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The Involvement of Protease 
Nexin-1 (PN1) in the Pathogenesis 
of Intervertebral Disc (IVD) 
Degeneration
Xinghuo Wu1, Wei Liu1, Zhenfeng Duan2, Yong Gao1, Shuai Li1, Kun Wang1, Yu Song1, 
Zengwu Shao1, Shuhua Yang1 & Cao Yang1

Protease nexin-1 (PN-1) is a serine protease inhibitor belonging to the serpin superfamily. This study 
was undertaken to investigate the regulatory role of PN-1 in the pathogenesis of intervertebral disk 
(IVD) degeneration. Expression of PN-1 was detected in human IVD tissue of varying grades. Expression 
of both PN-1 mRNA and protein was significantly decreased in degenerated IVD, and the expression 
levels of PN-1 were correlated with the grade of disc degeneration. Moreover, a decrease in PN-1 
expression in primary NP cells was confirmed. On induction by IL-1β, the expression of PN-1 in NP 
cells was decreased at day 7, 14, and 21, as shown by western blot analysis and immunofluorescence 
staining. PN-1 administration decreased IL-1β-induced MMPs and ADAMTS production and the loss 
of Agg and Col II in NP cell cultures through the ERK1/2/NF-kB signaling pathway. The changes in 
PN-1 expression are involved in the pathogenesis of IVD degeneration. Our findings indicate that 
PN-1 administration could antagonize IL-1β-induced MMPs and ADAMTS, potentially preventing 
degeneration of IVD tissue. This study also revealed new insights into the regulation of PN-1 expression 
via the ERK1/2/NF-kB signaling pathway and the role of PN-1 in the pathogenesis of IVD degeneration.

Low-back pain (LBP) is among the leading causes of the most costly musculoskeletal problems in adults world-
wide. Intervertebral disc degeneration (IDD) is one of the most common disorders reported in orthopedic prac-
tice resulting in LBP; the magnitude of the issue is intensified by the increasing adult population, attaining an 
overall cost exceeding $100 billion per year in the United States1,2. Advances in the research on disc physiology 
and the etiology of IDD have been made, and a strong association between IDD and LBP has been shown3,4. The 
pathogenesis of IDD is very complicated and remains poorly understood. To date, possible etiological factors in 
the pathogenesis of IDD have been identified as aberrant, cell-mediated, age- and genetic-dependent molecular 
degeneration processes5.

An IVD consists mainly of a central nucleus pulposus (NP) and radially aligned annulus fibrosus (AF), both 
of which play a key role in spinal column articulation, force coordination, and cushioning against axial load6. 
During degeneration, the composition and structure of the IVD are altered, resulting in impaired biomechanical 
function7,8. Papers published in the medical literature9–13 have emphasized that the expression of matrix met-
alloproteinases (MMPs) and the disintegrin and metalloproteinase with thrombospondin motifs (ADAMTS) 
genes have essential roles in the degeneration of human IVDs. During the pathogenesis of IDD, degeneration 
of the extracellular matrix (ECM) is initiated by proteolytic enzymes, including MMP-1, -3, -7, -9, and -13, 
as well as ADAMTS-4 and ADAMTS-514,15. At a steady state condition, the activity of MMPs is very low in 
IVD tissue; however, this activity can be up-regulated by inflammatory cytokines16. IL-1β, TNF-α, and other 
pro-inflammatory cytokines are increased in IDD, which induces MMP production and decreases the synthesis 
of ECM components17–20.

Protease nexin-1(PN-1) is a serine protease inhibitor with a unique structure shared by most serpins, belong-
ing to the serpin superfamily. The reactive center loop of PN-1 is located near the carboxy-terminal end of the 
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serpin domain, which is necessary for its inhibitory activity21,22. PN-1 can inactivate several proteases, including 
plasmin, plasminogen, and urokinase, preventing cartilage degradation23–25. As is known, the plasmin/plasmino-
gen enzymatic cascades play an important role in cartilage catabolism, which is mediated by activated matrix 
metalloproteinases (MMP). IVD tissues share pathophysiological characteristics with osteoarthritis (OA)26. 
Various types of proteases are directly involved in ECM degradation; however, MMPs are considered the major 
enzymes27. Given the role of serine proteases in OA pathology, the endogenous serine protease inhibitor PN-1 
could share a similar role in ECM degeneration involving the activated plasminogen/plasmin and MMP systems 
in IVD tissue.

Here, we hypothesize that the expression of PN-1 decreases during IDD, which is related to altered disc-cell 
function and subsequent characteristic features of IDD. Thus, this study aimed to investigate the expression of 
PN-1 during IDD, and to determine the induction of its regulation by pro-inflammatory cytokine TNF-α and 
IL-1β. Then, we examined the effects of PN-1 on the expression and activity of MMPs and ADAMTS in NP cells. 
Finally, the associated signaling pathway was investigated, focusing on the activation of ERK1/2/NF-κB.

Materials and Methods
This study complies with accepted ethical standards for human and animal research. The research has been 
approved by the Ethics Committee of Tongji medical college, and written informed consent was obtained from 
all participants.

Materials. Recombinant human PN-1 was purchased from R&D Systems (2980-PI-010). Recombinant 
human IL-1β (AF-200-01B-10), TNF-α (AF-300-01A-10), and TGFβ1 (AF-100-21C-10) were obtained from 
Peprotech. Polyclonal antibodies to PN-1 (ab154591), MMP13 (ab39012), ADAMTS5 (ab135656), and 
Aggrecan (ab3778) were purchased from Abcam. Mouse anti-human fibronectin N-terminal monoclonal anti-
body (mABl936) was obtained from Chemicon (San Francisco, CA, USA). Polyclonal antibodies against COL2  
(sc-7764) and P-P65 (sc-33020) were obtained from Santa Cruz. Polyclonal antibodies against P38 (BS1681), 
P-P38 (BS6381), P-ERK (BS5016), and MMP9(BS6893) were obtained from Bioworld. P65 (10745-1-AP), 
and ERK (16443-1-AP) were purchased from ProteinTech Group. The anti-MMP3 (14351) antibody was 
purchased from CST and the anti-ADAMTS4 (EAP1002) antibody was obtained from Elabscience. All 
fluorescence-conjugated secondary antibodies, anti-IgG horseradish peroxidase (HRP)-conjugated antibodies, 
and the LaminB antibody were obtained from BosterBio. DAPI was purchased from Beyotime Biotechnology.

Patient tissue samples. Degenerated IVD tissues were obtained from 32 symptomatic patients undergo-
ing disc excision and spinal fusion surgery. Non-degenerated disc samples were obtained from the interverte-
bral discs of eight scoliosis patients undergoing deformity correction surgery. The samples were classified by the 
degree of IVD degeneration according to the magnetic resonance imaging (MRI) classification of disc degener-
ation28. Degeneration grades were assigned as follows: grade 1–2, non-degenerated (normal disc height); grade 
3, mild degeneration (normal to slightly decrease in disc height); grade 4, moderate degeneration (normal of 
moderately decrease in disc height); and grade 5, severe degeneration (collapsed disc space). Additionally, IVD 
cryosections from each group were stained with Alcian blue.

Isolation and Culture of NP Cells. Normal human NP cells were isolated from the discs in younger sco-
liosis patients undergoing deformity correction surgery (Union Hospital, Tongji Medical College). Briefly, NP 
tissues were minced into small fragments and enzymatically digested in 0.2% type II collagenase and 0.25% 
trypsin for 3 hours. After being filtered and washed in PBS, the cells were seeded and cultured in growth medium 
(DMEM/F-12 supplied with 20% fetal bovine serum, 50 U/mL penicillin, and 50 μg/mL streptomycin) in a 5% 
CO2 incubator. The cells were passaged two to three times for use in the following experiments.

Stimulation of NP cells. NPs were seeded and cultured in 12-well dishes and allowed to reach 100% conflu-
ence. After being serum-starved for 2 hours, the cells were incubated in growth medium alone or in stimulatory 
medium containing IL-1β (10 ng/mL), TNF-α (50 ng/mL), or TGF-β1 (1 ng/mL) for 7, 14, and 21 days, and the 
medium was changed every 3 days. In control cultures, the medium was replaced at the indicated times. Each 
treatment was performed in three different wells. In another experiment, to test the signaling pathways involved 
in NP cells, PN-1 and/or IL-1β at different concentrations were used to treat cells for 24 h, and inhibitors of NF-kB 
( Caffeic Acid Phenethyl Ester) and ERK (GDC-0994) were used.

ELISA. PN-1 is a secreted protein that acts in the ECM, and therefore, the protein analysis was performed on 
cell-conditioned media. The level of PN-1 was detected by ELISA from the stored supernatant of each group at 
different time points after induction, according to the manufacture’s procedures (USCN, SED381H).

Immunohistochemistry. Immunohistochemistry (IHC) for PN-1 expression was performed on degen-
erated IVD tissue. To detect protein expression, antigen retrieval was performed on the IVD cryosections by 
incubation in 0.8% hyaluronidase at 37 °C for 60 min. The sections were washed gently with PBS for 5 min, and 
then blocked in 0.5% goat serum for 40 min at room temperature. Subsequently, the samples were incubated with 
polyclonal anti-PN-1 (1:100), or control rabbit IgG (2 μg/mL) at 4 °C overnight, followed by washing with PBS. 
Then secondary antibody conjugated to horseradish peroxidase (diluted 1:3000) was applied for 20~30 min at 
room temperature. After washing, the sections were incubated with diaminobenzidine (DAB; Solarbio, DA1010) 
reaction solution until color was detected, followed by counterstaining with hematoxylin, and images were cap-
tured using a microscope (Olympus).



www.nature.com/scientificreports/

3Scientific RepoRts | 6:30563 | DOI: 10.1038/srep30563

Gene expression analysis. Total RNA was extracted from cells using Trizol reagent (Invitrogen, USA), 
and reverse transcription was performed to obtain cDNA, according to the manufacturer’s instructions. qPCR 
was performed using SYBR green (Fermentas, #K0242) and Ex TaqTM (TAKARA, DRR100A) according to 
manufacturer’s instructions; β-actin was used as an endogenous control. Each 20 μL reaction mixture com-
prised 4 μL cDNA, 0.4 μL forward primer, 0.4 μL reverse primer, 10 μL SYBR green/flourescein qPCR Master 
Mix(2X), and 5.2 μL H2O. All reactions were performed in triplicate at the following cycling conditions: 95 °C 
for 10 min, 40 cycles of 95 °C for 30 s, and 60 °C for 30 s. Target mRNA was quantified by real-time RT-PCR and 
normalized relative to β-actin mRNA according to a standardized protocol. Relative mRNA expression levels 
were determined by the comparative ΔΔCT method. The oligonucleotide primers for quantification of PN-1, 
FN, and β-actin mRNA were as follows: Homo PN1, 121bp, F: 5′-CAACTTCATTGAACTGCCCTACC-3′ R: 
5′-GCTGTCTATGGTCTTGGTGCTGA-3′; Homo FN1, 209bp F: 5′-AACCTACGGATGACTCGTGCTTT-3′, 
R: 5′-TTCTCCCTGACGGTCCCACTTCT-3′; Homo β-actin, 285bp F: 5′-AGCGAGCATCCCCCAAAGTT-3′, 
R: 5′-GGGCACGAAGGCTCATCATT-3′.

Each sample was analyzed in triplicate for both, target and control genes.

Western Blot Analysis. The NP cells from each culture dish were collected and lysed in RIPA buffer. The 
lysates were centrifuged, and the protein concentrations were determined by the BCA protein assay. In each 
group, equivalent amounts of protein (50 μg) were used for electrophoresis. After electrophoresis, the proteins 
were electrotransferred to 0.45 μm-pore-diameter polyvinylidene difluoride (PVDF) membranes (Invitrogen). 
After being blocked in Tris-buffered saline containing Tween-20 with 5% milk powder, the membranes were 
immunolabeled with specific antibodies for PN-1 (1:1500), FN N-terminal (1:5000), P38 (1:800), P-P38 (1:1000), 
ERK (1:5000), P-ERK (1:800), P65( 1:2000), P-P65 (1:800), MMP3(1:1000), MMP9(1:1000), MMP13 (1:4000), 
ADAMTS4 (1:1000), ADAMTS5 (1:80), Aggrecan (1:100), or COL2 (1:8000) overnight at 4 °C with gentle shak-
ing. After washing, the membranes were incubated for 2 h at 4 °C with a 1:2000 dilution of HRP-conjugated 
secondary antibody in antibody diluents (Boster). Finally, the ECL Plus western blotting system was used, and 
immunoreactive bands were quantified using ImageQuant LAS 400 software (GE Healthcare Life Sciences) and 
calculated by normalization to the reference bands of β-actin or Lamin B.

Gelatin zymography. Gelatin zymography is a sensitive and quantifiable method for analyzing proteolytic 
activity of enzymes, including MMP-2 (gelatinase A) and MMP-9 (gelatinase B). In brief, to detect the gelatino-
lytic activity of MMPs, cell extracts from different groups were incubated at 37 °C for 20 min in SDS sample buffer, 
and then electrophoresed on 8% polyacrylamide gels at 4 °C. Pre-stained SDS-PAGE markers and MMP-9 and 
MMP-2 standards were used to estimate the molecular weights of the bands. After electrophoresis, the gels were 
eluted twice with 2.5% Triton X-100, 50 mmol/L Tris-HCl, and 5 mmol/L CaCl2, pH 7.6 for 40 min. The gels were 
rinsed with wash buffer without Triton X-100. Subsequently, the gels were incubated with 50 mmol/L Tris-HCl, 
5 mmol/L CaCl2, and 0.02% Brij-35, pH 7.6 at 37 °C for 42 h, which allows substrate degradation. The gels were 
fixed in 30% methanol and 10% acetic acid for 30 min, and stained with 0.5% Coomassie Brillant Blue for 3 h. 
Proteolytic bands were visualized using destaining solution A, B, and C (30, 20, and 10% methanol, and 10, 10, 
and 5% acetic acid, respectively). Finally, the gels were scanned, and MMP-9 and MMP-2 proteolytic activities 
were semiquantified based on computer-assisted image analysis. Results were expressed as the relative percentage 
of gelatinolytic activity (density of the active band in each group).

Statistical evaluation. All statistical analyses and plots were performed using the Prism GraphPad 5.0 soft-
ware. Values are presented as mean ± SEM. All measurements were performed in triplicate. Changes in gene 
expression between the various treatment groups were evaluated by one-way ANOVA or Student’s t-test. A 
p-value < 0.05 was considered statistically significant.

Results
PN-1 gene expression in human NP tissue. PN-1 mRNA expression levels in human IVD tissue with 
differing grades of disc degeneration were normalized to β-actin and presented as 2−ΔΔCt. As seen in Fig. 1A, 
there was significant expression of PN-1 in non-degenerated IVD tissue (Grade 2), but expression was markedly 
weakened in degenerated IVD tissue. FN, a protein that induces intervertebral disc degeneration, was increased 
in the IVD samples with increased degrees of disc degeneration (Fig. 1B). Western blot analysis was performed to 
detect the protein expression of PN-1, FN, and FN-fs in IVD with varying degrees of disc degeneration (Fig. 1C). 
As the photomicrographs show, the expression of PN-1 was similar to that seen by PCR (Fig. 1D), indicating 
that gene expression of PN-1 decreased during the process of disc degeneration. FN-fs play important roles in 
the development of human disc degeneration. In the study, FN and FN-f were analyzed by western blot, which 
showed that the highest amount of FN-fs emerged in the moderately degenerative discs (grades III) and retained 
a high level during IDD (Fig. 1E).

Histological examination for PN-1 expression in human NP tissue. The degree of degeneration of 
the IVD tissue was confirmed by Alcian blue staining. IHC was used to confirm the expression of PN-1 in human 
IVD tissue. As shown in Fig. 2, the extent of PN-1 expression by NP cells was clearly decreased in the degenerated 
IVD sample. Thus, the expression of PN-1 is inversely correlated with the grade of disc degeneration, in that a 
higher degenerative degree correlated to a lower expression level of PN-1 (Fig. 2).

PN-1 Expression in NP cells in response to IL-1β stimulation. To determine the expression of PN-1 
mRNA at the cellular level under degeneration, NP cells were cultured with IL-1β, and mRNA was detected using 
RT-PCR at different time points (10, 30, and 60 min, and 6, 12, and 24 h). As Fig. 3 shows, administration of 
IL-1β resulted in a significant decrease in PN-1 mRNA expression at 24 h (Fig. 3A,B). Cell lysates from different 
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time points were collected and analyzed by western blot, which also confirmed a significant decrease of PN-1 
expression at 24 h (Fig. 3C,D). The analysis of PN-1 expression levels on cell-conditioned media was performed 
by an ELISA, which indicated that PN-1 concentration increased significantly in NP cells in a time-dependent 
manner after IL-1β induction (Fig. 3E). Therefore, IL-1β induction could decrease the gene expression of PN-1 
in NP cells, and the decrease in cytosolic PN-1 protein expression is due to an increase in protein secretion in the 
culture media.

Pro-inflammatory cytokines IL-1β and TNF-α decrease PN-1 expression in NP cells. To detect 
the expression of PN-1 regulated by IL-1β and TNF-α, human NP cells were cultured with IL-1β (10 ng/mL), 
TNF-α (50 ng/mL), IL-1β+TGF-β1 (10 ng/mL), and TNF-α+TGF-β1, and detected by western blotting and 
immunofluorescent staining. The protein expression levels in different groups were examined at different time 
points (Fig. 4A). Western blot analysis showed a significant decrease in the PN-1 protein level in NP cells after 
administration of IL-1β and TNF-α on days 7 (Fig. 4B) and 14 (Fig. 4C). There was still a trend of decreased PN-1 
expression at day 21 (Fig. 1D), but it was not as evident as on days 7 and 14. The results also indicated that TGF-β1 

Figure 1. Expression of PN-1 and FN-f mRNA and protein was detected in human IVD tissue. (A) PN-1 
mRNA levels in human IVD tissue samples (n = 24, 6 samples for each grade of IVD) with varying degrees of 
IVD degeneration were determined by qPCR. (B) FN mRNA expression in different groups as shown by qPCR. 
(C) Representative western blot of PN-1 and FN-fs in human IVD tissue (n = 12, 3 for each grade of IVD) were 
determined by western blotting methods. (D,E) Densitometry analysis of at least three western blot experiments 
shown in (C), PN-1/GAPDH ratio (D), and FN-f-1/GAPDH ratio. Data are shown as means ± SD. *p < 0.05, 
**p < 0.01, compared with Grade II.
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treatment could alleviate the suppressive effects of pro-inflammatory cytokines. Additionally, immunofluorescent 
staining for PN-1 expression was performed in cells cultured with IL-1β and TNF-α at the corresponding time 
points, which confirmed the decreased expression of PN-1 in NP cells in comparison with the control group at 
day 7 (Fig. 4E), 14 (Fig. 4F), and 21 (Fig. 4G).

PN-1 inhibits IL-1β-induced MMP production in NP cells. To investigate the effects of PN-1 on the 
protein expression of matrix degrading enzymes in IVD, NP cells were cultured in the presence of IL-1β with 
or without PN-1, and proteins were detected by western blotting. Changes in MMP-3, ADAMTS-4, MMP-13, 
MMP-9, ADAMTS-5, Agg, and COL2 levels were observed (Fig. 5A). Specifically, IL-1β treatment resulted in 
a significant up-regulation of MMP protein expression after 24 h stimulation in human NP cells. Interestingly, 
recombinant PN-1 was able to reverse the production of MMPs induced by IL-1β in human NP cells. Compared 
to IL-1β stimulation alone, PN-1 administration could reverse the expression of MMP-3 (Fig. 5B), ADAMTS-4 
(Fig. 5C), MMP-13 (Fig. 5D), MMP-9 (Fig. 5E), and ADAMTS-5 (Fig. 5F) in a dose-dependent manner. The opti-
mal concentration of PN-1 was 100 ng/mL. We detected the expressions of Agg and COL2. The results showed 
that IL-1β treatment down-regulated expressions of Agg and COL2, while PN-1 administration could attenuate 
the effects, reaching the highest levels at the optimal dose of 100 ng/mL.

PN-1 inhibits IL-1β-induced gelatinolytic activities of MMPs. MMPs are enzymes that degrade com-
ponents of the ECM, and among them, MMP-2 and -9 are the most effective gelatinolytic MMPs. Cell gelati-
nolytic activity in conditioned cell media has been performed successfully. The zymographic pattern (Fig. 6A) 
revealed gelatinolytic activity in different groups, expected for MMP-2 and MMP-9. The active band for MMP-9 

Figure 2. PN-1 protein expression in human IVD tissue. Representative images of PN-1 protein 
from paraffin-embedded IVD tissue sections (n = 12, 3 for each grade of IVD) that was detected by 
immunohistochemistry staining. Grade 2 represents a non-degenerated IVD, whereas grades 3, 4, and 5 signify 
mild, moderate, and severe degeneration, respectively. (Alcian blue staining 100×; IHC 100×, 400×).
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(83 kDa) was reduced 0.36 and 0.29 fold after PN-1 administration, compared to after administration of IL-1β 
alone, at 30 and 60 min (Fig. 6B). Similarly, MMP-2 (62 kDa) was found to be reduced 0.54 and 0.22 fold (Fig. 6C). 
These results indicated that IL-1β causes a significant up-regulation of MMP-9/2 expression and gelatinolytic 
activity, while exogeneous PN-1 could invert the effects in human NP cells.

PN-1 inhibits IL-1β-induced MMP production through ERK1/2/NF-κB activation in NP cells. To 
investigate the effects of PN-1 on the signaling pathway of IL-1β-induced IVD degeneration, we treated human 
NP cells with IL-1β, with or without specific inhibitors of NF-kB (Caffeic Acid Phenethyl Ester) and ERK (GDC-
0994). Levels of phosphorylated and unphosphorylated P38, ERK1/2, and P65 proteins were determined by west-
ern blotting (Fig. 7). The levels of unphosphorylated P38 were similar in both groups at different time points. 
IL-1β stimulation induced increased levels of phosphorylated p38, which was significantly inhibited in NP cells 
treated by recombinant PN-1 addition (Fig. 7B). ERK1 and ERK2 contribute to cytokine dependent induction 
of intervertebral disc degeneration, and hence, activate the inflammatory-related signaling molecule NF-κB. To 
obtain further insights into the underlying mechanism, NF-κB signaling was also investigated. We observed that 
IL-1β induced increased levels of phosphorylated ERK1/2, which was significantly blocked by the addition of 
recombinant PN-1 (Fig. 7C,D). Hence, we sought to analyze whether PN-1 was able to modulate the phospho-
rylated levels of downstream effector P65, besides NF-κB. As shown in Fig. 7E, and as expected, IL-1β was able 
to increase the phosphorylated levels of P65, and the addition of recombinant PN-1 reduced the phosphorylated 
levels of P65. Finally, an ERK inhibitor was used, which showed that the phosphorylated levels of ERK1/2 were 

Figure 3. IL-1β decreases PN-1 expression in NP Cells. (A) RT-PCR analysis of NP cells treated with IL-1β 
for 10, 30, and 60 min, for 6, 12, and 24 h. (B) PN-1 mRNA levels were determined by qRT-PCR and presented 
as 2−△△Ct. *p < 0.05, **p < 0.01, determined by one-way ANOVA. (C) Western blot analysis of cell lysates 
of NP cells treated with IL-1β, showing PN-1 protein expression. (D) Densitometry analysis of western blot 
experiments as shown in (C), showing a decrease in PN-1 protein level. (E) ELISA of conditioned cell media 
from NP cells treated with IL-1β, showing an increase in PN-1 protein expression. Data are presented as 
means ± SD, from at least three independent experiments. *p < 0.05, **p < 0.01, compared with the control 
group.
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partially blocked by recombinant PN-1 in NP cells (Fig. 7G,H); an NF-kB inhibitor was also used, and as expected, 
the results showed that levels of P-P65 were significantly blocked by PN-1 addition. Therefore, the ERK1/2/NF-κB 
signaling pathways were involved in the regulation of PN-1 in the pathogenesis of IVD degeneration.

PN-1 inhibits IL-1β-induced MMP production through ERK1/2/NF-κB signal pathways. To 
investigate the effect of the PN-1 signaling pathway on the expression of matrix degrading enzymes in IVD, NP 
cells were cultured in the presence of IL-1β with or without specific inhibitors of NF-kB (Caffeic Acid Phenethyl 
Ester) and ERK (GDC-0994), and MMP proteins were detected by western blotting (Fig. 8A). Specifically, IL-1β 
administration could up-regulate the production of MMPs in NP cells after stimulation with PN-1, ERK inhib-
itor or NF-kB inhibitor. MMP-3 (Fig. 8B), ADAMTS-4 (Fig. 8C), MMP-13 (Fig. 8D), MMP-9 (Fig. 8E), and 
ADAMTS-5 (Fig. 8F) levels were significantly inhibited. Meanwhile, expressions of Agg (Fig. 8G) and COL2 
(Fig. 8H) were up-regulated for the corresponding groups. Therefore, the results showed that IL-1β could 
up-regulate the expression of MMPs through both ERK1/2/NF-κB signaling pathways in NP cells, which could 
be suppressed by exogenous PN-1.

Discussion
Our findings from clinical samples provide evidence for our hypothesis that PN-1 is expressed in human IVD 
tissue and is highly regulated during the process of IDD in vivo and in vitro. These results also indicate that PN-1 
could inhibit the activation of MMPs and ADAMTS through the ERK1/2/NF-κB signaling pathway. In all, these 
findings provide insights into the molecular mechanisms of IDD. Pro-inflammatory cytokines such as IL-1β and 
TNF-α, influence the degeneration of intervertebral discs, through protease pathways.

PN-1, a 45- to 50-kDa glycoprotein, is encoded by the SERPINE2 gene on human chromosome 2q99-q3529. 
PN-1 is a member of the serine protease inhibitor (serpin) family, involved in tissue remodeling, cellular invasion, 
matrix degradation, and tumor growth23. PN-1 is barely detectable in plasma, but is found in many organs, such 
as the brain, heart, kidneys, lungs, spleen, muscle, and cartilage30,31, and is produced by most cell types, such as 

Figure 4. Analysis of immunopositivity for PN-1 expression in NP cells in the presence and absence of 
pro-inflammatory cytokines. (A) The protein expression of PN-1 in NP cells was determined after stimulation 
with IL-1β, TNF-α, IL-1β + TGF-β1, and TNF-α + TGF-β1. (B) Quantitative analysis of immunopositivity 
for NP-1 at day 7. (C) Quantitative analysis of immunopositivity for NP-1 at day 14. (D) Quantitative analysis 
of immunopositivity for NP-1 at day 21. (E–G) Representative photomicrographs of immunohistochemical 
staining for PN-1 expression in NP cells at different time points: 7 days (E), 14 days (F), and 21 days (G). Four 
randomly selected fields (up–down–left–right) were analyzed for each sample. *p < 0.05, **p < 0.01, compared 
with the control group. (Scale bar magnification: 400×).
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glial cells32, smooth muscle cells (SMCs)33, endothelial cells34, and fibroblasts35. PN-1 primarily localizes at the 
cell surface by binding to glycosaminoglycans (GAGs)36, which trap and potentiate PN-1 activity within the peri-
cellular space, so that proteolysis does not lead to widespread protein destruction21,37,38. Therefore, the activity of 
proteases on cells is regulated by PN-1 bound to cell-surface GAGs. Furthermore, PN-1 plays an important role 
in the process of proteolysis in an irreversible and highly complex manner through the inhibition of proteases39.

Figure 5. Comparison of immunoblotting for quantitative analysis of relative protein change in NP cells. 
Cells were treated with IL-1β (10 ng/mL) alone or combined with PN-1 at different concentrations (0, 10, 50, 
100, or 200 ng/mL). (A) Equal amounts of protein extract were resolved by SDS-PAGE, and MMP-3, MMP-9, 
MMP-13, ADAMTS-4, ADAMTS-5, aggrecan, and COL2 proteins were detected by western blot analysis.  
(B–H) Densitometric analysis shows the suppression of MMP3 (B), ADAMTS-4 (C), MMP-13 (D), MMP-9 
(E), and ADAMTS-5 (F) Protein levels in NP cells treated by IL-1β and PN-1. (G,H) Densitometric analysis 
shows the promotion effect of Aggrecan (G) and COL2 (H) Protein levels in NP cells treated by IL-1β and 
PN-1. Data are representative of three independent experiments, and p-values are shown: *p < 0.05; **p < 0.01 
compared to IL-1β stimulation alone.

Figure 6. Gelatinolytic activity of matrix metalloproteinase-2 and -9 in NP cells. (A) Molecular markers 
indicate active MMP-9 and -2 as 92 and 62 kDa proteins, respectively. (B) Zymographic band densities for 
MMP-9 were quantified. (C) Zymographic band densities for MMP-2 were quantified. Data are representative of 
three independent experiments, and p-values are shown: *p < 0.05; **p < 0.01, compared to IL-1β stimulation 
alone.
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Osteoarthritis (OA), a joint disease caused by cartilage loss, is strongly associated with a net loss of aggre-
can and collagen breakdown caused by an imbalance in ECM homeostasis40. The function of articular carti-
lage depends on the molecular composition of the ECM, which mainly consists of collagen II/IX/XI fibrils and 
proteoglycan- glycosaminoglycan networks of aggrecan and hyaluronan. ECM components are essential in regu-
lating chondrocyte metabolism and function, and play a crucial role in the ability of the tissue to withstand com-
pressive forces and respond to mechanical loading40. In the cartilage of OA patients, there is a significant increase 
in the level of serine protease Htra1 (high temperature factor A-1), which mediates proteolysis of aggrecan and 
contributes to OA pathology41,42. Initially, PN-1 was identified as a serine protease inhibitor in cartilage anlagen 
during embryogenesis, and interacted with both ECM and intracellular cartilage components30,43,44, which is 
consistent with its role in the binding and inactivation of extracellular proteases followed by internalization45. The 
activity of PN-1 is regulated by several matrix components, such as FN46, collagen II, and collagen I47. Therefore, 
serine proteases play an important role in cartilage pathology, and endogenous serine protease inhibitors such as 
PN-1 could potentially be promising new therapeutic targets in OA43,48,49.

IVD tissues share pathophysiological characteristics with OA26; however, little is known about the involve-
ment of serine proteases in the pathogenesis of disc degeneration. Type I and II collagen fibrils make up almost 
20% and 70% of the collagen network in the dry weight of the nucleus pulposus and annulus fibrosus, respec-
tively50. Previous studies have confirmed that IDD is associated with fibrosis of the NP, in which the collagen 
meshwork is gradually replaced by fibrils of abnormal size and rigidity6, resulting in altered gene expression 
for matrix molecules, degradation enzymes, and catabolic cytokines18,51. In addition, alterations in PG lead to a 
decrease in hydration, loss of structural integrity, and an inability to withstand loads52,53. The molecular mecha-
nisms of collagen fibrilogenesis are complicated, but highly related to mechanical stress, collagen genetic types, 
and aging54. Data are available for structural proteins of IVD, such as aggrecan55 and collagen56; however, little is 
known about the longevity of serine proteases from this tissue. The imbalance between serine proteases and ser-
pins may have an effect on the degeneration of IVD; thus, expression of PN-1 is important to gain further insight 
into the mechanisms of IDD.

Figure 7. The suppressive effect of PN-1 on the IL-1β-induced NF-B pathway. (A) NP cells were stimulated 
with IL-1β alone or combined with PN-1. Cells from different groups were collected and whole-cell protein was 
extracted at 10, 30, and 60 min time points. The phosphorylated and unphosphorylated levels of P38, ERK1/2, 
and P65 were detected by western blot analysis. (B–E) Densitometric analysis shows the suppression of P-P38 
(B), P-ERK-1 (C), P-ERK-2 (D), and P-P65 (E) protein levels in NP cells treated with IL-1β and PN-1. F. NP 
cells were stimulated with IL-1β alone or in combination with PN-1 or ERK inhibitor. The phosphorylated 
and unphosphorylated levels of ERK1/2 were detected by western blot analysis. (G–H) Densitometric analysis 
shows the suppression of P-ERK-1 (G) and P-ERK-2 (H) protein levels in NP cells treated with IL-1β alone or 
combined with PN-1 or ERK inhibitor. (I) NP cells were stimulated with IL-1β alone or combined with PN-1 
or NF-kB inhibitor. The levels of phosphorylated and unphosphorylated P65 were detected by western blot 
analysis. Nucleoprotein extracts were prepared and analyzed for the expression of P-P65. (J) Densitometric 
analysis shows the suppression of P-P65 protein levels in NP cells treated with IL-1β alone or combined with 
PN-1 or NF-kB inhibitors. Data were obtained from three independent experiments. GADPH/Lamin B were 
used as the loading control. *p < 0.05; **p < 0.01, compared to IL-1β stimulation alone.
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The present study was designed to investigate the changes of PN-1 expression in degenerated IVD of different 
grades using RT-PCR and IHC. Investigations in human IVD tissue have demonstrated a decreased expression of 
PN-1 following IDD. Moreover, we found that PN-1 mRNA and protein levels were coordinately regulated during the 
progression of IDD in a stage-specific manner. Inflammatory cytokines, such as IL-1β and TNF-α, have been known 
to induce degeneration of IVD. Based on in vitro experiments, changes in MMP protein and mRNA expression levels 
have been detected by western blotting and RT-PCR, and activity of MMPs have been examined by gelatin zymography. 
IL-1β, TNF-α, and other pro-inflammatory cytokines have also been shown to induce MMP production in NP cells. As 
our results indicated, when stimulated with IL-1β, the secretion of MMPs and ADAMTS by human NP cells increased, 
whereas PN-1 administration could antagonize these proteases and potentially preserve IVD tissue from degeneration.

Fibronectin (FN) and its fragments (FN-fs) have been found to accumulate during disc degeneration and accel-
eration of IVD degeneration in rabbits57. Within human degenerated-disc tissue samples, a marked increase in FN 
and FN-fs has been observed; thus, they are considered an integral part of the underlying pathology of IDD58–60. 
PN-1 activity is at least partly regulated by the extracellular matrix component fibronectin46,61, and fibronectin and 
its fragments have been observed to be potent inducers of MMP expression during IVD degeneration62. In addi-
tion, serine proteases have been confirmed to regulate MMP expression on the generated fibronectin fragments59. 
Therefore, an endogenous serine protease inhibitor, such as PN-1, has potentially roles in modulating MMP expres-
sion in IVD cells. Nuclear factor kappa B (NF- κB) is a family of transcription factors, which becomes activated in 
response to inflammation, damage, and stress63,64. MMPs have been identified as NF- κB target genes in IVD cells 
responsible for ECM degradation, including MMP-1, MMP-2, MMP-3, MMP-9, and MMP-1315,59,65. NF-κB play a 

Figure 8. Down-regulation of IL-1β-induced MMP expression in NP cells by PN-1. Cells were treated 
with IL-1β (10 ng/mL) alone or combined with PN-1, ERK inhibitor, or NF-kB inhibitor. (A) Equal amounts 
of protein extract were resolved by SDS-PAGE, and MMP-3, MMP-9, MMP-13, ADAMTS-4, ADAMTS-5, 
aggrecan, and COL2 proteins were detected by western blot analysis. (B–F) Densitometric analysis shows the 
suppression of MMP3 (B), ADAMTS-4 (C), MMP-13 (D), MMP-9 (E), and ADAMTS-5 (F) protein levels in 
NP cells treated with IL-1β, IL-1β + PN-1, IL-1β + ERK inhibitor, and IL-1β + NF-kB inhibitor. Densitometric 
analysis shows the promotive effect on Aggrecan (G) and COL2 (H) protein levels in NP cells treated with 
IL-1β, IL-1β + PN-1, IL-1β + ERK inhibitor, and IL-1β + NF-kB inhibitor. Data are representative of three 
independent experiments, and p-values are shown: *p < 0.05; **p < 0.01 compared to IL-1β stimulation alone.
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central role in MMP and ADAMTS expression in NP cells stimulated by IL-1β66. Activation of the NF-κB signaling 
pathway results in increased matrix-degrading enzyme activity in the NP, which is an important catabolic pathway 
involved in IDD67. Therefore, NF- κ B pathway has been fully investigated in human NP cells stimulated with PN-1.

Disc degeneration is characterized by the loss of Agg and COL268. Agg is a type of proteoglycan responsible for 
the normal structure of discs, while COL2 is an important component of the ECM, helping the IVD bear pressure. 
In this study, IVD degeneration induced by IL-1β lead to loss of Agg and COL2 in NP cells, which was associated 
with upregulation of MMPs and ADAMTS. PN-1 intervention reversed the downregulation of Agg and COL2 
and the upregulation of MMPs, implying that PN-1 could partially antagonize NF-κB pathway-specific tran-
scription factors and contribute to maintaining matrix integrity of the IVD. Moreover, we found that PN-1 could 
inhibit IL-1β-induced activation of ERK1/2 in NP cells. Therefore, PN-1 intervention can potentially reverse the 
expression of MMPs and ADAMTS through the ERK1/2/NF-κB signaling pathway in IDD. Agg and COL2 are 
necessary for the rebuilding of IVD, which also can be upregulated through the pathway by PN-1.

In conclusion, under inflammatory conditions, activated ERK1/2/NF-κB contributes to the pathogenesis of 
IDD, manifested by the upregulation of MMPs and ADAMTS and degraded disc matrix macromolecules Agg and 
collagen II. PN-1 is involved in pathogenesis, at least in part by suppressing IL-1β-induced activation of ERK1/2/
NF-κB and its downstream targets. Thus, decreased expression of PN-1 may serve as an important endogenous 
mechanism to increase the deleterious effects of excessive serine protease activity within the IVD.

References
1. Cheung, K. M. et al. Prevalence and pattern of lumbar magnetic resonance imaging changes in a population study of one thousand 

forty-three individuals. Spine (Phila Pa 1976) 34, 934–940 (2009).
2. Takatalo, J. et al. Does lumbar disc degeneration on magnetic resonance imaging associate with low back symptom severity in young 

Finnish adults? Spine (Phila Pa 1976) 36, 2180–2189 (2011).
3. de Schepper, E. I. et al. The association between lumbar disc degeneration and low back pain: the influence of age, gender, and 

individual radiographic features. Spine (Phila Pa 1976) 35, 531–536 (2010).
4. Bendix, T., Kjaer, P. & Korsholm, L. Burned-out discs stop hurting: fact or fiction? Spine (Phila Pa 1976) 33, E962–E967 (2008).
5. Mern, D. S., Beierfuss, A., Thome, C. & Hegewald, A. A. Enhancing human nucleus pulposus cells for biological treatment 

approaches of degenerative intervertebral disc diseases: a systematic review. J Tissue Eng Regen Med 8, 925–936 (2014).
6. Leung, V. Y. et al. Mesenchymal stem cells reduce intervertebral disc fibrosis and facilitate repair. Stem Cells 32, 2164–2177 (2014).
7. Urban, J. P. & McMullin, J. F. Swelling pressure of the lumbar intervertebral discs: influence of age, spinal level, composition, and 

degeneration. Spine (Phila Pa 1976) 13, 179–187 (1988).
8. Antoniou, J. et al. The human lumbar intervertebral disc: evidence for changes in the biosynthesis and denaturation of the 

extracellular matrix with growth, maturation, ageing, and degeneration. J Clin Invest 98, 996–1003 (1996).
9. Salminen, H. J. et al. Differential expression patterns of matrix metalloproteinases and their inhibitors during development of 

osteoarthritis in a transgenic mouse model. Ann Rheum Dis 61, 591–597 (2002).
10. Freemont, A. J., Watkins, A., Le Maitre, C., Jeziorska, M. & Hoyland, J. A. Current understanding of cellular and molecular events in 

intervertebral disc degeneration: implications for therapy. J Pathol 196, 374–379 (2002).
11. Stanton, H. et al. Investigating ADAMTS-mediated aggrecanolysis in mouse cartilage. Nat Protoc 6, 388–404 (2011).
12. Zhongyi, S., Sai, Z., Chao, L. & Jiwei, T. Effects of nuclear factor kappa B signaling pathway in human intervertebral disc 

degeneration. Spine (Phila Pa 1976) 40, 224–232 (2015).
13. Sun, Z., Yin, Z., Liu, C. & Tian, J. The Changes in the Expression of NF-KB in a Degenerative Human Intervertebral Disc model. Cell 

Biochem Biophys (2014).
14. Bachmeier, B. E. et al. Matrix metalloproteinase expression levels suggest distinct enzyme roles during lumbar disc herniation and 

degeneration. Eur Spine J 18, 1573–1586 (2009).
15. Roberts, S. et al. Matrix metalloproteinases and aggrecanase: their role in disorders of the human intervertebral disc. Spine (Phila Pa 1976) 

25, 3005–3013 (2000).
16. Nagase, H. & Woessner, J. F. Jr. Matrix metalloproteinases. J Biol Chem 274, 21491–21494 (1999).
17. Bachmeier, B. E. et al. Analysis of tissue distribution of TNF-alpha, TNF-alpha-receptors, and the activating TNF-alpha-converting 

enzyme suggests activation of the TNF-alpha system in the aging intervertebral disc. Ann N Y Acad Sci 1096, 44–54 (2007).
18. Le Maitre, C. L., Freemont, A. J. & Hoyland, J. A. The role of interleukin-1 in the pathogenesis of human intervertebral disc 

degeneration. Arthritis Res Ther 7, R732–R745 (2005).
19. Studer, R. K. et al. Human nucleus pulposus cells react to IL-6: independent actions and amplification of response to IL-1 and TNF-

alpha. Spine (Phila Pa 1976) 36, 593–599 (2011).
20. Millward-Sadler, S. J. et al. Regulation of catabolic gene expression in normal and degenerate human intervertebral disc cells: 

implications for the pathogenesis of intervertebral disc degeneration. Arthritis Res Ther 11, R65 (2009).
21. Silverman, G. A. et al. The serpins are an expanding superfamily of structurally similar but functionally diverse proteins. Evolution, 

mechanism of inhibition, novel functions, and a revised nomenclature. J Biol Chem 276, 33293–33296 (2001).
22. Gettins, P. G. Serpin structure, mechanism, and function. Chem Rev 102, 4751–4804 (2002).
23. Kim, N. K. et al. Increased expression and localization of a serine protease inhibitor, protease nexin-1 (PN-1), in the ovary and 

uterus during implantation in rat. Thromb Res 103, 135–142 (2001).
24. Stevens, P., Scott, R. W. & Shatzen, E. M. Recombinant human protease nexin-1 prevents articular cartilage-degradation in the 

rabbit. Agents Actions Suppl 39, 173–177 (1993).
25. Boulaftali, Y. et al. Anticoagulant and antithrombotic properties of platelet protease nexin-1. Blood 115, 97–106 (2010).
26. Loughlin, J. Knee osteoarthritis, lumbar-disc degeneration and developmental dysplasia of the hip–an emerging genetic overlap. 

Arthritis Res Ther 13, 108 (2011).
27. Visse, R. & H. Nagase, Matrix metalloproteinases and tissue inhibitors of metalloproteinases: structure, function, and biochemistry. 

Circ Res, 92(8), p. 827–839 (2003).
28. Pfirrmann, C. W., Metzdorf, A., Zanetti, M., Hodler, J. & Boos, N. Magnetic resonance classification of lumbar intervertebral disc 

degeneration. Spine (Phila Pa 1976) 26, 1873–1878 (2001).
29. Sommer, J. et al. cDNA sequence coding for a rat glia-derived nexin and its homology to members of the serpin superfamily. 

Biochemistry 26, 6407–6410 (1987).
30. Mansuy, I. M. et al. Variable and multiple expression of Protease Nexin-1 during mouse organogenesis and nervous system 

development. Development. 119, 1119–1134 (1993).
31. Erno, H., Kury, P., Nitsch, C., Jost, J. P. & Monard, D. Excitotoxic brain lesion modifies binding to a USF binding site acting as a 

negative regulatory element in the Protease nexin-1 promoter. Mol Cell Neurosci 8, 28–37 (1996).
32. Hultman, K. et al. Expression of plasminogen activator inhibitor-1 and protease nexin-1 in human astrocytes: Response to injury-

related factors. J Neurosci Res 88, 2441–2449 (2010).



www.nature.com/scientificreports/

1 2Scientific RepoRts | 6:30563 | DOI: 10.1038/srep30563

33. Richard, B. et al. Protease nexin-1: a cellular serpin down-regulated by thrombin in rat aortic smooth muscle cells. J Cell Physiol 201, 
138–145 (2004).

34. Bouton, M. C. et al. Protease nexin-1 interacts with thrombomodulin and modulates its anticoagulant effect. Circ Res 100, 
1174–1181 (2007).

35. Baker, J. B., Low, D. A., Simmer, R. L. & Cunningham, D. D. Protease-nexin: a cellular component that links thrombin and 
plasminogen activator and mediates their binding to cells. Cell 21, 37–45 (1980).

36. Li, W. & Huntington, J. A. Crystal structures of protease nexin-1 in complex with heparin and thrombin suggest a 2-step recognition 
mechanism. Blood 120, 459–467 (2012).

37. Bouton, M. C., Boulaftali, Y., Richard, B., Arocas, V., Michel, J. B. & Jandrot-Perrus, M. Emerging role of serpinE2/protease nexin-1 
in hemostasis and vascular biology. Blood 119, 2452–2457 (2012).

38. Verdiere-Sahuque, M. et al. Myoblast fusion promotes the appearance of active protease nexin I on human muscle cell surfaces. Exp 
Cell Res 222, 70–76 (1996).

39. Huntington, J. A., Read, R. J. & Carrell, R. W. Structure of a serpin-protease complex shows inhibition by deformation. Nature 407, 
923–926 (2000).

40. Martel-Pelletier, J., Boileau, C., Pelletier, J. P. & Roughley, P. J. Cartilage in normal and osteoarthritis conditions. Best Pract Res Clin 
Rheumatol 22, 351–384 (2008).

41. Wu, J. et al. Comparative proteomic characterization of articular cartilage tissue from normal donors and patients with osteoarthritis. 
Arthritis Rheum 56, 3675–3684 (2007).

42. Chamberland, A. et al. Identification of a novel HtrA1-susceptible cleavage site in human aggrecan: evidence for the involvement of 
HtrA1 in aggrecan proteolysis in vivo. J Biol Chem 284, 27352–27359 (2009).

43. Wilson, R. et al. Comprehensive profiling of cartilage extracellular matrix formation and maturation using sequential extraction and 
label-free quantitative proteomics. Mol Cell Proteomics 9, 1296–1313 (2010).

44. Francois, D. et al. Increased expression of protease nexin-1 in fibroblasts during idiopathic pulmonary fibrosis regulates thrombin 
activity and fibronectin expression. Lab Invest 94, 1237–1246 (2014).

45. Low, D. A., Baker, J. B., Koonce, W. C. & Cunningham, D. D. Released protease-nexin regulates cellular binding, internalization, and 
degradation of serine proteases. Proc Natl Acad Sci USA 78, 2340–2344 (1981).

46. Farrell, D. H. & Cunningham, D. D. Glycosaminoglycans on fibroblasts accelerate thrombin inhibition by protease nexin-1. Biochem 
J 245, 543–550 (1987).

47. Hayes, A. J., Hall, A., Brown, L., Tubo, R. & Caterson, B. Macromolecular organization and in vitro growth characteristics of scaffold-
free neocartilage grafts. J Histochem Cytochem 55, 853–866 (2007).

48. Monard, D., Suidan, H. S. & Nitsch, C. Relevance of the balance between glia-derived nexin and thrombin following lesion in the 
nervous system. Ann NY Acad Sci 674, 237–242 (1992).

49. Milner, J. M., Patel, A. & Rowan, A. D. Emerging roles of serine proteinases in tissue turnover in arthritis. Arthritis Rheum 58, 
3644–3656 (2008).

50. Eyre, D. R. & Muir, H. Quantitative analysis of types I and II collagens in human intervertebral discs at various ages. Biochim Biophys 
Acta 492, 29–42 (1977).

51. Sive, J. I. et al. Expression of chondrocyte markers by cells of normal and degenerate intervertebral discs. Mol Pathol 55, 91–97 (2002).
52. Roughley, P. J., Alini, M. & Antoniou, J. The role of proteoglycans in aging, degeneration and repair of the intervertebral disc. 

Biochem Soc Trans 30, 869–874 (2002).
53. Roughley, P. J. Biology of intervertebral disc aging and degeneration: involvement of the extracellular matrix. Spine (Phila Pa 1976) 

29, 2691–2699 (2004).
54. Issa, R. et al. Spontaneous recovery from micronodular cirrhosis: evidence for incomplete resolution associated with matrix cross-

linking. Gastroenterology 126, 1795–1808 (2004).
55. Sivan, S. S. et al. Aggrecan turnover in human intervertebral disc as determined by the racemization of aspartic acid. J Biol Chem 

281, 13009–13014 (2006).
56. Sivan, S. S. et al. Collagen turnover in normal and degenerate human intervertebral discs as determined by the racemization of 

aspartic acid. J Biol Chem 283, 8796–8801 (2008).
57. Greg Anderson, D., Li, X., Tannoury, T., Beck, G. & Balian, G. A fi bronectin fragment stimulates intervertebral disc degeneration  

in vivo. Spine (Phila Pa 1976) 28, 2338–2345 (2003).
58. Oegema, T. R. Jr., Johnson, S. L., Aguiar, D. J. & Ogilvie, J. W. Fibronectin and its fragments increase with degeneration in the human 

intervertebral disc. Spine 25, 2742–2747 (2000).
59. Grau, S. et al. The role of human HtrA1 in arthritic disease. J Biol Chem 281, 6124–6129 (2006).
60. Ruel, N. et al. Fibronectin fragments and the cleaving enzyme ADAM-8 in the degenerative human intervertebral disc. Spine (Phila 

Pa 1976) 39, 1274–1279 (2014).
61. Farrell, D. H. et al. Localization of protease nexin-1 on the fibroblast extracellular matrix. J Cell Physiol 134, 179–188 (1988).
62. Xia, M. & Zhu, Y. Fibronectin fragment activation of ERK increasing integrin alpha (5) and beta (1) subunit expression to degenerate 

nucleus pulposus cells. J Orthop Res 29, 556–561 (2011).
63. Baker, R. G., Hayden, M. S. & Ghosh, S. NF-kappaB, inflammation, and metabolic disease. Cell Metab 13, 11–22 (2011).
64. Wuertz, K. et al. Inflammatory and catabolic signalling in intervertebral discs: the roles of NF-kappaB and MAP kinases. Eur Cell 

Mater 23, 103–119 (2012).
65. Seguin, C. A. et al. Differential regulation of matrix degrading enzymes in a TNFalpha-induced model of nucleus pulposus tissue 

degeneration. Matrix Biol 25, 409–418 (2006).
66. Ellman, M. B. et al. The pathophysiologic role of the protein kinase Cdelta pathway in the intervertebral discs of rabbits and mice:  

in vitro, ex vivo, and in vivo studies. Arthritis Rheum 64, 1950–1959 (2012).
67. Hoyland, J. A., Le Maitre, C. & Freemont, A. J. Investigation of the role of IL-1 and TNF in matrix degradation in the intervertebral 

disc. Rheumatology (Oxford) 47, 809–814 (2008).
68. Le Maitre, C. L., Pockert, A., Buttle D. J., Freemont, A. J. & Hoyland, J. A. Matrix synthesis and degradation in human intervertebral 

disc degeneration. Biochem Soc Trans 35, 652–655 (2007).

Acknowledgements
This study was supported by grants from the financial support of the National Science Foundation of China 
(NSFC, 81201393, 81541056; 2013YGYL015).

Author Contributions
X.W. designed the study and drafted the manuscript W.L. and Y.S. carried out the immunoassays and participated 
in collecting clinical samples Z.D., S.Y. and Z.S. participated in the design of the study, did the statistical analysis 
and helped revise the manuscript Y.G., S.L. and K.W. carried out the molecular mechanism studies and Gelatin 
zymography C.Y. conceived the study, participated in designing the study and helped revise the manuscript All 
authors read and approved the final manuscript.



www.nature.com/scientificreports/

13Scientific RepoRts | 6:30563 | DOI: 10.1038/srep30563

Additional Information
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Wu, X. et al. The Involvement of Protease Nexin-1 (PN1) in the Pathogenesis of 
Intervertebral Disc (IVD) Degeneration. Sci. Rep. 6, 30563; doi: 10.1038/srep30563 (2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://creativecommons.org/licenses/by/4.0/

	The Involvement of Protease Nexin-1 (PN1) in the Pathogenesis of Intervertebral Disc (IVD) Degeneration
	Materials and Methods
	Materials. 
	Patient tissue samples. 
	Isolation and Culture of NP Cells. 
	Stimulation of NP cells. 
	ELISA. 
	Immunohistochemistry. 
	Gene expression analysis. 
	Western Blot Analysis. 
	Gelatin zymography. 
	Statistical evaluation. 

	Results
	PN-1 gene expression in human NP tissue. 
	Histological examination for PN-1 expression in human NP tissue. 
	PN-1 Expression in NP cells in response to IL-1β stimulation. 
	Pro-inflammatory cytokines IL-1β and TNF-α decrease PN-1 expression in NP cells. 
	PN-1 inhibits IL-1β-induced MMP production in NP cells. 
	PN-1 inhibits IL-1β-induced gelatinolytic activities of MMPs. 
	PN-1 inhibits IL-1β-induced MMP production through ERK1/2/NF-κB activation in NP cells. 
	PN-1 inhibits IL-1β-induced MMP production through ERK1/2/NF-κB signal pathways. 

	Discussion
	Acknowledgements
	Author Contributions
	Figure 1.  Expression of PN-1 and FN-f mRNA and protein was detected in human IVD tissue.
	Figure 2.  PN-1 protein expression in human IVD tissue.
	Figure 3.  IL-1β decreases PN-1 expression in NP Cells.
	Figure 4.  Analysis of immunopositivity for PN-1 expression in NP cells in the presence and absence of pro-inflammatory cytokines.
	Figure 5.  Comparison of immunoblotting for quantitative analysis of relative protein change in NP cells.
	Figure 6.  Gelatinolytic activity of matrix metalloproteinase-2 and -9 in NP cells.
	Figure 7.  The suppressive effect of PN-1 on the IL-1β-induced NF-B pathway.
	Figure 8.  Down-regulation of IL-1β-induced MMP expression in NP cells by PN-1.



 
    
       
          application/pdf
          
             
                The Involvement of Protease Nexin-1 (PN1) in the Pathogenesis of Intervertebral Disc (IVD) Degeneration
            
         
          
             
                srep ,  (2016). doi:10.1038/srep30563
            
         
          
             
                Xinghuo Wu
                Wei Liu
                Zhenfeng Duan
                Yong Gao
                Shuai Li
                Kun Wang
                Yu Song
                Zengwu Shao
                Shuhua Yang
                Cao Yang
            
         
          doi:10.1038/srep30563
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 Macmillan Publishers Limited
          10.1038/srep30563
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep30563
            
         
      
       
          
          
          
             
                doi:10.1038/srep30563
            
         
          
             
                srep ,  (2016). doi:10.1038/srep30563
            
         
          
          
      
       
       
          True
      
   




