loss of EC tight junc-
tions, separation of EC from basement membranes, and EC apopto-
sis. Interestingly, EC expresses the angiotensin- converting enzyme 
2 receptor and electron microscopy analysis has demonstrated 
the presence of SARS- CoV- 2 within EC.3 A number of other path-
ways have also been implicated in EC injury in patients with severe 
COVID- 19 (e.g., hypoxia, complement pathway activation, and pro- 
inflammatory cytokine production).4

Clinical studies have demonstrated that COVID- 19 is associated 
with a characteristic coagulopathy. Given the normal role of ECs in 
regulating thrombin generation, von Willebrand factor (VWF) re-
lease and platelet adhesion and activation, it seems likely that EC 
damage is critical in triggering this coagulopathy and propensity for 
thrombosis. Consistent with that concept, we and others have ob-
served markedly elevated plasma VWF antigen (VWF:Ag) and VWF 
propeptide (VWF:pp) levels in patients with severe COVID- 19.5,6 

Indeed, patients with severe SARS- CoV- 2 had VWF:pp levels higher 
than those seen in other fulminant vascular disorders such as throm-
botic thrombocytopenic purpura (TTP). The striking increases in 
plasma VWF levels are sustained over weeks and recent studies have 
reported that higher plasma VWF:Ag and VWF:pp levels correlate 
with worse clinical outcomes in patients with severe COVID- 19.5 
Critically, however, it remains unclear whether the increased VWF 
levels play any direct role in modulating microvascular occlusion 
within the lungs, or whether they merely represent a biomarker of 
acute EC activation and damage.

Patients and Methods: Patients with COVID- 19 (n = 23) were recruited from the 
Beaumont Hospital Intensive Care Unit (ICU) in Dublin. Plasma VWF antigen, mul-
timer distribution, ADAMTS- 13 activity, and known inhibitors thereof were assessed.
Results: We observed markedly increased VWF collagen- binding activity in pa-
tients with severe COVID- 19 compared to controls (median 509.1 versus 94.3 IU/dl). 
Conversely, plasma ADAMTS- 13 activity was significantly reduced (median 68.2 IU/dl).  
In keeping with an increase in VWF:ADAMTS- 13 ratio, abnormalities in VWF mul-
timer distribution were common in patients with COVID- 19, with reductions in high 
molecular weight VWF multimers. Terminal sialylation regulates VWF susceptibility 
to proteolysis by ADAMTS- 13 and other proteases. We observed that both N-  and  
O- linked sialylation were altered in severe COVID- 19. Furthermore, plasma levels of 
the ADAMTS- 13 inhibitors interleukin- 6, thrombospondin- 1, and platelet factor 4 
were significantly elevated.
Conclusions: These findings support the hypothesis that SARS- CoV- 2 is associated 
with profound quantitative and qualitative increases in plasma VWF levels, and a mul-
tifactorial down- regulation in ADAMTS- 13 function. Further studies will be required 
to determine whether therapeutic interventions to correct ADAMTS- 13-VWF mul-
timer dysfunction may be useful in COVID- microvascular thrombosis and angiopathy.

K E Y W O R D S
ADAMTS- 13, COVID- 19, multimers, SARS- CoV- 2, von Willebrand factor

Essentials

• COVID- 19 is associated with a characteristic coagulopa-
thy and acute endothelial cell activation.

• Patients with severe COVID- 19 present with elevated 
plasma von Willebrand factor (VWF) levels and changes 
in multimer distribution.

• COVID- 19 results in a modest reduction in A Disintegrin 
And Metalloprotease with ThrombSpondin Motif type 1 
motif, member 13 (ADAMTS- 13) activity, accompanied 
by increased levels of ADAMTS- 13 inhibitors.

• Therapeutic interventions targeting ADAMTS- 13- VWF 
multimer dysfunction may be beneficial in COVID- - 
microvascular thrombosis.
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VWF multimer distribution is a key determinant of its func-
tional activity. High molecular weight multimers (HMWM) bind 
both collagen and platelet glycoprotein Ib alpha (GPIbα) with sig-
nificantly higher affinity compared to low molecular weight mul-
timers (LMWM). In normal plasma, VWF multimer distribution is 
regulated by the metalloprotease ADAMTS- 13 (A Disintegrin And 
Metalloprotease with ThrombSpondin Motif type 1 motif, member 
13). Dysregulation of VWF proteolysis by ADAMTS- 13 is important 
in the etiology of a number of microangiopathies that share similar 
features to severe COVID- 19 (notably TTP and cerebral malaria).7 
Although several studies have reported elevated plasma VWF levels 
in severe COVID- 19,6,8– 12 the data on VWF multimer patterns is less 
clear. To gain further insights into the potential dysregulation of the 
VWF- - ADAMTS- 13 axis in COVID- 19, we investigated VWF multi-
mer distribution, as well as a series of factors shown to influence the 
susceptibility of VWF to ADAMTS- 13 proteolysis.

2  |  METHODS

Following study approval by the Hospital Research Ethics Committee, 
adult patients with COVID- 19 were recruited from the Beaumont 
Hospital Intensive Care Unit (ICU) in Dublin (demographic and clini-
cal details can be found in Table S1 in supporting information). A 
local control group of 10 healthy individuals (median age of 46 years, 
72% male) was utilized for comparison in this study. All participants 
had a positive SARS- CoV- 2 polymerase chain reaction result and all 
received low molecular weight heparin thromboprophylaxis. Blood 
samples were collected into 3.2% sodium citrate on admission to 
ICU. Plasma VWF:Ag and VWF collagen binding activity (VWF:CB) 
were determined by ELISA and VWF sialylation assessed using 
modified lectin- binding arrays as before.13 VWF multimer analy-
sis was performed as previously described.7 ADAMTS- 13 activity 
was quantified using a commercial FRETS- VWF73 assay (Peptides 
International, Inc.). Plasma interleukin (IL- ) 6, thrombospondin (TSP- ) 
1, and platelet factor 4 (PF4) levels were measured using commer-
cial ELISA kits (R&D Systems). Normally and non- normally distrib-
uted quantitative data were compared using the Student’s t- test 
and Mann- Whitney U test, respectively. Data were analyzed using 
GraphPad Prism 8 and a P- value of <.05 was considered statistically 
significant.

3  |  RESULTS AND DISCUSSION

Twenty- three patients (19 males and 5 females) were included in 
the study with a median age of 55 (range 37– 72) years. Underlying 
comorbidities were evident in 22 patients (96%) with a median co-
morbidity count of 3 (range 0– 4). Four patients developed radiologi-
cally confirmed venous thrombosis during their inpatient stay and 
two patients developed pulmonary embolism following discharge. 
At time of writing 19 patients (82.6%) have been discharged from 
hospital with median length of ICU and hospital stay of 15.5 (range 

2– 79) and 21 (range 6– 125) days, respectively. Three patients died 
during the study.

In keeping with previous reports, plasma VWF:Ag levels were 
markedly elevated in patients with severe COVID- 19 compared to 
healthy controls (median 580 IU/dl [interquartile range (IQR) 360– 
798; P < .0001]; Figure 1A). The VWF:CB assay is a functional 
qualitative assay sensitive to alterations in HMWM. We observed 
that VWF:CB was also significantly increased in COVID- 19 patients 
compared to controls (median 509 IU/dL [IQR 385– 879; P < .0001]; 
Figure 1B). However, significant inter- patient variability was seen 
in the VWF:CB/VWF:Ag ratio (Figure 1C) and despite the marked 
increase in VWF:Ag levels, the VWF:CB/VWF:Ag ratio was not 
significantly increased compared to healthy controls. Interestingly, 
previous studies have reported that increases in qualitative VWF 
ristocetin cofactor activity (VWF:RCo) in COVID- 19 patients are 
consistently lower compared to increases in quantitative plasma 
VWF:Ag levels in the same patients.6,8,11,12,14,15 Together, these 
data suggest that COVID- 19 infection is not only associated with a 
marked quantitative increase in plasma VWF levels, but also impacts 
VWF functional activity.

To further investigate the mechanism(s) underlying this obser-
vation, VWF multimer distribution was analyzed in patients with se-
vere COVID- 19. A number of important differences were observed 
in patients compared to normal control plasma. In particular, a rela-
tive decrease in HMWM was a common feature seen in 18/23 (78%) 
of patients studied (Figure 1D,E). Recent studies have reported 
differences in HMW multimers in patients with severe COVID- 19. 
In keeping with our findings, Doevelaar et al. reported loss of the 
largest VWF multimers in 75% of patients with severe COVID- 19.16 
Similarly, Mancini et al. found that HMWM decreased progressively 
with increasing intensity of supportive care required.8 In contrast, 
however, Philippe et al. reported significantly higher VWF HMWM 
in critical COVID- 19 patients compared to non- critical controls.9 
Further studies will be necessary to elucidate the explanations un-
derlying these findings. However, it seems likely that they may relate 
in part to differences in the patient cohorts studied, the timing of 
sample collection, and the methods utilized for VWF multimer anal-
ysis. A similar loss of HMWM has been described in patients with 
acute TTP where it has been attributed to consumption of hyper- 
active HMWM multimers binding to platelet GPIbα causing platelet 
adhesion and subsequent aggregation leading to microthrombi and 
blood vessel occlusion.17 It seems possible that similar consump-
tion of HMWM VWF may be occurring in COVID coagulopathy. 
Importantly, ultra- large (UL- ) VWF multimers were not observed in 
any of our patients with severe COVID- 19, which is consistent with 
previous studies.8,16 However, an increase in LMWM VWF and a 
smearing of the normal VWF triplet pattern were observed on mul-
timer analysis for all COVID- 19 patients (Figure 1D). Taken together, 
these data suggest that severe COVID- 19 is associated with con-
sumption of HMWM, but also that it impacts in other ways upon 
normal VWF proteolysis in vivo.

Following secretion from EC, ultra- large VWF multimers nor-
mally undergo partial proteolysis by ADAMTS- 13. Consequently, we 
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F I G U R E  1  A, Plasma von Willebrand factor antigen (VWF:Ag), B, collagen binding activity, and D,E, multimer distribution in patients 
with severe COVID- 19. Plasma samples were collected from patients with severe COVID- 19 following admission to the intensive care unit 
and compared to healthy controls. Data are presented as median and the interquartile range unless otherwise stated (***P < .001). Asterisk 
symbols on multimer lanes indicate pronounced abnormal smearing of triplet structure bands, also shown in inset image. MWM, molecular 
weight multimers; NPP, normal pooled plasma; VWF:CB, VWF collagen binding activity
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F I G U R E  2  A Disintegrin And Metalloprotease with ThrombSpondin Motif type 1 motif, member 13 (ADAMTS- 13) regulation of von 
Willebrand factor (VWF) multimers in patients with severe COVID- 19. A– C, ADAMTS- 13 activity was reduced in patients with severe 
COVID- 19 resulting in an increased VWF/ADAMTS- 13 ratio with a direct inverse correlation. D & E, Altered N-  and O- linked VWF sialylation 
was observed in COVID- 19 patients. F– J, Elevated levels of ADAMTS- 13 inhibitors, IL- 6, TSP- 1, and PF4 were observed and TSP- 1 and PF4 
levels correlated significantly with ADAMTS- 13 activity. IL- 6, interleukin- 6; MAA, Maackia amurensis; PF4, platelet factor 4; SNA, Sambucus 
nigra agglutinin; TSP- 1, thrombospondin- 1. *P < .05, **P < .01, ***P < .001, ****P < .0001
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next investigated ADAMTS- 13 activity in patients with SARS- CoV- 2 
infection. In keeping with previous studies, significantly reduced 
ADAMTS- 13 activity was seen in patients with severe COVID- 19 com-
pared to controls (median 68.2% [IQR 56– 78; P < .001]; Figure 2A). 
Reduced plasma ADAMTS- 13 levels have previously been reported 
in association with other types of sepsis including Plasmodium falci-
parum malaria and Dengue virus. Lower ADAMTS- 13 activity in se-
vere COVID- 19 is likely to be attributable in part to reduced hepatic 
ADAMTS- 13 synthesis. However, increased ADAMTS- 13 consump-
tion or clearance leading to deficiency has also been previously asso-
ciated with markedly elevated plasma VWF levels, which is a hallmark 
of severe COVID- 19. Moderately reduced ADAMTS- 13 levels were 
a consistent finding in severe COVID- 19 infection in which all our 
patients had residual ADAMTS- 13 activity levels above 50 IU/dl  
compared to TTP patients, whose levels are reduced to less than 
10 IU/dl. However, under high shear induced blood flow conditions, 
much higher ADAMTS- 13 levels are required to effectively cleave 
ultra large VWF multimers released from EC that could potentially 
mediate COVID- 19 thrombosis.18

This mechanism may be important when considered in the con-
text of the massively increased plasma VWF levels. In contrast to 
other types of sepsis, severe COVID- 19 thus results in a major in-
crease in the VWF/ADAMTS- 13 ratio (Figure 2B) and a significant 
inverse correlation was observed between VWF:Ag levels and 
ADAMTS- 13 activity (Figure 2C). Moreover, this imbalance between 
substrate and enzyme under high shear stress is likely to be even 
more pronounced in the lung microvasculature where EC damage is 
most evident.

ADAMTS- 13 regulates multimer distribution by specifically 
cleaving VWF at the Tyr1605- Met1606 bond within the A2 domain. 
This cleavage site is flanked by two N- linked glycan sites (N1515 
and N1574 in A2). Terminal sialic acid residues on these N- glycan 
chains have been shown to regulate the susceptibility of VWF to 
ADAMTS- 13 proteolysis.19 The Sambucus nigra agglutinin (SNA) lec-
tin has specific affinity for terminal α2- 6 linked sialic acid. This type 
of sialic acid accounts for approximately 80% of the total sialylation 
on human VWF and is predominantly expressed on N- glycans.20 We 
observed significantly enhanced SNA binding to VWF in patients 
with severe COVID- 19 compared to controls (median 114.7% [IQR 
87– 144; P < .05]; Figure 2D). In contrast, Maackia amurensis lectin 
II (MAA- II; affinity for terminal α2- 3 linked sialic acid on VWF O- 
glycans) binding to VWF was significantly reduced in COVID- 19 pa-
tients (median 71.8% [IQR 55– 85; P < .05]; Figure 2E). Collectively, 
these data suggest that the post- translational processing of VWF 
within EC is altered in severe COVID- 19, which is perhaps unsur-
prising given the marked increase in VWF biosynthesis and EC dam-
age that are features of the condition. Altered VWF sialylation in 
severe COVID- 19 has important biological relevance. First, α2- 6 
sialylation expression on VWF has been shown to influence suscep-
tibility to proteolysis by ADAMTS- 13 and other proteases.19 In par-
ticular, sialyation has been shown to protect VWF from proteolysis 
by plasmin21 and recent studies have reported markedly elevated 
plasmin generation in patients with severe COVID- 19.22 Second, 

hypersialylation also results in an extended VWF half- life, which has 
recently been reported in patients with severe COVID- 19.5 Finally, 
platelet- derived VWF has significantly reduced α2- 6 sialic acid ex-
pression compared to EC- derived VWF.23 Consequently, our data 
suggest that the markedly elevated plasma VWF levels observed in 
SAR- CoV- 2 patients predominantly result from EC rather than plate-
let activation.

In addition to VWF glycosylation, a number of other putative 
regulators of ADAMTS- 13 activity have been reported. For exam-
ple, high levels of IL- 6, TSP- 1, and PF4 have been shown to inhibit 
ADAMTS- 13.24- 26 We observed that plasma levels of IL- 6 were sig-
nificantly elevated in patients with severe COVID- 19 compared to 
controls (median 198.1 pg/ml [IQR 80– 385; P < .05]; Figure 2F). 
Although plasma IL- 6 levels were increased, absolute concentrations 
did not reach those necessary to inhibit ADAMTS- 13 activity (>50 ng/
ml).24 Similarly, plasma TSP- 1 levels were also elevated in COVID- 19 
patients (median 1824.9 ng/ml [IQR 1537– 2153; P < .001]) and TSP- 1 
levels inversely correlated with ADAMTS- 13 activity25 (Figure 2H). 
Finally, plasma PF4 levels were significantly elevated in patients with 
severe COVID- 19 compared to healthy controls (median 652.6 ng/
ml, [IQR 270.6– 1263]; P < .0001; Figure 2I). Moreover, PF4 levels 
also were inversely correlated with ADAMTS- 13 activity (P = .03; 
Figure 2J). These data suggest that high concentrations TSP- 1 re-
leased from perturbed vascular EC or elevated PF4 levels secreted 
from activated platelets may inhibit in vivo ADAMTS- 13 activity in 
patients with severe COVID- 19. Furthermore, coagulation and fibri-
nolytic cascade activation are prominent features of COVID- 19 co-
agulopathy. This is relevant as previous studies have demonstrated 
that ADAMT- 13 is susceptible to proteolytic inactivation by both 
thrombin and plasmin.21,27 Consequently, our data support the hy-
pothesis that ADAMTS- 13 regulation of VWF multimer distribution 
is impacted through multiple mechanisms in patients with severe 
COVID- 19.

In conclusion, our findings demonstrate that SARS- CoV- 2 is 
associated with profound quantitative and qualitative increases 
in plasma VWF levels. In addition, severe COVID- 19 also down- 
regulates ADAMTS- 13 function through a variety of different mech-
anisms. Importantly, consumption of HMWM- - VWF is a common 
feature in patients with severe COVID- 19 infection requiring ICU 
support. Thus, plasma VWF multimer distribution in these patients 
is similar to that typically associated with acute TTP. Further stud-
ies will be required to determine whether therapeutic interventions 
targeted at reversing ADAMTS- 13 dysfunction may constitute a 
useful adjunctive measure in the management of COVID- induced 
microangiopathy.

ACKNOWLEDG MENTS
The Irish COVID- 19 Vasculopathy Study (ICVS) is supported by a 
Health Research Board COVID- 19 Rapid Response award (COV19- 
2020- 086). This research was also supported by a philanthropic 
grant from the 3M Foundation to RCSI University of Medicine and 
Health Sciences in support of COVID- 19 research. This work was per-
formed within the Irish Clinical Academic Training (ICAT) Programme, 



1920  |    WARD et Al.

supported by the Wellcome Trust and the Health Research Board 
(Grant Number 203930/B/16/Z), the Health Service Executive, 
National Doctors Training and Planning and the Health and Social 
Care, Research and Development Division, Northern Ireland. J.O.D 
was supported by the National Children’s Research Centre Project 
Award (C/18/1). Open access funding provided by IReL.

CONFLIC TS OF INTERE S T
J.S.O’D has served on the speaker’s bureau for Baxter, Bayer, Novo 
Nordisk, Sobi, Boehringer Ingelheim, Leo Pharma, Takeda, and 
Octapharma. He has also served on the advisory boards of Baxter, 
Sobi, Bayer, Octapharma, CSL Behring, Daiichi Sankyo, Boehringer 
Ingelheim, Takeda, and Pfizer. J.S.O’D has also received research 
grant funding awards from 3M, Baxter, Bayer, Pfizer, Shire, Takeda, 
and Novo Nordisk. PWH has received honoraria and/or travel grants 
from Gilead Sciences, ViiV Healthcare, Bristol Myers Squibb, and 
MSD. RIB has served on the speaker’s bureau for Bayer and also 
served on the scientific advisory boards of Roche and Janssen- Cileg. 
RIB’s institution has received research grant funding from Bayer, 
Takeda, Pfizer, Daiichi Sankyo, CSL Behring, Roche, Amgen, Celgene, 
Rigel Pharmaceuticals, Abbvie, Sanofi, MorphoSys AG, Acerta 
Pharma, Jansen- Cileg, Bristol- Myers Squibb, Boehringer Ingelheim, 
Portola, Technoclone, and Alexion. SEW, HF, EK, ML, SS, RD, HM, 
SG, CNC, CB, IML, GFC, UB, and JMO’S, have nothing to disclose.

AUTHOR CONTRIBUTIONS
Contribution: SEW, HF, EK, ML, SS, RD, HM, SG, CNC, CB, IML, 
PWM, GFC, RIB, UB, JMO’S, JSO’D: conception, patient enrollment, 
data collection, and interpretation. All authors contributed to litera-
ture review, final draft writing, and critical revision. All the authors 
have participated sufficiently in this work, take public responsibil-
ity for the content, and have made substantial contributions to this 
research.

ORCID
Hannah Morrin  https://orcid.org/0000-0003-1259-0805 
Jamie M. O’Sullivan  https://orcid.org/0000-0002-1162-8739 
James S. O’Donnell  https://orcid.org/0000-0003-0309-3313 

R E FE R E N C E S
 1. Wichmann D, Sperhake J- P, Lütgehetmann M, et al. Autopsy find-

ings and venous thromboembolism in patients with COVID- 19: a 
prospective cohort study. Ann Intern Med. 2020;173(4):268- 277.

 2. Ackermann M, Verleden SE, Kuehnel M, et al. Pulmonary vascular 
endothelialitis, thrombosis, and angiogenesis in covid- 19. N Engl J 
Med. 2020;383(2):120- 128.

 3. Varga Z, Flammer AJ, Steiger P, et al. Endothelial cell infection and 
endotheliitis in COVID- 19. Lancet. 2020;395(10234):1417- 1418.

 4. O’Sullivan JM, Gonagle DM, Ward SE, Preston RJS, O’Donnell 
JS. Endothelial cells orchestrate COVID- 19 coagulopathy. Lancet 
Haematol. 2020;7(8):e553- e555.

 5. Ward SE, Curley GF, Lavin M, et al. Von Willebrand factor pro-
peptide in severe coronavirus disease 2019 (COVID- 19): evidence 
of acute and sustained endothelial cell activation. Br J Haematol. 
2020;192:714- 719. https://doi.org/10.1111/bjh.17273

 6. Goshua G, Pine AB, Meizlish ML, et al. Endotheliopathy in COVID- 
19- associated coagulopathy: evidence from a single- centre, cross- 
sectional study. Lancet Haematol. 2020;7(8):e575- e582.

 7. O’Regan N, Gegenbauer K, O’Sullivan JM, et al. A novel role for 
von Willebrand factor in the pathogenesis of experimental cerebral 
malaria. Blood. 2016;127(9):1192- 1201.

 8. Mancini I, Baronciani L, Artoni A, et al. The ADAMTS13- von 
Willebrand factor axis in COVID- 19 patients. J Thromb Haemost. 
2021;19(2):513- 521.

 9. Philippe A, Chocron R, Gendron N, et al. Circulating Von Willebrand 
factor and high molecular weight multimers as markers of endo-
thelial injury predict COVID- 19 in- hospital mortality. Angiogenesis. 
2021;1:3.

 10. Capecchi M, Mocellin C, Abbruzzese C, et al. Dramatic presenta-
tion of acquired thrombotic thrombocytopenic purpura associated 
with COVID- 19. Haematologica. 2020;105:e540- e541.

 11. Helms J, Tacquard C, Severac F, et al. High risk of thrombosis in pa-
tients with severe SARS- CoV- 2 infection: a multicenter prospective 
cohort study. Intensive Care Med. 2020;46(6):1089- 1098.

 12. Panigada M, Bottino N, Tagliabue P, et al. Hypercoagulability of 
COVID- 19 patients in intensive care unit: a report of thromboelas-
tography findings and other parameters of hemostasis. J Thromb 
Haemost. 2020;18(7):1738- 1742.

 13. Aguila S, Lavin M, Dalton N, et al. Increased galactose expression 
and enhanced clearance in patients with low von Willebrand factor. 
Blood. 2019;133(14):1585- 1596.

 14. Peyvandi F, Artoni A, Novembrino C, et al. Hemostatic alterations 
in COVID- 19. Haematologica. 2021;106(5):1472- 1475.

 15. Turecek PL, Peck RC, Rangarajan S, et al. Recombinant ADAMTS13 
reduces abnormally up- regulated von Willebrand factor in plasma 
from patients with severe COVID- 19. Thromb Res. 2021;201: 
100- 112.

 16. Doevelaar AAN, Bachmann M, Hölzer B, et al. von Willebrand fac-
tor multimer formation contributes to immunothrombosis in coro-
navirus disease 2019. Crit Care Med. 2021;49(5):e512- e520.

 17. Moake JL, Chow TW. Thrombotic thrombocytopenic pur-
pura: understanding a disease no longer rare. Am J Med Sci. 
1998;316(2):105- 119.

 18. Dong J- F, Whitelock J, Bernardo A, Ball C, Cruz MA. Variations 
among normal individuals in the cleavage of endothelial- derived 
ultra- large von Willebrand factor under flow. J Thromb Haemost. 
2004;2(8):1460- 1466.

 19. McGrath RT, McKinnon TAJ, Byrne B, et al. Expression of terminal 
alpha2- 6- linked sialic acid on von Willebrand factor specifically en-
hances proteolysis by ADAMTS13. Blood. 2010;115(13):2666- 2673.

 20. Ward S, O’Sullivan JM, O’Donnell JS. von Willebrand factor sialyla-
tion— A critical regulator of biological function. J Thromb Haemost. 
2019;17(7):1018- 1029.

 21. Brophy TM, Ward SE, McGimsey TR, et al. Plasmin cleaves von 
willebrand factor at K1491– R1492 in the A1– A2 linker region in a 
shear-  and glycan- dependent manner in vitro. Arterioscler Thromb 
Vasc Biol. 2017;37(5):845- 855.

 22. Bouck EG, Denorme F, Holle LA, et al. COVID- 19 and sepsis 
are associated with different abnormalities in plasma proco-
agulant and fibrinolytic activity. Arterioscler Thromb Vasc Biol. 
2020;41:401- 414.

 23. McGrath RT, van den Biggelaar M, Byrne B, et al. Altered glycosyla-
tion of platelet- derived von Willebrand factor confers resistance to 
ADAMTS13 proteolysis. Blood. 2013;122(25):4107- 4110.

 24. Bernardo A, Ball C, Nolasco L, Moake JF, Dong J. Effects of inflam-
matory cytokines on the release and cleavage of the endothelial 
cell- derived ultralarge von Willebrand factor multimers under flow. 
Blood. 2004;104(1):100- 106.

 25. Bonnefoy A, Daenens K, Feys HB, et al. Thrombospondin- 1 con-
trols vascular platelet recruitment and thrombus adherence in 

https://orcid.org/0000-0003-1259-0805
https://orcid.org/0000-0003-1259-0805
https://orcid.org/0000-0002-1162-8739
https://orcid.org/0000-0002-1162-8739
https://orcid.org/0000-0003-0309-3313
https://orcid.org/0000-0003-0309-3313
https://doi.org/10.1111/bjh.17273


    |  1921WARD et Al.

mice by protecting endothelial VWF from cleavage by ADAMTS13. 
Blood. 2006;107(3):955- 964.

 26. Nazy I, Elliott TD, Arnold DM. Platelet factor 4 inhibits ADAMTS13 
activity and regulates the multimeric distribution of von Willebrand 
factor. Br J Haematol. 2020;190(4):594- 598.

 27. Crawley JTB, Lam JK, Rance JB, et al. Proteolytic inac-
tivation of ADAMTS13 by thrombin and plasmin. Blood. 
2005;105(3):1085- 1093.

SUPPORTING INFORMATION
Additional supporting information may be found online in the 
Supporting Information section.

How to cite this article: Ward SE, Fogarty H, Karampini E, 
et al; the Irish COVID- 19 Vasculopathy Study (iCVS) 
investigators. ADAMTS13 regulation of VWF multimer 
distribution in severe COVID- 19. J Thromb Haemost. 
2021;19:1914– 1921. https://doi.org/10.1111/jth.15409

APPENDIX 1
Additional investigators of the Irish COVID- 19 Vasculopathy Study 
(ICVS).

Niamh O’Connell (National Coagulation Centre, St James’s 
Hospital, Dublin), Kevin Ryan (National Coagulation Centre, St 
James’s Hospital, Dublin), Mary Byrne (National Coagulation Centre, 
St James’s Hospital, Dublin), Liam Townsend (St James’s Hospital, 
Trinity College Dublin, Ireland), Natalie L McEvoy (Department 
of Anaesthesia and Critical Care, RCSI, Dublin), Jennifer Clarke 
(Department of Anaesthesia and Critical Care, RCSI, Dublin), 
Maria Boylan (Department of Anaesthesia and Critical Care, RCSI, 
Dublin), Razi Alalqam (Department of Anaesthesia and Critical Care, 
RCSI, Dublin), Amy P Worrall (Department of Infectious Diseases, 
Beaumont Hospital, Dublin, Ireland), Claire Kelly (Department of 
Haematology, Beaumont Hospital, Dublin, Ireland), Eoghan de Barra 
(Department of Infectious Diseases, Beaumont Hospital, Dublin, 
Ireland), Roger Preston (Irish Centre for Vascular Biology, Royal 
College of Surgeons in Ireland), Dermot Kenny (Irish Centre for 
Vascular Biology, Royal College of Surgeons in Ireland).

https://doi.org/10.1111/jth.15409

