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A B S T R A C T   

Objective: Food accumulation fever (FAF), a common clinical disease in children, is generally 
induced by the excessive intake of high-calorie or high-fat foods. Zhiqiao Chuanlian decoction 
(ZQCLD) is a classical traditional Chinese medicine (TCM) that may have therapeutic effects on 
FAF. 
Methods: Network pharmacological analyses of ZQCLD and FAF were conducted. Animal exper
iments lasted for 14 days. Rats in the model, positive control, and low-, medium-, and high-dose 
groups were fed a high-calorie diet. On days 11–14, the positive group was given a domperidone 
solution. The low-, medium-, and high-dose groups were administered different concentrations of 
ZQCLD. The body temperature, gastric emptying rate, and intestinal propulsion rate were 
measured. Relevant indicators were determined by ELISA. 
Results: The main target proteins included IL-1β, C–C motif chemokine 2 (CCL2), prostaglandin G/ 
H synthase 2 (PTGS2), transcription factor AP-1 (JUN), haem oxygenase 1 (HMOX1), interferon- 
gamma (IFN-γ), peroxisome proliferator-activated receptor-gamma (PPAR-γ), and inducible nitric 
oxide synthase (NOS2/iNOS). Compared with those in the control group, body weight, gastric 
emptying rate, intestinal propulsion rate, and neuronal nitric oxide synthase (NOS1/nNOS) levels 
were significantly lower in the model group, whereas body temperature and endotoxin, inter
leukin-1β (IL-1β), PGE2, and iNOS levels were increased. In each treatment group, body tem
perature and PGE2 levels returned to normal levels. Compared with those in the model group, the 
gastric emptying rates in the positive group and the low- and medium-dose groups increased; the 
intestinal propulsion rates were higher in the medium- and high-dose groups, whereas the 
endotoxin and IL-1β levels were lower; and the nNOS level was higher in the high-dose group, 
whereas the iNOS level was lower. 
Conclusions: ZQCLD may treat FAF by regulating jejunal IL-1β and nNOS, serum endotoxin, and 
hypothalamic PGE2 and iNOS levels.  
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1. Introduction 

With improvements in living standards in recent years, children’s diets have exhibited a trend towards eutrophication. An 
increasing number of delicious, high-calorie, and high-nutrient foods are available for this purpose. The parents’ desire for adequate 
nutrition for their children may result in a high food consumption by the children [1]. Children may be attracted to the enticing 
flavours and textures of these foods, leading to excessive intake [2–4]. According to traditional Chinese medicine (TCM) theory, 
continuous excessive intake of high-calorie or high-fat foods may result in bloating or abdominal pain, hiccups, nausea and vomiting, 
loss of appetite, constipation, or loose stools, which is called food accumulation (FA). This is similar to the functional dyspepsia (FD) in 
modern medicine [5]. Owing to an underdeveloped digestive system, children are more susceptible to damage from overeating [6]. 
This results in FA being more common in children than in adults. Furthermore, a particular phenomenon has been observed in clinical 
practice in which FA can lead to fever without coinfection. This condition is called FA fever (FAF) and has been documented in ancient 
TCM books. Because there is no established standard definition or accepted diagnostic criteria, FAF is typically treated as one of two 
independent disorders: dyspepsia or fever. Consequently, antibiotics, antipyretics, and digestive system stimulants are frequently used 
to treat the symptoms. However, these separate therapeutic approaches can quickly result in disease recurrence and other gastroin
testinal symptoms [7,8]. When FA and FAF are not treated in a timely manner, they may further affect the subsequent growth and 
development of children [9,10]. Therefore, it is necessary to study FAF, which has been well recorded in ancient texts, but has received 
little attention in recent years. 

Previous animal studies have shown that long-term (>21 days) free intake of high-calorie, high-sugar, or high-fat diets can lead to 
decreased gastrointestinal motility in animal models [11,12], accompanied by gastrointestinal mucosal barrier damage [13] and local 
intestinal inflammation [14,15]. Moreover, systemic inflammation may increase [16]. Some short-term experiments (6–21 d) [17–20] 
revealed that these dietary patterns have an impact on gastrointestinal motility and the gastrointestinal mucosal barrier, accompanied 
by local intestinal inflammation. However, the impact of short-term but excessive high-calorie dietary intake on young individuals 
remains unclear. Moreover, the reason for the FA-induced increase in body temperature due to FA in children remains unclear. The 
present study was conducted to address this issue. 

In China, TCM has been used for more than 2000 years. With the advantages of abundant resources, few side effects, stable efficacy, 
and multiple pathways of action, TCM has shown significant therapeutic potential in many basic and clinical studies [21]. Zhiqiao 
Chuanlian decoction (ZQCLD) is a classical TCM prescription composed of Aurantii Fructus and Coptidis Rhizoma, which was recorded in 
ancient texts to relieve FAF caused by consuming excessive amounts high-fat or high-sugar foods. ZQCLD is composed of only two 
drugs, which avoids potential effects of excessive medication in children and is therefore suitable for the treatment of FAF in children. 
Previous studies on the effects of Aurantii Fructus and Coptidis Rhizoma and their underlying mechanisms have shown that Aurantii 
Fructus regulates gastrointestinal motility and alleviates intestinal inflammation [22,23], whereas Coptidis Rhizoma has 
anti-inflammatory and antipyretic properties [24,25]. These studies suggest that ZQCLD may play a therapeutic role by restoring 
gastrointestinal motility, preventing inflammation, and reducing body temperature. However, this hypothesis remains to be verified. 

Network pharmacology is a new branch of pharmacology that uses computer models [26], network analysis methods [27,28] and 
principles of systems biology to analyse the multi-component, multi-target, and multi-pathway synergistic relationships between 
drugs, diseases, and targets [29]. The mechanism of TCM prescription involves multiple targets and levels, similar to the integrity, 
systematisation, and comprehensiveness of network pharmacology. Network pharmacology is a promising method for revealing the 
potential mechanisms and targets of TCM in disease intervention [30]. 

Therefore, this study aimed to explore (i) the mechanisms by which FA causes fever and (ii) the therapeutic effects of ZQCLD 
through network pharmacology analysis and animal experiments to enhance the scientific evidence in support of the TCM theory and 
provide options for the diagnosis and treatment of FAF in children. 

2. Materials and methods 

2.1. Network pharmacology analysis 

2.1.1. Screening of the active ingredients and targets of ZQCLD 
The Traditional Chinese Medicine Systems Pharmacology Database and Analysis Platform (TCMSP) (https://tcmsp-e.com/tcmsp. 

php) [31] was used to screen the chemical components of ZQCLD (Aurantii Fructus and Coptidis Rhizoma) with the following criteria: 
oral bioavailability ≥30 % and drug-likeness ≥0.18 [32]. Targets for these active components were identified using the TCMSP 
database and standardised using the UniProt database (https://www.uniprot.org) [33]. 

2.1.2. Identification of disease-related targets and disease–drug action targets 
The GeneCards (http://www.genecards.org), OMIM (http://www.omim.org), and DisGeNET (http://www.disgenet.org) databases 

were used to search for disease-related targets, using the queries ‘food accumulation’, ‘food retention’, ‘dyspepsia’, and ‘fever’. Because 
the number of targets was large, targets in the GeneCards database with relevance scores higher than the median were chosen, and the 
operation was repeated once [34]. The targets obtained using the queries ‘food accumulation’, ‘food retention’, and ‘dyspepsia’ were 
summarised and deduplicated. The FAF-related targets were obtained by identifying the intersection of the above targets, and the 
targets were obtained using the query ‘fever’ using Venny 2.1.0 (https://bioinfogp.cnb.csic.es/tools/venny). Next, the intersection 
with the targets of ZQCLD was identified to obtain the disease-drug targets. Inflammation may be a key factor in FAF; therefore, the 
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Gene Ontology (GO) functions of disease drug targets were analysed against the UniProt database. Disease-drug targets related to 
‘inflammatory response’ were selected for further studies. 

2.1.3. Network construction and analysis 
A protein-protein interaction (PPI) network was constructed using the STRING database (https://cn.string-db.org) with species 

limited to Homo sapiens. Core targets in the PPI network were selected using Cytoscape 3.8.0 [35] with the CytoNCA plugin [36]. 
Targets with scores above the median were selected for this study. The component–target network was constructed using Cytoscape 
3.8.0, and the NetworkAnalyzer plugin was used to analyse the topology parameters. 

2.1.4. Function enrichment and pathway analysis 
GO function enrichment analysis and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrichment analysis of the core 

targets were performed using R 4.4.2 with the R packages ‘clusterProfiler’ [37], ‘pathview’ [38], ‘org.Hs.eg.db’, and ‘ggplot2’. A 
threshold of P < 0.05 was set. GO enrichment analysis was conducted for the biological process (BP), molecular function (MF), and 
cellular component (CC) categories. 

2.2. Animals and feed 

Sixty 4-week-old SPF-grade healthy Sprague-Dawley rats (120 ± 10 g, 30 male and 30 female) were purchased from SiPeiFu 
Biotechnology Co., Ltd. (Beijing, China, licence number: SCXK (Beijing) 2019-0010). Rats were allowed to acclimate for 1 week before 
the experiments. All animals were housed in the animal laboratory of the Beijing University of Chinese Medicine. 

Ordinary irradiated feed was provided by SiPeiFu Biotechnology Co., Ltd. (Beijing, China). Special high-calorie feed was prepared 
from rice crust, chocolate wafers, beef grains, and commercial wheat flour in a 1:2:2:1 ratio. The high-calorie feed had the same 
appearance and texture as ordinary feed. SiPeiFu Biotechnology Co., Ltd. (Beijing, China) was performed the procurement of raw 
materials, feed production, radiation sterilisation, and quality control. 

2.3. Animal feeding and material collection 

The 60 rats were divided into control, model, positive, low-, medium-, and high-dose groups according to a random number table, 
with five males and five females in each group. To avoid experimental bias owing to subjective human factors, the principle of blinding 
was followed. During the whole process of the animal experiment, the operator and recorder were unaware of the group and specifics 
of the experimental animals. 

The experiment lasted for 14 days. During the experiment, all rats except those in the control group were given high-calorie feed 
and a special high-calorie suspension (Supplementary information 1) by gavage (1 mL per 100 g body weight) once a day. The rats in 
the control group were provided with basic feed and an equal volume of pure water. From days 11–14, rats in the positive control group 
were administered domperidone solution (0.315 mg/mL) (Supplementary information 1 and 2) by gavage (1 mL per 100 g body 
weight) once a day. Rats in the low-, medium-, and high-dose groups were administered ZQCLD solution (0.0475, 0.095, and 0.19 g/ 
mL, respectively) (Supplementary information 1 and 2) by gavage (1 mL per 100 g body weight) once a day. The rats in the control and 
model groups were administered an equal volume of pure water. 

On the morning of day 15, after overnight fasting with free access to water, each rat was administered 2 mL (2 g) of alimentary 
semisolid paste (Supplementary information 1) by gavage. After 30 min, the rats were anaesthetised by intraperitoneal injection of 20 
% urethane (0.7 mL per 100 g body weight). Blood was collected from the abdominal aorta, held at room temperature for 4 h, and 
centrifuged at 1000×g for 20 min. The serum was stored at − 80 ◦C. The upper and lower ends of the rat gastric body were knotted, and 
the gastric body and small intestine were removed at 4 ◦C. Brain tissue was removed and placed on ice. The hypothalamus was 
immediately harvested, weighed, fully homogenised, and centrifuged at 5000×g for 10 min at 4 ◦C. The supernatant was stored at 
− 80 ◦C. After the measurement of the intestinal propulsion rate, 200 mg of jejunal tissue was collected, fully homogenised, and 
centrifuged at 5000×g for 10 min at 4 ◦C. The supernatant was stored at − 80 ◦C. 

2.4. Detection of signs 

Prior to the experiment, the rectal temperatures of the rats in each group were recorded. Every morning, the rats were weighed and 
their daily food intake was recorded. The rectal temperature of the rats was measured. After material collection, the gastric emptying 
and intestinal propulsion rates were calculated (Supplementary Information 2). The levels of endotoxin in the serum, IL-1β and nNOS 
in the jejunum, and PGE2 and iNOS in the hypothalamus were measured using ELISA kits (Supplementary information 1). 

2.5. Statistical analysis 

Statistical analysis was performed using SPSS 22.0, and GraphPad Prism 9.0.0. The results are expressed as the mean ± standard 
deviation (SD) (X ± s). One-way ANOVA was conducted to compare data between groups, followed by LSD test. Differences were 
considered statistically significant at P < 0.05. Chi-squared test, correlation analysis, and principal component analysis (PCA) were 
performed using SPSS 22.0, and R 4.2.2. The R packages ‘ggstatsplot’, ‘factoextra’, ‘corrplot’, ‘ggplot2’, and ‘FactoMineR’ [39] were 
used. 
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3. Results 

3.1. Active ingredients and targets of ZQCLD 

Nineteen components were obtained from ZQCLD: five belonged to Aurantii Fructus and 14 belonged to Coptidis Rhizoma. A total of 
16 compounds in ZQCLD had corresponding targets: five belonged to Aurantii Fructus and 11 belonged to Coptidis Rhizoma (Supple
mentary information 3, Table S1). After standardising the target names using the UniProt database and removing duplicates, 112 drug 
targets were obtained (Supplementary information 3, Table S2). 

Fig. 1. Network construction. A PPI network of disease-drug targets. B Selection of core targets. Yellow squares represent core targets. The size 
represents the degree of the relevant target. C Compound-target network. Light blue ellipses represent drug targets. The size represents the degree of 
the relevant target. Light yellow squares with green circles represent compounds from Coptidis Rhizoma. Light yellow squares with purple circles 
represent compounds from Aurantii Fructus. (For interpretation of the references to colour in this figure legend, the reader is referred to the Web 
version of this article.) 
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3.2. Disease-related targets and disease–drug action targets 

A total of 1176 disease-related targets were identified after screening for deduplication and intersection. By intersecting the disease 
and drug targets, 67 disease–drug intersection targets were obtained, 20 of which were related to the ‘inflammatory response’ 
(Supplementary information 3, Table S3). 

3.3. PPI network and component–target network analyses 

A PPI network of disease–drug action targets was constructed using the STRING database and Cytoscape 3.8.0. It contained 20 
nodes and 89 edges, and the average node degree was 8.9 (Fig. 1A). The following core targets were obtained through the CytoNCA 
plugin: IL-1β, C–C motif chemokine 2 (CCL2), prostaglandin G/H synthase 2 (PTGS2), transcription factor AP-1 (JUN), haem oxy
genase 1 (HMOX1), interferon-gamma (IFN-γ), peroxisome proliferator-activated receptor-gamma (PPAR-γ), and NOS2 (Fig. 1B). The 
component–target network was constructed using Cytoscape 3.8.0 (Fig. 1C). It contained 34 nodes (14 nodes belonging to the com
ponents and 20 nodes belonging to the targets) connected by 44 edges. The core components of ZQCLD, including quercetin (degree =
17), nobiletin (degree = 4), and naringenin (degree = 3), play important roles in this network, mainly by targeting PTGS2 and NOS2 
(degree >2). 

3.4. GO function and KEGG pathway enrichment analyses 

According to our GO function enrichment results, the core targets of ZQCLD in the BP category were enriched in 1091 items, 
including regulation of the inflammatory response, acute inflammatory response, response to xenobiotic stimulus, response to lipo
polysaccharide, and response to molecules of bacterial origin. In the CC category, the core targets were enriched in 19 items, including 
the caveola, external side of the plasma membrane, plasma membrane raft, membrane raft, and membrane microdomain. In the MF 
category, the core targets were enriched in 74 items, including carboxylic acid binding, antioxidant activity, cytokine receptor activity, 
cytokine receptor binding, and oxidoreductase activity (Supplementary information 3, Table S4). The top five enrichment results for 
the BP, CC, and MF categories are shown in Fig. 2A. 

KEGG pathway enrichment analysis revealed that the core targets of ZQCLD were enriched in 50 pathways, including fluid shear 
stress and atherosclerosis, TNF signalling pathway, IL-17 signalling pathway, advanced glycation end product (AGE)-receptor for AGEs 
(RAGE) signalling pathway in diabetic complications, and malaria (Supplementary information 3, Table S5). The top 20 enrichment 
results are shown in Fig. 2B. 

Fig. 2. GO function enrichment and KEGG pathway enrichment analyses. A GO function bubble map (top 5 items in the BP, MF, and CC categories). 
B KEGG pathway bubble map (top 20 pathways). The colour of the dot represents the q-value, and the size of the dot represents the number of core 
targets mapped to the relevant GO term or KEGG pathway. (For interpretation of the references to colour in this figure legend, the reader is referred 
to the Web version of this article.) 
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3.5. Body weight and food intake 

High-calorie diets can induce marked alterations in the body weight and food intake. Before the experiment, there was no sig
nificant difference in body weight between the groups. However, during the experiment, the body weight and food intake of rats in the 
model group and each treatment group were significantly lower than those in the control group (Fig. 3). The daily change in rat body 
weight in the model and treatment groups was significantly lower than that in the control group (P < 0.01) (Fig. 4). 

3.6. Body temperature 

Analysis of the body temperature of the rats in each group before the experiment revealed that the 95 % confidence interval of the 
body temperature range was 37.58 ◦C–37.84 ◦C. Therefore, the data of control rats with a body temperature below 37.58 ◦C and model 
rats with a body temperature above 37.84 ◦C were included in the subsequent data analysis (six rats in each group, three males and 
three females in the control group). Based on the results of the chi-square test (Fig. 5D), changes in body temperature after admin
istration of the special high-calorie diet varied by sex. Of the 50 FA rats, 30 developed fever, and 20 did not. Of the rats that developed 
fever, 63 % were female and 37 % were male (3 males and 3 females in the model group, 2 males and 4 females in the positive group, 2 
males and 4 females in the low-dose group, 2 males and 4 females in the medium-dose group, and 2 males and 4 females in the high- 
dose group); of the rats that did not develop fever, 70 % were male, and 30 % were female. A considerably greater percentage of female 
rats developed fever while on a special high-calorie diet than male rats (P < 0.05). 

Before the experiment, there was no difference in the temperature between the rats in each group (Fig. 5A). Before treatment (day 
10), the body temperatures of the rats in the model group and each treatment group were significantly elevated (P < 0.01) (Fig. 5B). On 
the last day of the experiment (day 14), the body temperature of rats in the model group remained noticeably higher than that of rats in 
the control group (P < 0.01). The body temperature of the rats in each treatment group decreased to different degrees compared to that 
in the model group (P < 0.05) (Fig. 5C). 

3.7. Gastric emptying rate and intestinal propulsion rate 

To investigate the gastrointestinal motor function of rats in each group, gastric emptying and intestinal propulsion rates were 
measured. Gastric emptying and intestinal propulsion rates in the model group were significantly lower than those in the control group 
(P < 0.01). Compared with the model group, the gastric emptying rate significantly increased in the positive and low- and medium- 
dose groups (P < 0.05), and the intestinal propulsion rate significantly increased in the medium- and high-dose groups (P < 0.01) 
(Fig. 6). 

3.8. ELISA results 

Compared with those in the control group, the nNOS level in the jejunum decreased in the model group, whereas the serum 
endotoxin, jejunal IL-1β, and hypothalamic PGE2 and iNOS levels increased to different degrees (P < 0.05) (Fig. 7). Compared with 
those in the model group, the hypothalamic PGE2 levels (Fig. 7D) decreased to different degrees (P < 0.05) in all treatment groups; 
serum endotoxin (Fig. 7A) and jejunal IL-1β levels (Fig. 7B) decreased to different degrees in the medium- and high-dose groups (P <
0.05); the jejunal nNOS level (Fig. 7C) was elevated in the high-dose group, whereas the hypothalamic iNOS level (Fig. 7E) was 
reduced (P < 0.05). 

Fig. 3. Effect of ZQCLD on body weight and food intake. A Average body weight of rats in each group. B Average daily food intake of rats in 
each group. 
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3.9. Correlation analysis and principal component analysis 

To further explore the presence of a correlation between the indicators, Pearson correlation analysis was performed (Fig. 8A). The 
closer the |R| value is to 1, the greater the correlation. Among all treatment groups, the medium-dose group showed the best overall 
effect and the most stable data and was therefore included in the analysis together with the control and model groups. The gastric 
emptying rate and intestinal propulsion rate were negatively correlated with body temperature, whereas jejunal IL-1β, serum endo
toxin, and hypothalamic PGE2 and iNOS levels were positively correlated with body temperature, with the highest |R| value for jejunal 
IL-1β. Among the three indicators of gastrointestinal motility, intestinal propulsion rate was positively correlated with gastric 
emptying rate and jejunal nNOS levels. Both the gastric emptying rate and intestinal propulsion rate were negatively correlated with 
jejunal IL-1β and serum endotoxin levels, which are both related to inflammation. Furthermore, gastric emptying and intestinal 
propulsion rates were negatively correlated with hypothalamic PGE2 and iNOS levels, both of which are related to thermoregulation. A 
positive correlation between hypothalamic PGE2 and iNOS levels was observed. There was a positive correlation between jejunal IL-1β 
and serum endotoxin levels, which were both positively correlated with hypothalamic PGE2 levels. In addition, jejunal IL-1β was 
positively correlated with hypothalamic nNOS. 

Fig. 4. Effect of ZQCLD on average daily weight change. A Average daily weight change before the treatment. B Average daily weight change 
during the treatment. 

Fig. 5. Effect of ZQCLD on body temperature. A Body temperature before the experiment. B Body temperature before the treatment. C Body 
temperature after the treatment. D Chi-squared test of gender and body temperature on day 10 (before treatment). #P < 0.05, ##P < 0.01 vs. the 
control group; *P < 0.05, **P < 0.01 vs. the model group (n = 6). 

C. Zhang et al.                                                                                                                                                                                                          



Heliyon 10 (2024) e29813

8

PCA was performed to assess the overall pattern and differences between the groups. Principal components 1 (PC1) and PC2 
explained 55.4 % of the total variance (Fig. 8B). The intestinal propulsion rate and PGE2, IL-1β, and iNOS levels were the main 
contributors to PC1, and temperature was the main contributor to PC2 (Fig. 8C). The control and model groups were separated from 
each other, whereas the control and high-dose groups were closer and had an overlap, suggesting that the overall condition of the high- 
dose group was closest to that of the control group, and the treatment effect was greatest in the high-dose group, followed by the 
medium-dose, low-dose, and positive control groups. 

4. Discussion 

In this study, network pharmacology and animal experiments were conducted to reveal the specific mechanisms underlying fever 
caused by FA and the action of ZQCLD. The results showed that the main target proteins of ZQCLD in the treatment of FAF were IL-1β, 
CCL2, PTGS2, JUN, HMOX1, IFN-γ, PPAR-γ, and NOS2. IL-1β is a typical potent pro-inflammatory cytokine that also plays an 
important role in the intestinal inflammatory response [40,41]. As a major endogenous pyrogen, it induces prostaglandin synthesis and 
causes fever [42]. A recent study showed that IL-1β is also involved in intestinal damage in largemouth bass caused by a 
high-carbohydrate diet, which can be alleviated by berberine, one of the active components of Coptidis Rhizoma [43]. PTGS2 is a dual 
cyclooxygenase and peroxidase that is involved in prostanoid biosynthesis [44]. PGE2, one of the most important products of PTGS2, is 
an important central heat mediator that is activated by IL-1β and binds to its receptor, stimulating the release of cyclic adenosine 
monophosphate (cAMP), which ultimately mediates fever [45,46]. NOS2 is nitric oxide synthase, which is a key rate-limiting enzyme 
in NO synthesis. There are three types of NO synthases: nNOS/NOS1, iNOS/NOS2, and endothelial NO synthases (eNOS, NOS3) [47]. 
iNOS is involved in inflammation and enhances the synthesis of pro-inflammatory mediators [48]. iNOS is closely associated with 

Fig. 6. Effect of ZQCLD on the gastric emptying rate and intestinal propulsion rate. A Gastric emptying rate. B Intestinal propulsion rate. #P < 0.05, 
##P < 0.01 vs. the control group; *P < 0.05, **P < 0.01 vs. the model group (n = 6). 

Fig. 7. ELISA results of serum endotoxin, jejunal IL-1β and nNOS, and hypothalamic PGE2 and iNOS levels. A Endotoxin. B IL-1β. C nNOS. D PGE2. 
E iNOS. #P < 0.05, ##P < 0.01 vs. the control group; *P < 0.05, **P < 0.01 vs. the model group (n = 6). 
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thermoregulation because it catalyzes the production of NO as a central heating medium, acting on the thermoregulatory centre and 
mediating an increase in body temperature [49]. nNOS is primarily expressed in the nervous system. In the digestive system, nNOS+

neurones relax the smooth muscles and inhibit gastrointestinal motility by producing and releasing NO [50,51]. 
Based on our network pharmacology results, IL-1β and iNOS were selected as experimental indicators. As an important product of 

PTSG2, PGE2 plays a key role in thermoregulation and was therefore included in the assay. Because nNOS belongs to the NOS family 
and plays an important role in regulating gastrointestinal motility, it was included in the assay to further investigate the regulatory 
mechanism of gastrointestinal motility in FA. Although PGE2 and nNOS did not appear in our network pharmacology results, they 
were included in follow-up experiments to ensure the comprehensiveness, depth, and integrity of the study. 

The TCM theory holds that children should not be overfed. Modern medicine also provides evidence that excessive eating during 
childhood can harm the future or even lifelong eating patterns and metabolic status [9,10]. However, children are often prone to food 
overconsumption because of the rising standard of living and excessive parental concerns over paediatric nutritional deficiencies [1, 
52]. Such eating habits can contribute to the development of FA, or even FAF. Without intervention, children’s growth and devel
opment may be further affected. TCM intervention can improve FA and damage in children caused by overeating. 

Based on the above understanding of FA in TCM and the current dietary patterns in children, the present study optimised an animal 
model based on previous studies and adopted a cafeteria diet (CFA) [53,54] for feeding rats. CFA consists of delicious but less healthy 
foods similar to those consumed by humans (such as hot dogs, cakes, chocolate wafers, and rice crust). Compared to conventional 
high-calorie, high-fat, and similar diets, CFA has a richer taste, smell, and texture, which better mimics the unhealthy foods consumed 
by humans. Through the CFA and ‘free diet + forced diet’ feeding modes, the animal model of this study better mimicked the aetiology 
and pathogenesis of clinical paediatric FAF. In addition, based on the experimental results, changes in the indices of the rats in the 
model group were consistent with the disease targets predicted by network pharmacology. This verified the ability of this model to 
replicate the characteristics of FAF at the molecular level to a certain extent. 

Following an excessively high-calorie diet for 14 days, the growth of the model animals was significantly slower than that of the 
normal group. Moreover, food intake, gastric emptying rate, and intestinal propulsion rate decreased, and the stool became dry or did 
not form. These results indicated that FA occurred, gastrointestinal function was altered, and the growth and development of 4-week- 
old rats were affected. Based on the ELISA results, jejunal IL-1β and serum endotoxin levels in the model rats increased, which 
indicated that the high-calorie diet led to local inflammatory responses in the intestine, affecting the intestinal barrier, through which 

Fig. 8. Correlation analysis and principal component analysis results. A Correlation analysis (only significant results are presented). B Principal 
component analysis. C Contribution of variables to each PC. The colour and size of the dots represent the contribution degree of the variables. (For 
interpretation of the references to colour in this figure legend, the reader is referred to the Web version of this article.) 
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endotoxin can enter the systemic circulation. Caesar et al. [55] reported elevated serum endotoxin levels without bacterial trans
location in mice fed a high-fat diet for 11 weeks. This indicates that rather than the gut microbiota moving from the intestine, mol
ecules that promote inflammation are responsible for the increase in serum endotoxin levels in this process. The endotoxin entering the 
systemic circulation activated Toll-like receptor 4 (TLR4) in the body, promoted the synthesis of inflammatory cytokines, such as IL-1, 
tumour necrosis factor-alpha (TNF-α), and IL-6, and caused a systemic inflammatory response [56,57]. The increase in serum endo
toxin levels in model rats also indicated the development of a systemic inflammatory response. The endotoxin and inflammatory 
cytokines in rats further stimulated the related pathways and receptors, ultimately leading to increased levels of PGE2 and iNOS in the 
hypothalamus [49,58,59], which mediated the increase in body temperature and the development of FAF in rats. 

According to our correlation analysis, the gastric emptying rate and intestinal propulsion rate, which reflect gastrointestinal 
motility, were both negatively correlated with jejunal IL-1β, serum endotoxin, hypothalamic PGE2 and iNOS levels, and body tem
perature. In contrast, jejunal IL-1β, which reflects the state of intestinal inflammation, was positively correlated with serum endotoxin, 
hypothalamic PGE2 and iNOS levels, and body temperature. The results indicated that gastrointestinal motility, intestinal inflam
mation, and fever in rats were correlated and subject to mutual influence, rather than presenting three independent aspects, suggesting 
that FAF cannot be regarded as a simple combination of FA and fever. 

In general, nNOS plays a negative regulatory role in gastrointestinal smooth muscle movement. The nNOS + neurones relax smooth 
muscles and inhibit gastrointestinal motility by promoting NO release [50,51]. However, the loss or reduction of nNOS+ neurones may 
also cause gastrointestinal motility dysfunction [60], which has been reported in a range of human enteric neuropathies, such as slow 
transit constipation [61] and gastroparesis [62]. Moreover, nNOS-deficient mice have been shown to exhibit several gastrointestinal 
motility disorders, including delayed gastric emptying [63] and slow colonic transit [64]. In our experiment, the decrease in nNOS in 
the model group was accompanied by a decrease in the gastric emptying and intestinal propulsion rates, suggesting that the decrease in 
the gastric emptying and intestinal propulsion rates in the model rats may be due to a reduction in nNOS rather than an increase in NO 
produced by nNOS. 

Based on our network pharmacology results, 14 active ingredients of ZQCLD in the treatment of FAF were identified, five of which 
belonged to Aurantii Fructus (nobiletin, naringenin, beta-sitosterol, hesperetin, and marmin) and nine of which belonged to Coptidis 
Rhizoma (quercetin, (R)-canadine, berberine, epiberberine, berlambine, worenine, berberrubine, coptisine, and palmatine). A previous 
study has shown that Aurantii Fructus promoted gastrointestinal motility in an FD rat model [65]. An ethanol extract of Aurantii Fructus 
ameliorated intestinal inflammation and regulates the intestinal barrier in FD model rats [66]. Coptidis Rhizoma has anti-inflammatory 
[67,68] and anti-pyretic effects [69]. Berberine has shown therapeutic effects in both ulcerative colitis model rats [24] and diabetic 
model mice [67] by exerting anti-inflammatory effects and regulating the gut microbiome. These results indicate that ZQCLD can 
alleviate high-calorie diet-induced FAF. Combined with our PCA results, the findings indicate that the high-dose ZQCLD group 
experienced the greatest overall effect; the body temperature, intestinal propulsion rate, serum endotoxin, jejunal IL-1β and nNOS, and 
hypothalamic PGE2 and iNOS levels were all restored to normal levels. In contrast, medium-dose ZQCLD had the most consistent 
effect, with the most concentrated points, smallest circle in the PCA plot, and the lowest SD value of each index, which is why the 
medium-dose group was included in the correlation analysis together with the control and model groups. After administration of 
ZQCLD or domperidone, the growth and food intake of the model rats did not significantly improve. This may be related to shorter 
administration times. At the same time, these findings suggest that a short-term excessively high-calorie diet caused significant damage 
to young rats, and even short-term administration did not completely restore their health. 

The conventional prokinetic drug domperidone, which was used as the positive control drug [70,71], can improve the gastric 
emptying rate, body temperature, and hypothalamic PGE2 levels in FAF rats, suggesting that the treatment of dyspepsia helps reduce 
body temperature to some extent. However, it had no significant beneficial effects on other indices, and its overall effect was inferior to 
that of medium- and high-dose ZQCLD, according to our PCA results. 

5. Conclusion 

The present study suggests that ZQCLD can reduce intestinal inflammation, restore gastrointestinal motility, and improve high- 
calorie diet-induced FAF by regulating the levels of IL-1β and nNOS in the jejunum, endotoxin in the serum, and PGE2 and iNOS in 
the hypothalamus. The present study not only improves our understanding of the active ingredients and molecular mechanisms of 
ZQCLD, but also provides a reference for the clinical treatment of FAF and application of ZQCLD. However, the mechanism by which 
ZQCLD affects high-calorie diet-induced FAF requires further exploration. 
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533–540, https://doi.org/10.1556/650.2023.32713. 

[4] L. Wang, E. Martínez Steele, M. Du, J.L. Pomeranz, L.E. O’Connor, K.A. Herrick, H. Luo, X. Zhang, D. Mozaffarian, F.F. Zhang, Trends in consumption of 
ultraprocessed foods among US youths aged 2-19 Years, 1999-2018, JAMA 326 (2021) 519, https://doi.org/10.1001/jama.2021.10238. 

[5] A.C. Ford, S. Mahadeva, M.F. Carbone, B.E. Lacy, N.J. Talley, Functional dyspepsia, Lancet 396 (2020) 1689–1702, https://doi.org/10.1016/S0140-6736(20) 
30469-4. 

[6] X. Ma, C. Mei, L. Huang, C. Bai, J. Xu, Y. Wan, J. Zhen, Z. Li, L. Cui, S. Liu, T. Liu, H. Yu, X. Gu, Study of the gastrointestinal heat retention syndrome in children: 
from diagnostic model to biological basis, Evid. Based Complement. Alternat. Med. 2019 (2019) 1–12, https://doi.org/10.1155/2019/5303869. 

[7] J. Kwon, Y. Kong, M. Wade, D.J. Williams, C.B. Creech, S. Evans, E.B. Walter, J.M. Martin, J.S. Gerber, J.G. Newland, M.E. Hofto, M.A. Staat, H.F. Chambers, V. 
G. Fowler, W.C. Huskins, M.M. Pettigrew, Gastrointestinal microbiome disruption and antibiotic-associated diarrhea in children receiving antibiotic therapy for 
community-acquired pneumonia, J. Infect. Dis. 226 (2022) 1109–1119, https://doi.org/10.1093/infdis/jiac082. 

[8] M. Sinha, L. Gautam, P.K. Shukla, P. Kaur, S. Sharma, T.P. Singh, Current perspectives in NSAID-induced gastropathy, Mediat. Inflamm. 2013 (2013) 1–11, 
https://doi.org/10.1155/2013/258209. 

[9] J.J. Burton, L.C. Alonso, Overnutrition in the early postnatal period influences lifetime metabolic risk: evidence for impact on pancreatic β-cell mass and 
function, J. Diabetes Investig. 15 (2024) 263–274, https://doi.org/10.1111/jdi.14136. 

[10] M. Herle, B.D. Stavola, C. Hübel, M. Abdulkadir, D.S. Ferreira, R.J.F. Loos, R. Bryant-Waugh, C.M. Bulik, N. Micali, A longitudinal study of eating behaviours in 
childhood and later eating disorder behaviours and diagnoses, Br. J. Psychiatry 216 (2020) 113–119, https://doi.org/10.1192/bjp.2019.174. 

[11] M. Zhao, T. Xiang, Z. Dong, G. Liu, P. Wang, X. Qi, Q. Hao, N. Han, Z. Liu, S. Li, J. Yin, J. Zhai, Shenqu xiaoshi oral solution enhances digestive function and 
stabilizes the gastrointestinal microbiota of juvenile rats with infantile anorexia, J. Ethnopharmacol. 319 (2024) 117112, https://doi.org/10.1016/j. 
jep.2023.117112. 

[12] Y. Pei, R. Wang, W. Chen, S. Yi, C. Huang, S. Liang, H. Cao, Y. Xu, B. Tan, Impaired colonic motility in high-glycemic diet-induced diabetic mice is associated 
with disrupted gut microbiota and neuromuscular function, Endocr. Connect. 12 (2023) e230078, https://doi.org/10.1530/EC-23-0078. 

[13] P.V. Ocampo-Anguiano, L.L. Victoria-Ruiz, R. Reynoso-Camacho, A.M. Olvera-Ramírez, N.E. Rocha-Guzmán, M. Ramos-Gómez, S.M. Ahumada-Solórzano, 
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[18] J. Valdes, J. Gagné-Sansfaçon, V. Reyes, A. Armas, G. Marrero, M. Moyo-Muamba, S. Ramanathan, N. Perreault, S. Ilangumaran, N. Rivard, L. Fortier, 
A. Menendez, Defects in the expression of colonic host defense factors associate with barrier dysfunction induced by a high-fat/high-cholesterol diet, Anat. Rec. 
306 (2023) 1165–1183, https://doi.org/10.1002/ar.25083. 

[19] H. Cuddihey, J.-B. Cavin, C.M. Keenan, L.E. Wallace, K. Vemuri, A. Makriyannis, W.K. MacNaughton, K.A. Sharkey, Role of CB 1 receptors in the acute regulation 
of small intestinal permeability: effects of high-fat diet, Am. J. Physiol. Gastrointest. Liver Physiol. 323 (2022) G219–G238, https://doi.org/10.1152/ 
ajpgi.00341.2021. 

[20] G. Yang, C. Bai, T. Liu, J. He, X. Gu, The effect of Raphanus sativus L. seeds on regulation of intestinal motility in rats consuming a high-calorie diet, Biomed. 
Pharmacother. 140 (2021) 111705, https://doi.org/10.1016/j.biopha.2021.111705. 

[21] Y. Zhu, Z. Ouyang, H. Du, M. Wang, J. Wang, H. Sun, L. Kong, Q. Xu, H. Ma, Y. Sun, New opportunities and challenges of natural products research: when target 
identification meets single-cell multiomics, Acta Pharm. Sin. B 12 (2022) 4011–4039, https://doi.org/10.1016/j.apsb.2022.08.022. 

[22] Q. Zhao, J. Liu, L. Chen, Z. Gao, M. Lin, Y. Wang, Z. Xiao, Y. Chen, X. Huang, Phytomedicine Fructus Aurantii-derived two absorbed compounds unlock 
antidepressant and prokinetic multi-functions via modulating 5-HT3/GHSR, J. Ethnopharmacol. 323 (2024) 117703, https://doi.org/10.1016/j. 
jep.2024.117703. 

[23] S.-Y. Chen, Q.Y.-J. Zhou, L. Chen, X. Liao, R. Li, T. Xie, The Aurantii Fructus Immaturus flavonoid extract alleviates inflammation and modulate gut microbiota 
in DSS-induced colitis mice, Front. Nutr. 9 (2022) 1013899, https://doi.org/10.3389/fnut.2022.1013899. 

[24] S. Hu, P. Wei, W. Li, Q. Liu, S. Chen, C. Hu, X. Guo, X. Ma, J. Zeng, Y. Zhang, Pharmacological effects of berberine on models of ulcerative colitis: a meta-analysis 
and systematic review of animal studies, Front. Pharmacol. 13 (2022) 937029, https://doi.org/10.3389/fphar.2022.937029. 

[25] L. Wei, S. Mi, L. Wei, D. Pu, M. Zhu, Q. Lu, C. Chen, Y. Zu, Integrated extraction-purification and anti-inflammatory activity of berberine-rich extracts from 
Coptis chinensis Franch, Ind. Crops Prod. 202 (2023) 117029, https://doi.org/10.1016/j.indcrop.2023.117029. 

[26] M.S. Aslam, T. Radhika, A. Chandrasekar, Q. Zhu, Improved event-triggered-based output tracking for a class of delayed networked T–S fuzzy systems, Int. J. 
Fuzzy Syst. (2024), https://doi.org/10.1007/s40815-023-01664-1. 

[27] Y. Cao, A. Chandrasekar, T. Radhika, V. Vijayakumar, Input-to-state stability of stochastic Markovian jump genetic regulatory networks, Math. Comput. Simulat. 
(2023) S0378475423003336, https://doi.org/10.1016/j.matcom.2023.08.007. 

[28] T. Radhika, A. Chandrasekar, V. Vijayakumar, Q. Zhu, Analysis of markovian jump stochastic cohen–grossberg BAM neural networks with time delays for 
exponential input-to-state stability, Neural Process. Lett. 55 (2023) 11055–11072, https://doi.org/10.1007/s11063-023-11364-4. 

C. Zhang et al.                                                                                                                                                                                                          

https://doi.org/10.1016/j.heliyon.2024.e29813
https://doi.org/10.3390/nu14142885
https://doi.org/10.3390/children10091459
https://doi.org/10.3390/children10091459
https://doi.org/10.1556/650.2023.32713
https://doi.org/10.1001/jama.2021.10238
https://doi.org/10.1016/S0140-6736(20)30469-4
https://doi.org/10.1016/S0140-6736(20)30469-4
https://doi.org/10.1155/2019/5303869
https://doi.org/10.1093/infdis/jiac082
https://doi.org/10.1155/2013/258209
https://doi.org/10.1111/jdi.14136
https://doi.org/10.1192/bjp.2019.174
https://doi.org/10.1016/j.jep.2023.117112
https://doi.org/10.1016/j.jep.2023.117112
https://doi.org/10.1530/EC-23-0078
https://doi.org/10.3390/nu16030367
https://doi.org/10.3389/fnut.2023.1143004
https://doi.org/10.1016/j.jff.2023.105586
https://doi.org/10.3390/medicina59091687
https://doi.org/10.14670/HH-18-503
https://doi.org/10.1002/ar.25083
https://doi.org/10.1152/ajpgi.00341.2021
https://doi.org/10.1152/ajpgi.00341.2021
https://doi.org/10.1016/j.biopha.2021.111705
https://doi.org/10.1016/j.apsb.2022.08.022
https://doi.org/10.1016/j.jep.2024.117703
https://doi.org/10.1016/j.jep.2024.117703
https://doi.org/10.3389/fnut.2022.1013899
https://doi.org/10.3389/fphar.2022.937029
https://doi.org/10.1016/j.indcrop.2023.117029
https://doi.org/10.1007/s40815-023-01664-1
https://doi.org/10.1016/j.matcom.2023.08.007
https://doi.org/10.1007/s11063-023-11364-4


Heliyon 10 (2024) e29813

13

[29] Z. Yu, Z. Wu, Z. Wang, Y. Wang, M. Zhou, W. Li, G. Liu, Y. Tang, Network-based methods and their applications in drug discovery, J. Chem. Inf. Model. 64 
(2024) 57–75, https://doi.org/10.1021/acs.jcim.3c01613. 

[30] L. Zhao, H. Zhang, N. Li, J. Chen, H. Xu, Y. Wang, Q. Liang, Network pharmacology, a promising approach to reveal the pharmacology mechanism of Chinese 
medicine formula, J. Ethnopharmacol. 309 (2023) 116306, https://doi.org/10.1016/j.jep.2023.116306. 

[31] J. Ru, P. Li, J. Wang, W. Zhou, B. Li, C. Huang, P. Li, Z. Guo, W. Tao, Y. Yang, X. Xu, Y. Li, Y. Wang, L. Yang, TCMSP: a database of systems pharmacology for 
drug discovery from herbal medicines, J. Cheminf. 6 (2014) 13, https://doi.org/10.1186/1758-2946-6-13. 

[32] F. Wang, J. Liu, Y. Fang, J. Wen, M. He, X. Li, Q. Han, Effect of Siegesbeckiae Herba on immune-inflammation of rheumatoid arthritis: data mining and network 
pharmacology, Eur. J. Integr. Med. 59 (2023) 102242, https://doi.org/10.1016/j.eujim.2023.102242. 

[33] The UniProt Consortium, UniProt: the universal protein knowledgebase in 2023, Nucleic Acids Res. 51 (2023) D523–D531, https://doi.org/10.1093/nar/ 
gkac1052. 

[34] R. Liu, Y. Sun, D. Di, X. Zhang, B. Zhu, H. Wu, PI3K/AKT/SERBP-1 pathway regulates Alisma orientalis beverage treatment of atherosclerosis in APOE − /− high- 
fat diet mice, Pharm. Biol. 61 (2023) 473–487, https://doi.org/10.1080/13880209.2023.2168020. 

[35] P. Shannon, A. Markiel, O. Ozier, N.S. Baliga, J.T. Wang, D. Ramage, N. Amin, B. Schwikowski, T. Ideker, Cytoscape: a software environment for integrated 
models of biomolecular interaction networks, Genome Res. 13 (2003) 2498–2504, https://doi.org/10.1101/gr.1239303. 

[36] Y. Tang, M. Li, J. Wang, Y. Pan, F.-X. Wu, CytoNCA: a cytoscape plugin for centrality analysis and evaluation of protein interaction networks, Biosystems 127 
(2015) 67–72, https://doi.org/10.1016/j.biosystems.2014.11.005. 

[37] T. Wu, E. Hu, S. Xu, M. Chen, P. Guo, Z. Dai, T. Feng, L. Zhou, W. Tang, L. Zhan, X. Fu, S. Liu, X. Bo, G. Yu, clusterProfiler 4.0: a universal enrichment tool for 
interpreting omics data, Innovation 2 (2021) 100141, https://doi.org/10.1016/j.xinn.2021.100141. 

[38] W. Luo, C. Brouwer, Pathview: an R/Bioconductor package for pathway-based data integration and visualization, Bioinformatics 29 (2013) 1830–1831, https:// 
doi.org/10.1093/bioinformatics/btt285. 
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