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m7- PS 0.88% 2- major CHO 0.32%
metabolism
" 3= minor CHO 0.24% WM 4 - glycolysis 0.48%
metabolism
W5~ fermentation 0.24% W 7- OPP 0.76%
9 - mitochondrial 0.76% W 10 -cell wall 1.68%
electron transport/
ATP synthesis
W 717 -lipid metabolism 2.48% 12 - N-metabolism 0.08%
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metabolism
15 -metal handling 1.28% ' 716 -secondary 6.24%
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vitamine metabolism
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metabolism
23 -nucleotide 0.32% 1 24 - Biodegradation of 0.24%
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25 -« CT-metabolism 0.08% 26 -misc 9.77%
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