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This Expression of Concern has been lifted after the article was replaced with a revised version.

The citation for the article has changed from

Genome Biology and Evolution, Volume 11, Issue 7, July 2019, Pages 1712–1722, doi:10.1093/gbe/evz120

to

Genome Biology and Evolution, Volume 11, Issue 11, November 2019, Pages 3082–3093, doi:10.1093/gbe/evz120
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