A quantitative loop-mediated isothermal amplification assay for
detecting a novel goose astrovirus

Dalin He,*"* Jing Yang, ™" Xiaoning Jiang,™ """ Yun Lin,*""* Hao Chen," Yi Tang,* """ and

Youxiang Diao

*7.[-’i

*College of Animal Science and Technology, Shandong Agricultural University, Tai’an, Shandong Province 271018,
China; TShandong Provincial Key Laboratory of Animal Biotechnology and Disease Control and Prevention, Tai’an,
Shandong 271018, China; *Shandong Provincial Engineering Technology Research Center of Animal Disease Control
and Prevention, Tai’an, Shandong 271018, China; and $College of Life Science, Qufu Normal University, Qufu,
Shandong Province, China

ABSTRACT In November 2017, a severe infectious
disease that devastated the major goose-producing
regions in China was found to be caused by a novel
goose astrovirus (N-AstV). The objective of this study
was to develop a quantitative loop-mediated isothermal
amplification (QLAMP) assay for the rapid diagnosis of
N-AstV characterized with gout, hemorrhage, and
swellings of the kidneys. A set of 4 specific primers, 2
inner and 2 outer primers, targeting the ORFIa gene of
N-AstV were designed for the assay which could be

completed within 60 min at 65°C in a water bath or on a
real-time PCR instrument for quantitative analysis. The
qLAMP assay showed a high sensitivity with a detection
limit of 1 X 10" copies of the target DNA /pL. There were
no cross-reactions with other viruses, and the reproduc-
ibility of the assay was confirmed in intrasensitivity and
intersensitivity assay tests with variability ranging from
0.61 to 2.21%. The results indicated that the qLAMP
assay for N-AstV was a simple, accurate, rapid, sensitive,
and specific, especially useful for field detection.
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INTRODUCTION

Astrovirus (AstV) infections in poultry are typically
characterized by high morbidity and mortality, poor
feed conversion, and growth retardation (Day and
Zsak, 2010; Pantin-Jackwood et al., 2011). Most avian
species, including chickens, ducklings, goslings, and
Turkey poults, are susceptible to AstV, and infections
could lead to severe economic losses (Baxendale and
Mebatsion, 2004; Chen et al., 2012; Zhang et al.,
2017). In 2017, a novel disease of gooselings character-
ized by severe articular gout, hemorrhage, and swelling
of the kidneys was first reported in several provinces in
China. The morbidity in gooselings due to the disease
was up to 80%, and the mortality was up to 50%, result-
ing in serious economic losses to the Chinese goose indus-
try (Niu et al., 2018). After isolation, propagation,
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biological characterization, and genomic analysis, the
causative agent was identified as a novel goose astrovirus
(designated as N-AstV) (Yang et al., 2018).

Members of the family Astroviridae are classified
into 2 genera, Mamastrovirus, whose members infect
mammals (mammalian astroviruses) and Avastrovirus,
whose members infect birds (avian astroviruses). The
International Committee on Taxonomy of Viruses rec-
ognizes 3 virus species within the Awastrovirus genus:
Awastrovirus 1, including turkey astrovirus 1 and 2;
Awvastrovirus 2, including avian nephritis virus and
chicken astrovirus; and Awvastrovirus 3, including the
duck astrovirus (DAstV) types 1 and 2 (Smyth,
2017). Based on the amino acid (aa) sequences of the
ORF2-encoded capsid protein, the N-AstV was found
to belong to Awastrovirus 8 (Zhang et al., 2018).
Like other avian astroviruses, N-AstV has a positive-
sensed single-stranded RNA genome and a nonenvel-
oped virion particle of approximately 27- to 30-nm
diameter (Bidin et al., 2012). The homology of nucleo-
tide (nt) and aa sequences homology between the
genome of N-AstV and those of other avian astrovi-
ruses is low (nt: 44.2-67.7%, aa: 28-72.5%). Although
isolated from goose, the nt and aa homology of N-AstV
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compared with those of other goose astroviruses was
also quite low (nt: 49-61.1%, aa: 39.1-63.4%) (Yang
et al., 2018).

Current assay methods used for detecting avian
astroviruses are mainly based on the PCR (Koci
et al., 2000; Tang et al., 2005; Day et al., 2007,
Zhao et al., 2011). The ELISA is also used but mainly
for detecting antibodies against avian astroviruses
(Tang et al., 2005; Hewson et al., 2010; Meliopoulos
et al., 2014). Among the more recent advances in viro-
logical diagnostic techniques, the loop-mediated
isothermal amplification (LAMP) technique (Notomi
et al., 2000) has been applied successfully in various
forms for the rapid detection of various families of vi-
ruses, including avian astroviruses (Imai et al., 2006;
Curtis et al., 2008; Mekata et al., 2009; Zhao et al.,
2012; Yu et al., 2020). Unlike PCR, which requires
one pair of primers, LAMP assay uses a set of 4 specific
primers that recognize 6 distinct sequences in the
target DNA to conduct an autocycling strand displace-
ment DNA synthesis reaction by the Bst DNA poly-
merase large fragment. It is considered to be a low-
cost, time-saving, highly specific, and sensitive method
(Chotiwan et al., 2017) and can be completed within
1 h at a temperature range of 60°C—65°C without
the use of a thermocycler. The amplified DNA prod-
ucts can either be detected as a ladder-like pattern us-
ing agarose gel electrophoresis or be visualized under
UV light after adding a fluorescent dye (Yang et al.,
2017). Alternatively, the reaction can be assessed by
following a by-product of the reaction, magnesium py-
rophosphate, which can be visualized by the naked eye
(Tomita et al., 2008; Mekata et al., 2009).

Recently, an EvaGreen-based quantitative LAMP
(qLAMP) assay has become popular (Lee et al.,
2017). Compared with the SYBR Green I-based
qLAMP assay, EvaGreen has the important advantage
of being less inhibitory to the PCR and is less likely to
cause nonspecific amplification (Ihrig et al., 2006).
Another advantage of the EvaGreen method over
SYBR Green is that aerosol contamination in the latter
can be avoided because the tubes are closed throughout
the reaction (Yang et al., 2017). By using a portable

Table 1. Primers used in the study.
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measuring device, such as the LA-200 Loopamp Real-
Time Turbidimeter (Eiken, Japan) or the Genie III fluo-
rescence detector (OptiGene, China), the assay can be
used for on-site diagnosis (Mekata et al., 2009;
Kurosaki et al., 2016).

In this study, a rapid, simple, sensitive, and specific
qLAMP assay for the detection of N-AstV infection
and disease surveillance was developed by amplifying
the ORF1a gene of N-AstV.

MATERIALS AND METHODS
Ethics Approval

This study was approved by the Committee on the
Ethics of Animal of Shandong (permit number
20,156,681). All subjects gave informed consent for their
participation in the study.

Viruses and Clinical Samples

The N-AstV isolate used in the study was originally iso-
lated from morbid goose kidneys in Pingyuan city, Shan-
dong province, China (Yang et al., 2018). Purified
preparations of Newcastle disease virus (GD14 strain),
Tembusu virus (JX14 strain), goose circovirus (Hebeil4
strain), DAstV (LC strain), goose-origin HIN2-ATV
(GT strain), and goose parvovirus (GD14 strain) were ob-
tained from the Research Institute of Poultry Disease of
Shandong Agricultural University. A total of 30 kidney
samples from suspected cases of N-Ast V—infected goslings,
characterized with gout, were collected from different
areas of China during disease outbreaks. The viruses and
clinical samples were stored at —80°C for subsequent use.

RNA Extraction and cDNA Synthesis

RNA was extracted from the viruses and clinical sam-
ples using the TRIzol RNA Extraction Kit (Catalog No
EC301-11, TransGen Biotech, Beijing, China) according
to the manufacturer’s instructions. The first strand of
cDNA was generated from the RNA using the reverse-
transcriptase M-MLV (Catalog No 2641Q, Takara,

Annealing
Assay Primer’ Sequences (5'-3') Fragment (bp) temperature
qLAMP N-AstV-F3  GGTTCAGAAAGAAAACGCAG
PCR  N-AstV-B3 GAATGGTCTCATTTTTTTGTTCA
N-AstV-FIP GCGTAAGAGGTTGTGCCTTCATTA
CGAGATGTTCAAATCTGCC
N-AstV-BIP TCTTCGCCAATGGTGATCAGATCCA
TCAACGTGGATAAGCT
N-AstV-F ATTCTTGGCTCGGTTGTC 489 53°C
N-AstV-R CCTGTGTTGCTCCTTCTC

Abbreviations: N-AstV, novel goose astrovirus; qLAMP, quantitative loop-mediated isothermal

amplification.

'N-AstV-F3 = forward outer primer, N-AstV-B3 = backward outer primer, N-AstV-FIP = forward
inner primer, N-AstV-BIP = backward inner primer, N-AstV-F, forward PCR primer, N-AstV-R,

reverse PCR primer.
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Figure 1. Phylogenetic relationship between the N-AstV and other avian astrovirus strains based on the ORF'1a gene in the phylogenetic tree built
using the neighbor-joining method. Abbreviation: N-AstV, novel goose astrovirus.

Dalian, China) using random primers (Catalog No 3801,
Takara, Dalian, China) and used immediately for subse-
quent experiments.

Phylogenetic Analysis of the ORF1a Genes
of Avastroviruses

Phylogenetic analysis of the ORF1a genes of the N-
AstV strain and other avian astroviruses was carried
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Figure 2. Standard curve for the qLAMP assay using ten-fold serial
dilutions of the N-AstV ORF1a recombinant plasmid standards in Tris-
EDTA buffer (1 X 107 copies/uL to 1 X 10" copies/uL). Abbreviations:
N-AstV, novel goose astrovirus; qLAMP, quantitative loop-mediated
isothermal amplification.

out using the MEGA version 7.0 program. The
neighbor-joining method and the bootstrap validation
method with 1,000 replications (Niu et al., 2017) were
used. The GenBank accession numbers of the avastrovi-
ruses used in the sequence comparison are listed in Sup-
plementary information (Supplementary Table 1).

Primer Design

A set of 4 qLAMP primers and a pair of PCR primers
(N-AstV-F and N-AstV-R) were designed based on the
ORF1a gene of N-AstV using an online program (Pri-
merExplorer V5, http://primerexplorer.jp/e/) and
the Primer 5.0 software, respectively. The two inner
primers (N-AstV-FIP and N-AstV-BIP) and 2 outer
primers (N-AstV-F3 and N-AstV-B3) for the qLAMP
assay and the primers used for PCR assays are shown
in Table 1.

Preparation of N-AstV ORF1a Recombinant
Plasmid Standard

The outer primers F3 and B3 were used to amplify the
ORF1a genome of N-AstV by PCR, and the amplified
PCR products were purified using a gel extraction kit
(Takara, Dalian, China), cloned into the pMD18-T vector
(Takara, Dalian, China), and transformed into Escheri-
chia coliDH50 competent cells. The cloned PCR fragment
in the recombinant plasmid, pMDI18-ORFla, was
sequenced by BGI Tech (BGI Tech, Shenzhen, China)
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Figure 3. Sensitivity test results of the qLAMP assay using ten-fold serial dilutions of the plasmid standards in TE buffer (1 X 107 copies/uL to
1 X 10° copies/uL). (A) Real-time amplification plots of the different dilutions of the plasmid standards. (B) Fluorescence of the end products in under
UV light with EvaGreen dye. (C) Results of agarose gel electrophoresis. Abbreviation: qLAMP, quantitative loop-mediated isothermal amplification.

and verified. The plasmid was extracted using the TTAN-
prep Mini Plasmid Kit (TTANGEN biotech, Beijing,
China). The concentration of the plasmid was determined
by the DeNovix DS-11 Spectrophotometer (Denovix), and
the copy number of the plasmid was calculated using the
following  formula: amount (copies/pL) =
(6.02 X 10*) X (ng/uL X 10~%)/(DNA length X 660).

Optimization of the N-AstV qLAMP Assay

The qLAMP assay was conducted in a 25-uL reaction
volume using Bst 2.0 WarmStart DNA Polymerase
(New England Biolabs, Frankfurt, Germany) according
to the manufacturer’s instructions, which contained
1 pL of the FIP (5-GCGTAAGAGGTTGTGCCTT-
CATTACGAGATGTTCAAATCTGCC-3) and BIP
(5-TCTTCGCCAATGGTGATCAGATCCATCAAC
GTGGATAAGCT-3') primers (80 pM of each stock),
1 pL of the F3 and B3 primers (10 pM of each stock),
2.5 uL of the 10 X isothermal amplification buffer,
1.5 uL of 100 mM MgSQOy, 3.5 uL of the 10 mM dNTP
mix, 1.25 uL of the 20 X EvaGreen dye, 1 uL of Bst
DNA polymerase (8,000 U/mL stock), 2 pL of the
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plasmid standard, and 11.25 pL of nuclease-free water.
The reaction temperature (60°C, 63°C, and 65°C) and
reaction time (40, 50 and 60 min) were optimized in a
7300 Real-time PCR system (Applied Biosystems, Fos-
ter City, CA). The time threshold (Tt) values and stan-
dard curve were analyzed using the SDS software
program (version 1.4) and visualized using OriginPro
8.5 software (OriginLab, Northampton, MA). The
qLAMP results were also detected by fluorescence
observation under UV light and 2% agarose gel
electrophoresis.

PCR Assays

The PCR assay was conducted in a 20-puL reaction vol-
ume, containing 10 pL of 2 X Ex Taq Mix, 6 pL of
ddH,0, 1 pL of the forward primer (N-AstV-F) and
1 pL of the reverse primer (N-AstV-R), and 2 pL of
c¢DNA and performed using the PCR system (Applied
Biosystems, Foster City, CA) (Yang et al., 2018). The
PCR conditions were as follows: 95°C for 5 min, then
30 cycles, each consisting of denaturation (95°C for
30 s), annealing (53°C for 30 s) and extension (72°C
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Figure 4. Specificity test results of the gqLAMP assay using Newcastle disease virus (NDV), Tembusu virus (TMUYV), goose circovirus (GoCV),
duck astrovirus (DAStV), goose-origin HIN2-AIV (HIN2-AIV), and goose parvovirus (GPV). (A) Real-time amplification plots of the different virus
strains. (B) Fluorescence of the end products under UV light with EvaGreen dye. (C) Results of agarose gel electrophoresis. Abbreviation: qLAMP,

quantitative loop-mediated isothermal amplification.
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Table 2. Reproducibility analysis of the N-AstV qLAMP assay.

Replicated assay
variability of Tt value

Repeated assay variability
of Tt value

Copy numbers (copies/uL)  Mean SD CV (%)  Mean SD CV (%)
1.0 X 107 14.53 0.12 0.86 14.41 0.18 1.28
1.0 X 10° 18.84 0.12 0.63 18.98 0.36 1.88
1.0 X 10° 23.55 0.14 0.61 23.78 0.27 1.11
1.0 x 10* 28.59 0.46 1.60 28.30 0.57 2.00
1.0 X 10° 32.28 0.27 0.81 32.99 0.30 0.91
1.0 X 10? 40.06 0.72 1.79 39.26 0.70 1.77
1.0 X 10 44.76 0.99 2.21 44.56 0.59 1.32

Abbreviations: N-AstV, novel goose astrovirus; qLAMP, quantitative loop-mediated

isothermal amplification; T't, time threshold.

for 15 s), and followed by a final extension at 72°C for
10 min. The PCR results were analyzed by gel electro-
phoresis with 2% agarose gel.

Sensitivity and Specificity Assessments of
the N-AstV qLAMP Assay

Sensitivity and specificity assessments of the N-AstV
qLAMP assay were conducted using the 7300 Real-
time PCR system. A 10-fold serial dilutions of the
pMD18-ORF1la plasmid standard, ranging from
1 X 10" to 1 X 10° copies/pL in 10-uM Tris-EDTA
buffer (pH 8.0), was prepared and used as templates in
the qLAMP reactions to determine the detection limit
of the assay.

The specificity of the qLAMP assay was tested against
Newcastle disease virus, Tembusu virus, goose circovi-
rus, DAstV, goose-origin HIN2-AIV, and goose parvo-
virus using 2 pL of the cDNA of each virus, and water
as the negative control.

The sensitivity of the corresponding conventional
PCR assay was determined using the qLAMP F3 and
B3 primers and the same plasmid dilution series. The
PCR were monitored using the Applied Biosystem
PCR machine, and the products were electrophoresed
in 2% Tris-acetate-EDTA agarose gel.

Assessing the Reproducibility of the N-AstV
qLAMP Assay

The reproducibility of the qLAMP assay for N-AstV
Diagnosis was tested in terms of replicated assay reac-
tions and repeated assay experiments, using the 10-fold
dilution series of plasmid standards, ranging from
1 X 107 copies/uL to 1 X 10" copies/uL. In the

Table 3. Results of N-AstV diagnosis of clinical samples obtained
with the conventional PCR and the qLAMP assays.

N-AstV PCR
N-AstV qLAMP + - Total
+ 17 13 30
- 0 0 0
Total 17 13 30

Abbreviations: N-AstV, novel goose astrovirus; qLAMP, quantitative
loop-mediated isothermal amplification.

replicated assay test, each dilution in the dilution series
was assayed triplicates in the same run. For the repeated
assay test, the assay of each dilution was repeated in 3
independent runs. The CV of the Tt values obtained
were calculated and used to determine the reproduc-
ibility of the assay (Yang et al., 2017).

Diagnosis of Clinical Samples

A total of 30 samples from suspected cases of N-AstV—
infected gosling kidneys were used to detect the repeat-
ability of this method and were stored at —80°C for sub-
sequent use. cDNAs were generated from tissue
homogenates, and they were used directly in parallel
for both the conventional PCR and qLAMP assays.

RESULTS

Phylogenetic Analysis of the ORF1a Genes
of Avastroviruses

The phylogenetic tree of the ORF1a genes of avastro-
viruses was generated (Figure 1). Overall, it showed that
the N-AstV strain was localized as an independent small
branch, divergent strain group, and within the large
branch that contained the turkey astrovirus type 2 and
duck hepatitis virus type 3 groups.

Establishment of N-AstV ORF1a
Recombinant Standard Curve

The concentration of the N-AstV ORF'1arecombinant
plasmid preparation was 499 ng/uL, determined by a
DS-11 Spectrophotometer (Denovix), and the copy
number was 1.68 X 10! copies /pL. The standard curve
was established between the log of plasmid copy
numbers (copies/uL) and the Tt values (R? = 0.992),
with a regression line revealing an average intercept
and slope of 49.21 and —5.1, respectively (Figure 2).

Determination of the Conditions of the
qLAMP Assay

For best amplification the optimum temperature was
65°C for the activation of Bst DNA polymerase.
Although we could get good amplification at every



A METHOD FOR DETECTING GOOSE ASTROVIRUS

temperature, the best parameters were found to be
60 min at 65°C. The thermal cycling profile for gqLAMP
proceeded as follows: 60 cycles of 64°C for 10 s and 65°C
for 50 s. Fluorescence signals for each sample were
collected at the end of the 65°C step, and the cutoff point
for Tt value was determined as 50 as determined previ-
ously (Tang et al., 2016).

Sensitivity and Specificity of the N-AstV
qLAMP Assay

Performed using 10-fold serial dilutions (1 X 107 to
1 X 10° copies/uL) of the N-AstV ORF1a recombinant
plasmid standards, the qLAMP assay for N-AstV detec-
tion had the lowest detection limit of 1 X 10" copies, and
no amplification signals were observed in the negative
control (Figure 3A). The results of qLAMP assay could
be observed not only by the naked eyes at the dilution
end point with the EvaGreen fluorescent dye under
UV light (Figure 3B) but also by agarose gel electropho-
resis (Figure 3C). However, sensitivity tests for conven-
tional PCR assay indicated that the detection limit of a
conventional PCR assay was 1 X 10 copies
(Supplementary Figure 1).

The specificity experiments showed that strong fluo-
rescent signals were obtained from reactions with
N-AstV, but not from the other viruses and the water
control (Figure 4A). In addition, the results of the spec-
ificity test could also be confirmed by green fluorescence
observed under UV light (Figure 4B), and a typical lad-
der pattern observed on the agarose gel electrophoresis
(Figure 4C). The results indicated that the qLAMP
assay had a high specificity for N-AstV detection.

Reproducibility of N-AstV qLAMP Assay

As summarized in Table 2, the CV of the Tt values
varied from 0.61 to 2.21% in the replicated assay
reactions and from 0.91 to 2.00% in the repeated assay
experiments. These results revealed that the qLAMP
method has a high reproducibility and excellent stability
in detecting N-AstV.

Diagnosis of Clinical Samples

A total of 30 kidney samples were used for the compar-
ative evaluation of the qLAMP and PCR. The results
obtained by gel electrophoresis of the reaction products
are summarized in Table 3. The positive frequency of
N-AstV was determined to be 57% using conventional
PCR and 100% using the qLAMP assay.

DISCUSSION

The sudden outbreak and rapid spread of the N-AstV,
which mainly causes gosling gout, had led to enormous eco-
nomic losses to the goose industry of China. The results of
the phylogenetic analysis, based on the ORFIa gene,
revealed that the N-AstV strain was quite distinct from
all the other strains in the tree. Further understanding of
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the evolutionary relationship between the N-AstV strain
and other avian astroviruses is warranted to determine
whether the novel characteristic symptoms of N-AstV
observed in infected goslings are genetically related.

A sensitive and accurate portable detection method is
vital for the effective and efficient prevention and control
of a disease. The EvaGreen qLAMP assay developed in
this study was rapid, simple, sensitive, and specific and
can be performed without the need for a thermal cycler.
In comparison with a SYBR Green—based LAMP assay,
the SYBR Green I would inhibit amplification if added
before LAMP reaction (Eischeid, 2011), whereas addi-
tion of the fluorescent aye after the reaction could cause
aerosol pollution, giving rise to false-positive results.
Therefore, the EvaGreen-based LAMP assay has over-
come these disadvantages.

To the best of our knowledge, this study was the first
to report the EvaGreen-based LAMP assay for detecting
N-AstV. This assay for N-AstV had a detection limit of 1
X 10" copies/pul., especially the reproducibility of the
assay was confirmed in intrasensitivity and intersensitiv-
ity assay tests with variability ranging from 0.61 to
2.21%. In addition, the specificity of this method was
1,000 times higher than the traditional PCR assay.

In conclusion, the qLAMP assay developed for the
detection of the N-AstV-specific nucleic acid sequence
in the ORF1a gene was proven to be a highly sensitive,
specific, and reliable diagnostic method that could detect
N-AstV in a rapid, simple, and cost-efficient manner.
Considering these advantages, this assay could be
applied as a practical molecular diagnostic tool for
detecting N-AstV infections and disease surveillance in
both the laboratory and the field.

ACKNOWLEDGMENTS

This work was supported by the National Key
Research and Development Program of China
(2018YFD0501506); the Higher Education Support Pro-
gram of Youth Innovation and Technology of Shandong
Province, China (2019KJF022); the China Agriculture
Research System (CARS-42-19); and funds of the Shan-
dong “Double Tops” Program.

DISCLOSURES

The authors declare no conflicts of interest.

SUPPLEMENTARY DATA

Supplementary data associated with this article can
be found in the online version at https://doi.org/10.1
016/j.psj-2020.09.077.

REFERENCES

Baxendale, W., and T. Mebatsion. 2004. The isolation and charac-
terisation of astroviruses from chickens. Avian Pathol. 33:364-370.

Bidin, M., I. Lojki¢, M. Tisljar, Z. Bidin, and D. Majnari¢. 2012.
Astroviruses associated with stunting and pre-hatching mortality
in duck and goose embryos. Avian Pathol. 41:91-97.


https://doi.org/10.1016/j.psj.2020.09.077
https://doi.org/10.1016/j.psj.2020.09.077
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref1
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref1
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref2

6592

Chen, L., Q. Xu, R. Zhang, J. Li, Z. Xie, Y. Wang, Y. Zhu, and
S. Jiang. 2012. Complete genome sequence of a duck astrovirus
Discovered in Eastern China. J. Virol. 86:13833-13834.

Chotiwan, N., C. D. Brewster, T. Magalhaes, J. Weger-Lucarelli,
N. K. Duggal, C. Riickert, C. Nguyen, S. M. Garcia Luna,
J. R. Fauver, B. Andre, M. Gray, W. C. Black, R. C. Kading,
G.D. Ebel, G. Kuan, A. Balmaseda, T. Jaenisch, E. T. A. Marques,
A. C. Brault, E. Harris, B. D. Foy, S. L. Quackenbush, R. Perera,
and J. Rovnak. 2017. Rapid and specific detection of Asian- and
African-lineage Zika viruses. Sci. Transl. Med. 9:eaag0538.

Curtis, K. A., D. L. Rudolph, and S. M. Owen. 2008. Rapid
detection of HIV-1 by reverse-transcription, loop-mediated
isothermal amplification (RT-LAMP). J. Virol. Methods
151:264-270.

Day, J. M., E. Spackman, and M. Pantin-Jackwood. 2007. A multiplex
RT-PCR test for the differential identification of Turkey astrovirus
type 1, Turkey astrovirus type 2, chicken astrovirus, avian
nephritis virus, and avian rotavirus. Avian Dis. 51:681-684.

Day, J. M., and L. Zsak. 2010. Determination and analysis of the full-
length chicken parvovirus genome. Virology 399:59-64.

Eischeid, A. C. 2011. SYTO dyes and EvaGreen outperform SYBR
Green in real-time PCR. BMC Res. Notes 4:263.

Hewson, K. A., D. O’Rourke, and A. H. Noormohammadi. 2010.
Detection of avian nephritis virus in Australian chicken Flocks.
Avian Dis. 54:990-993.

Thrig, J., R. Lill, and U. Miihlenhoff. 2006. Application of the DNA-
specific dye EvaGreen for the routine quantification of DNA in
microplates. Anal. Biochem. 359:265-267.

Imai, M., A. Ninomiya, H. Minekawa, T. Notomi, T. Ishizaki,
M. Tashiro, and T. Odagiri. 2006. Development of H5-RT-
LAMP (loop-mediated isothermal amplification) system for
rapid diagnosis of H5 avian influenza virus infection. Vaccine
24:6679-6682.

Koci, M. D., B. S. Seal, and S. Schultz-Cherry. 2000. Development of
an RT-PCR diagnostic test for an avian astrovirus. J. Virol.
Methods 90:79-83.

Kurosaki, Y., N. Magassouba, O. K. Oloniniyi, M. S. Cherif, S. Sakabe,
A. Takada, K. Hirayama, and J. Yasuda. 2016. Development and
evaluation of reverse transcription-loop-mediated isothermal
amplification (RT-LAMP) assay Coupled with a portable device
for rapid diagnosis of Ebola virus disease in Guinea (T Geisbert,
Ed.). PLoS Negl. Trop. Dis. 10:e0004472.

Lee, S. H., Y. H. Baek, Y.-H. Kim, Y.-K. Choi, M.-S. Song, and J.-
Y. Ahn. 2017. One-pot reverse Transcriptional loop-mediated
isothermal amplification (RT-LAMP) for detecting MERS-CoV.
Front. Microbiol. 7:21766.

Mekata, T., R. Sudhakaran, T. Kono, K. Supamattaya,
N. T. H. Linh, M. Sakai, and T. Itami. 2009. Real-time quanti-
tative loop-mediated isothermal amplification as a simple method
for detecting white spot syndrome virus. Lett. Appl. Microbiol.
48:25-32.

Meliopoulos, V. A., G. Kayali, A. Burnham, C. M. Oshansky,
P. G. Thomas, G. C. Gray, M. A. Beck, and S. Schultz-

HE ET AL.

Cherry. 2014. Detection of antibodies against Turkey astrovirus in
Humans (A Kapoor, Ed.). PLoS One 9:¢96934.

Niu, X., J. Tian, J. Yang, X. Jiang, H. Wang, H. Chen, T. Yi, and
Y. Diao. 2018. Novel goose astrovirus associated gout in gosling,
China. Vet. Microbiol. 220:53-56.

Niu, X., B. Zhang, X. Yu, X. Zhang, Y. Dou, Y. Tang, and
Y. Diao. 2017. Preparation and evaluation of goose reovirus inac-
tivated vaccine. BMC Vet. Res. 13:214.

Notomi, T, H. Okayama, H. Masubuchi, T. Yonekawa, K. Watanabe,
N. Amino, and T. Hase. 2000. Loop-medicated isothermal ampli-
fication of DNA. Nucleic Acids Res. 28:E63.

Pantin-Jackwood, M. J., K. O. Strother, E. Mundt, L. Zsak, J. M. Day,
and E. Spackman. 2011. Molecular characterization of avian
astroviruses. Arch. Virol. 156:235-244.

Smyth, V. 2017. A Review of the Strain Diversity and Pathogenesis of
Chicken Astrovirus. Viruses 9:29.

Tang, Y., M. M. Ismail, and Y. M. Saif. 2005. Development of Antigen-
Capture enzyme-linked immunosorbent assay and RT-PCR for
detection of Turkey astroviruses. Avian Dis. 49:182-188.

Tang, Y., X. Yu, H. Chen, and Y. Diao. 2016. An immunoassay-based
reverse-transcription loop-mediated isothermal amplification
assay for the rapid detection of avian influenza H5N1 virus viremia.
Biosens. Bioelectron. 86:255-261.

Tomita, N., Y. Mori, H. Kanda, and T. Notomi. 2008. Loop-mediated
isothermal amplification (LAMP) of gene sequences and simple
visual detection of products. Nat. Protoc. 3:877-882.

Yang, J., H. Chen, Z. Wang, X. Yu, X. Niu, Y. Tang, and
Y. Diao. 2017. Development of a quantitative loop-mediated
isothermal amplification assay for the rapid detection of novel
goose parvovirus. Front. Microbiol. 8:2472.

Yang, J., J. Tian, Y. Tang, and Y. Diao. 2018. Isolation and genomic
characterization of gosling gout caused by a novel goose astrovirus.
Transbound. Emerg. Dis. 65:1689-1696.

Yu, Z., D. Zhang, K. Yang, C. Bai, Y. Li, J. Li, S. Jiang, and
Y. Wang. 2020. A simple and rapid diagnostic method to detect
new goose astrovirus using reverse-transcription loop-mediated
isothermal amplification. 3 Biotech. 10:20.

Zhang, X., D. Ren, T. Li, H. Zhou, X. Liu, X. Wang, H. Lu, W. Gao,
Y. Wang, X. Zou, H. Sun, and J. Ye. 2018. An emerging novel goose
astrovirus associated with gosling gout disease, China. Emerg.
Microbes Infect. 7:1-8.

Zhang, Y., F. Wang, N. Liu, L. Yang, and D. Zhang. 2017. Complete
genome sequence of a novel avastrovirus in goose. Arch. Virol.
162:2135-2139.

Zhao, X., Y. Zhang, H. Xiaowei, L. Wenmei, L. SHI, J. Guiyuan,
L. Yang, J. Wang, X. Zhenbo, N. Zhong, X. Chen, and
X. Chen. 2012. Development and evaluation of reverse-transcription
loop-mediated isothermal amplification for rapid detection of human
immunodeficiency virus type 1. Indian J. Med. Microbiol. 30:391.

Zhao, W.,; A. L. Zhu, C. L. Yuan, Y. Yu, C. X. Zhu, D. L. Lan,
Z. B. Yang, L. Cui, and X. G. Hua. 2011. Detection of astrovirus
infection in pigeons (Columbia livia) during an outbreak of diar-
rhoea. Avian Pathol. 40:361-365.


http://refhub.elsevier.com/S0032-5791(20)30729-X/sref3
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref3
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref3
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref4
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref5
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref5
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref5
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref5
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref6
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref6
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref6
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref6
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref7
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref7
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref8
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref8
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref9
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref9
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref9
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref10
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref10
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref10
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref10
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref11
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref11
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref11
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref11
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref11
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref12
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref12
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref12
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref13
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref14
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref14
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref14
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref14
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref15
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref15
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref15
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref15
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref15
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref16
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref16
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref16
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref16
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref17
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref17
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref17
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref18
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref18
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref18
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref19
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref19
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref19
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref21
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref21
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref21
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref22
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref22
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref23
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref23
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref23
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref24
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref24
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref24
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref24
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref25
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref25
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref25
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref26
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref26
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref26
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref26
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref27
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref27
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref27
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref28
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref28
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref28
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref28
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref29
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref29
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref29
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref29
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref30
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref30
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref30
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref31
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref31
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref31
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref31
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref31
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref32
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref32
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref32
http://refhub.elsevier.com/S0032-5791(20)30729-X/sref32

	A quantitative loop-mediated isothermal amplification assay for detecting a novel goose astrovirus
	Introduction
	Materials and methods
	Ethics Approval
	Viruses and Clinical Samples
	RNA Extraction and cDNA Synthesis
	Phylogenetic Analysis of the ORF1a Genes of Avastroviruses
	Primer Design
	Preparation of N-AstV ORF1a Recombinant Plasmid Standard
	Optimization of the N-AstV qLAMP Assay
	PCR Assays
	Sensitivity and Specificity Assessments of the N-AstV qLAMP Assay
	Assessing the Reproducibility of the N-AstV qLAMP Assay
	Diagnosis of Clinical Samples

	Results
	Phylogenetic Analysis of the ORF1a Genes of Avastroviruses
	Establishment of N-AstV ORF1a Recombinant Standard Curve
	Determination of the Conditions of the qLAMP Assay
	Sensitivity and Specificity of the N-AstV qLAMP Assay
	Reproducibility of N-AstV qLAMP Assay
	Diagnosis of Clinical Samples

	Discussion
	Acknowledgments
	Disclosures
	Supplementary data
	References


