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Methanosarcina N 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1

Other Methanosarcinaceae N 38 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.97 1 1 1 0.92 1 0.87 1 1 1 1 1 1 1 1 1 1 1 1 1 0.67 0.21 0.9 0.67

Methanosaetaceae N 3 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.66 1 1 1 0 0 1

M
ba

c

Methanobrevibacter Y 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.94 1 1 0.12 1 1 0 1 1 1 1 1 1 1 0.94 1 1 1 1 0.94 1

Methanosphaera Y 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 0 1 1 1 1 1 1 1 1 1 0 0 1 0 0

Methanobacterium N 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

Methanothermobacter N 3 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

M
m

as
s Methanomethylophilaceae Y 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Methanomassiliicoccus intestinalis Y 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0.93 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Methanomassiliicoccaceae (no M. int.) N 6 1 1 1 1 1 1 1 1 1 1 1 1 0.5 0.5 1 1 1 0.83 1 1 0.3 1 0 1 0 0 0.67 0 0 0 0 0 0 0 0 0 0 0

Table S6: Losses of “MCR-associated markers” in Methanimicrococcus blatticola PA and comparison with
the prevalence of these genes in other gut-associated lineages and their phylogenetically closest non-gut
relatives. “Ca. Methanomassiliicoccus intestinalis” (M. int.) is a Methanomassiliicoccaceae that is only
present in the human gut. Mbac: Methanobacteriales; Mmass: Methanomassiliicoccales.


