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Abstract: DNA origami nanostructures (DONs) are promising substrates for the single-molecule
investigation of biomolecular reactions and dynamics by in situ atomic force microscopy (AFM).
For this, they are typically immobilized on mica substrates by adding millimolar concentrations of
Mg2+ ions to the sample solution, which enable the adsorption of the negatively charged DONs at
the like-charged mica surface. These non-physiological Mg2+ concentrations, however, present a
serious limitation in such experiments as they may interfere with the reactions and processes under
investigation. Therefore, we here evaluate three approaches to efficiently immobilize DONs at mica
surfaces under essentially Mg2+-free conditions. These approaches rely on the pre-adsorption of
different multivalent cations, i.e., Ni2+, poly-L-lysine (PLL), and spermidine (Spdn). DON adsorption
is studied in phosphate-buffered saline (PBS) and pure water. In general, Ni2+ shows the worst
performance with heavily deformed DONs. For 2D DON triangles, adsorption at PLL- and in
particular Spdn-modified mica may outperform even Mg2+-mediated adsorption in terms of surface
coverage, depending on the employed solution. For 3D six-helix bundles, less pronounced differences
between the individual strategies are observed. Our results provide some general guidance for the
immobilization of DONs at mica surfaces under Mg2+-free conditions and may aid future in situ
AFM studies.

Keywords: DNA origami; DNA nanotechnology; adsorption; mica; atomic force microscopy

1. Introduction

Introduced 15 years ago, DNA origami technology [1,2] has evolved into a popular
nanofabrication method that nowadays is almost routinely employed in numerous areas
of biomedical research [3,4], single-molecule biochemistry [5–7] and biophysics [8,9], bio-
analytics and biosensing [10,11], and synthetic biology [12,13], among others. It relies on
the controlled folding of a long single-stranded DNA scaffold into a user-defined 2D or
3D nanoscale shape upon hybridization with a large set of short oligonucleotides called
staple strands. The shape of the resulting DNA origami nanostructures (DONs) is fully
determined by the sequences of the staple strands and can thus be tailored with molecular
accuracy to meet the criteria of the desired application. By conjugating chemical moieties
to selected staple strands, this technique furthermore enables the controlled arrangement
of functional molecules with sub-nanometer precision [14–16]. Preserving the designed
shape of the DONs and thereby the displayed molecular arrangements under relevant
environmental conditions is thus an essential issue for many applications [17].

An important parameter in this regard is the concentration of divalent cations and
particularly Mg2+. During DON assembly, millimolar concentrations of Mg2+ are required
in order to screen the electrostatic repulsion of the negatively charged DNA strands and
thereby facilitate their compaction into the small volume of the DON. However, such
comparatively high Mg2+ concentrations are incompatible with numerous applications. For
instance, Mg2+ ions have been shown to affect drug loading [18,19], mineralization [20,21],
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and conformational switching and actuation [22,23] of DONs. Fortunately, the synthesized
DONs can be transferred post-assembly into appropriate Mg2+-free solutions such as
phosphate-buffered saline (PBS), Tris buffer, or pure water simply by spin filtering [24].
DON stability in such solutions is maintained by residual Mg2+ ions from the folding buffer
that remain bound to the DNA’s backbone phosphates upon buffer exchange. This enables
the application of DONs in solutions with Mg2+ concentrations down to the low-µM
range [24].

However, Mg2+ ions serve also another purpose; they facilitate the adsorption of
the highly negatively charged DONs at like-charged surfaces such as mica and silicon
oxide (see Figure 1a). This is of particular importance in atomic force microscopy (AFM)
investigations [5,7], which require ultra-flat substrate surfaces. In such settings, an insuffi-
cient Mg2+ concentration will result in either high mobility of the adsorbed DONs, which
makes them susceptible to post-adsorption manipulation [25,26], or the retardation [27]
or even complete suppression [28] of DON adsorption. To avoid these issues, previous
studies have mixed the Mg2+-free samples with Mg2+-containing solutions right before
immobilization on mica [24,29,30]. While this approach has proven useful for evaluating
the structural integrity of the DONs after exposure to denaturing environments [24,29]
or ionizing radiation [30], it is incompatible with the in situ investigation of biomolecular
processes such as protein binding [31,32], enzymatic reactions [33,34], or conformational
dynamics [35,36] under essentially Mg2+-free conditions. In this work, we thus explore
alternative means for immobilizing DONs at mica surfaces that do not rely on the addi-
tion of Mg2+ ions to the DON-containing solution (see Figure 1b–d). For this, 2D DNA
origami triangles (DOTs) are synthesized in Mg2+-containing TAE buffer and subsequently
transferred into either PBS or H2O [24]. PBS is as a well-established buffer mimicking
physiological pH and ionic strength, while H2O was chosen as an ion-free solution, which
does not screen any electrostatic interactions. The DOTs are then immobilized from these
solutions at mica surfaces with pre-adsorbed Ni2+ ions (Figure 1b), poly-L-lysine (PLL,
Figure 1c), and spermidine (Spdn, Figure 1d), respectively. The efficiency of DOT adsorp-
tion under these conditions and possible effects on the structural integrity of the DOTs are
quantified by AFM in the dry state after sample washing and compared to the standard
method of Mg2+-mediated adsorption (Figure 1a). In PBS, we find that DOT adsorption at
PLL- and in particular Spdn-modified mica is superior to Ni2+- and even Mg2+-mediated
adsorption in terms of surface coverage. In pure H2O, on the other hand, the situation is
markedly different with all three pre-adsorption-based strategies proving inferior to Mg2+

addition. Here, PLL performs slightly better than Spdn, with the latter resulting in severe
AFM imaging artefacts. For both Mg2+-free solutions, however, the Ni2+-modified mica
surface shows the worst performance, resulting in heavily deformed DOTs. Interestingly,
the behavior of tube-like six-helix bundles (6HBs) differed in some regards from that of
the DOTs and showed less dramatic differences between the evaluated techniques. This
is probably related to the smaller contact area between DON and surface. Our results
thus clearly demonstrate the great potential of polyelectrolyte-coated mica to serve as a
substrate in DON-based AFM studies under essentially Mg2+-free conditions.
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Figure 1. Schematic representations (not to scale) of the different DON adsorption strategies evalu-
ated in this work. (a) Addition of Mg2+ ions to the DON sample. (b) Pre-adsorption of Ni2+ ions. (c) 
Pre-adsorption of poly-L-lysine (PLL). (d) Pre-adsorption of spermidine (Spdn). The backbone of 
double-stranded (ds) DNA is represented by cyan and magenta spheres. 

2. Results and Discussion 
2.1. Mg2+-Mediated Adsorption 

In order to establish a benchmark, we first evaluated the efficiency of Mg2+-mediated 
DOT adsorption at freshly cleaved mica surfaces. A representative AFM image of a freshly 
cleaved mica surface is shown in Figure 2a. The root-mean-square (RMS) surface rough-
ness Sq of the freshly cleaved mica surface was only about 0.45 Å. Note that this very low 
value is mostly determined by scanning noise. Adsorption of the DOTs in PBS (pH 7.4) 
and H2O (pH 7.0) at this surface was enabled by mixing the Mg2+-free sample solutions 
immediately before immobilization with folding buffer, i.e., 10 mM MgCl2 in 1×TAE. For 
both solutions, this resulted in similarly sizeable DOT adsorption (see Figure 2b,c) with 
an average surface coverage of about 15 adsorbed DOTs per µm². 

To identify possible effects of the surface pretreatment on the structural integrity of 
the DOTs, we also quantified the fractions of intact and damaged DOTs based on an es-
tablished classification scheme [30,37,38]. In this scheme, the classification “damaged” ap-
plies to all DOTs whose shape clearly deviates from the original DOT design (see Ref. [37] 
for details). This in particular includes DOTs coming apart at the vertices but also broken 
trapezoids, DOT fragments, severely deformed DOTs, and partially and completely de-
natured DOTs. The dissociation of the trapezoids composing the Rothemund DOT [1] at 
the vertices results from the low melting temperatures of the bridging staples and is thus 
frequently observed in denaturing environments [38,39]. It also represents the predomi-
nant type of damage under the current conditions. In contrast to previous classifications, 
however, we here deliberately excluded slight deformations of the adsorbed DOTs from 
the category “damaged”. While slight shape deformations represent another very com-
mon type of DOT damage under non-denaturing conditions [37,40], they may also be 
caused by different surface topographies that result from the different pretreatments (see 
below). For Mg2+-mediated adsorption, about 90% of the adsorbed DOTs remained struc-
turally intact, in both PBS and H2O. This value is comparable to that observed previously 
under equivalent conditions [24] as well as in standard folding buffer [37,40]. 

Figure 1. Schematic representations (not to scale) of the different DON adsorption strategies evalu-
ated in this work. (a) Addition of Mg2+ ions to the DON sample. (b) Pre-adsorption of Ni2+ ions.
(c) Pre-adsorption of poly-L-lysine (PLL). (d) Pre-adsorption of spermidine (Spdn). The backbone of
double-stranded (ds) DNA is represented by cyan and magenta spheres.

2. Results and Discussion

2.1. Mg2+-Mediated Adsorption

In order to establish a benchmark, we first evaluated the efficiency of Mg2+-mediated
DOT adsorption at freshly cleaved mica surfaces. A representative AFM image of a freshly
cleaved mica surface is shown in Figure 2a. The root-mean-square (RMS) surface roughness
Sq of the freshly cleaved mica surface was only about 0.45 Å. Note that this very low value
is mostly determined by scanning noise. Adsorption of the DOTs in PBS (pH 7.4) and H2O
(pH 7.0) at this surface was enabled by mixing the Mg2+-free sample solutions immediately
before immobilization with folding buffer, i.e., 10 mM MgCl2 in 1 × TAE. For both solutions,
this resulted in similarly sizeable DOT adsorption (see Figure 2b,c) with an average surface
coverage of about 15 adsorbed DOTs per µm2.

To identify possible effects of the surface pretreatment on the structural integrity of the
DOTs, we also quantified the fractions of intact and damaged DOTs based on an established
classification scheme [30,37,38]. In this scheme, the classification “damaged” applies to all
DOTs whose shape clearly deviates from the original DOT design (see Ref. [37] for details).
This in particular includes DOTs coming apart at the vertices but also broken trapezoids,
DOT fragments, severely deformed DOTs, and partially and completely denatured DOTs.
The dissociation of the trapezoids composing the Rothemund DOT [1] at the vertices
results from the low melting temperatures of the bridging staples and is thus frequently
observed in denaturing environments [38,39]. It also represents the predominant type of
damage under the current conditions. In contrast to previous classifications, however, we
here deliberately excluded slight deformations of the adsorbed DOTs from the category
“damaged”. While slight shape deformations represent another very common type of DOT
damage under non-denaturing conditions [37,40], they may also be caused by different
surface topographies that result from the different pretreatments (see below). For Mg2+-
mediated adsorption, about 90% of the adsorbed DOTs remained structurally intact, in
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both PBS and H2O. This value is comparable to that observed previously under equivalent
conditions [24] as well as in standard folding buffer [37,40].Molecules 2021, 26, x FOR PEER REVIEW 4 of 15 

 

 
Figure 2. Representative AFM images of (a) a freshly cleaved mica surface and DOTs adsorbed from (b) PBS and (c) H2O 
at the mica surface after addition of 10 mM MgCl2 (in 1 × TAE). The AFM images have a size of 3 × 3 µm² and a height 
scale of (a) 1.5 and (b,c) 2.5 nm, respectively. The RMS roughness Sq of the freshly cleaved mica surface (average of three 
AFM images ± standard deviation) is given below the AFM image in (a). Below (b) and (c), example magnifications of 
intact (green) and damaged (black) DOTs are shown. 
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modified mica surfaces. Ni2+ ions undergo stronger binding to the mica surface than Mg2+. 
Therefore, mica surfaces pretreated with Ni2+ have previously been used for immobilizing 
genomic DNA molecules [41–44], while the displacement of Mg2+ ions at the mica–DNA 
interface by Ni2+ ions has been employed for the fixation of self-assembled DON lattices 
[45,46]. Figure 3a shows an AFM image of a mica surface after incubation in 10 mM NiCl2 
solution. Compared to the freshly cleaved mica surface (see Figure 2a), a much rougher 
surface with many particle-like features was obtained, possibly as a result of the crystalli-
zation of residual NiCl2. Consequently, the surface roughness was increased by almost a 
factor of two to Sq ~ 0.85 Å. 

As can be seen in Figures 3b,c, DOT adsorption at the Ni2+-modified mica surface was 
strongly reduced compared to Mg2+-mediated adsorption. In PBS, the DOT surface cover-
age was reduced from about 15 DOTs per µm2 for Mg2+-mediated adsorption to only about 
4 DOTs per µm2 (see Figure 4). An even lower surface coverage of less than 2 DOTs per 
µm2 was obtained in H2O. Furthermore, also the fraction of intact DOTs was drastically 
decreased at the Ni2+-modified mica surface. While about 90% of adsorbed DOTs were 
intact in the presence of Mg2+, adsorption from PBS at the Ni2+-modified mica surface 
yielded only about 12% of intact DOTs (see Table 1). In H2O, a higher fraction of intact 
DOTs of about 37% was obtained. Furthermore, because of the comparatively large rough-
ness of the Ni2+-modified mica surface, the intact DOTs had a rather blurred appearance 
and irregular height (see the magnifications in Figure 3b,c). This will not only hamper 
their detailed structural characterization but also render the AFM identification of any 
DON-bound proteins close to impossible. 

Figure 2. Representative AFM images of (a) a freshly cleaved mica surface and DOTs adsorbed from (b) PBS and (c) H2O at
the mica surface after addition of 10 mM MgCl2 (in 1 × TAE). The AFM images have a size of 3 × 3 µm2 and a height scale
of (a) 1.5 and (b,c) 2.5 nm, respectively. The RMS roughness Sq of the freshly cleaved mica surface (average of three AFM
images ± standard deviation) is given below the AFM image in (a). Below (b) and (c), example magnifications of intact
(green) and damaged (black) DOTs are shown.

2.2. Pre-Adsorption of Ni2+

Next, we evaluated DOT adsorption in the absence of additional Mg2+ ions at Ni2+-
modified mica surfaces. Ni2+ ions undergo stronger binding to the mica surface than
Mg2+. Therefore, mica surfaces pretreated with Ni2+ have previously been used for im-
mobilizing genomic DNA molecules [41–44], while the displacement of Mg2+ ions at the
mica–DNA interface by Ni2+ ions has been employed for the fixation of self-assembled
DON lattices [45,46]. Figure 3a shows an AFM image of a mica surface after incubation
in 10 mM NiCl2 solution. Compared to the freshly cleaved mica surface (see Figure 2a), a
much rougher surface with many particle-like features was obtained, possibly as a result of
the crystallization of residual NiCl2. Consequently, the surface roughness was increased by
almost a factor of two to Sq ~ 0.85 Å.

As can be seen in Figure 3b,c, DOT adsorption at the Ni2+-modified mica surface
was strongly reduced compared to Mg2+-mediated adsorption. In PBS, the DOT surface
coverage was reduced from about 15 DOTs per µm2 for Mg2+-mediated adsorption to
only about 4 DOTs per µm2 (see Figure 4). An even lower surface coverage of less than
2 DOTs per µm2 was obtained in H2O. Furthermore, also the fraction of intact DOTs was
drastically decreased at the Ni2+-modified mica surface. While about 90% of adsorbed
DOTs were intact in the presence of Mg2+, adsorption from PBS at the Ni2+-modified mica
surface yielded only about 12% of intact DOTs (see Table 1). In H2O, a higher fraction
of intact DOTs of about 37% was obtained. Furthermore, because of the comparatively
large roughness of the Ni2+-modified mica surface, the intact DOTs had a rather blurred
appearance and irregular height (see the magnifications in Figure 3b,c). This will not only
hamper their detailed structural characterization but also render the AFM identification of
any DON-bound proteins close to impossible.
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only 2 mM, the authors observed significant mobility of the adsorbed dsDNA molecules. 
In contrast to the experiments of Piétrement et al., we imaged the adsorbed DOTs in the 
dry state, which required the washing of the mica surface with ultrapure water to remove 
non-adsorbed DOTs as well as residual salt (in the case of PBS). It thus appears likely that 
a large amount of the weakly adsorbed DOTs desorbed from the Ni2+-treated mica surface 
during this washing step, resulting in the observed strongly reduced surface coverage (see 
Figure 4). This may also provide an explanation for the large number of damaged DOTs 
found at these surfaces. Piétrement et al. observed that dsDNA molecules, despite their 
weak adsorption at the Ni2+-treated mica surface, resisted complete desorption in the pres-
ence of high Na+ concentration but instead dangled from the surface [42]. Assuming that 
the same is true also for the DOTs remaining at the surface during washing, the currents 
of water flowing along the surface may induce significant distortions of the partially at-
tached DOTs. The resulting stress buildup may then lead to DOT rupture, fragmentation, 
and structural collapse, as observed in the AFM images shown in Figures 3b,c and S6. It 
should be noted at this point that the vast majority of in situ AFM studies that employed 
Ni2+-mediated dsDNA or DON adsorption at mica surfaces used DNA-containing buffer 
solutions supplemented with divalent cations such as Ni2+ and Mg2+ [48–53]. 

Figure 3. Representative AFM images of (a) a mica surface after incubation with NiCl2 and DOTs adsorbed from (b) PBS and
(c) H2O at the Ni2+-modified mica surface. The AFM images have a size of 3 × 3 µm2 and a height scale of (a) 1.5 and (b,c)
2.5 nm, respectively. The RMS roughness Sq of the Ni2+-modified mica surface (average of three AFM images ± standard
deviation) is given below the AFM image in (a). Below (b) and (c), example magnifications of intact (green) and damaged
(black) DOTs are shown.

At first sight, the observation that Ni2+ pre-adsorption is not an efficient DON adsorp-
tion strategy under Mg2+-free conditions may appear surprising because Ni2+ is known to
have a stronger binding affinity to both DNA [47] and mica [43] than does Mg2+. However,
Piétrement et al. have shown already in 2003 that efficient immobilization of genomic
dsDNA at Ni2+-treated mica surfaces requires the presence of Mg2+ ions in the sample
solution at concentrations of 10 mM or more [42]. At lower Mg2+ concentrations of only
2 mM, the authors observed significant mobility of the adsorbed dsDNA molecules. In
contrast to the experiments of Piétrement et al., we imaged the adsorbed DOTs in the dry
state, which required the washing of the mica surface with ultrapure water to remove
non-adsorbed DOTs as well as residual salt (in the case of PBS). It thus appears likely that a
large amount of the weakly adsorbed DOTs desorbed from the Ni2+-treated mica surface
during this washing step, resulting in the observed strongly reduced surface coverage (see
Figure 4). This may also provide an explanation for the large number of damaged DOTs
found at these surfaces. Piétrement et al. observed that dsDNA molecules, despite their
weak adsorption at the Ni2+-treated mica surface, resisted complete desorption in the pres-
ence of high Na+ concentration but instead dangled from the surface [42]. Assuming that
the same is true also for the DOTs remaining at the surface during washing, the currents of
water flowing along the surface may induce significant distortions of the partially attached
DOTs. The resulting stress buildup may then lead to DOT rupture, fragmentation, and
structural collapse, as observed in the AFM images shown in Figure 3b,c and Figure S6. It
should be noted at this point that the vast majority of in situ AFM studies that employed
Ni2+-mediated dsDNA or DON adsorption at mica surfaces used DNA-containing buffer
solutions supplemented with divalent cations such as Ni2+ and Mg2+ [48–53].
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Figure 4. Surface coverage of adsorbed DOTs obtained for the different surface pretreatments and
solution conditions. Values represent averages of five to twelve AFM images with the standard
deviations as error bars.

Table 1. Absolute numbers of total, intact, and damaged DOTs evaluated for each immobilization
strategy with the resulting percentage of intact DOTs.

Strategy Solution Total Intact Damaged Percentage Intact

Mg2+ PBS 654 614 40 93.9
H2O 808 717 91 88.7

Ni2+ PBS 315 38 277 12.1
H2O 92 34 58 37.0

PLL PBS 1557 932 625 59.9
H2O 179 49 130 27.4

Spdn PBS 3635 2657 978 73.1
H2O 161 110 51 68.3

2.3. Pre-Adsorption of Poly-L-Lysine (PLL)

We then turned to polyelectrolyte adsorption for modifying the mica surface. The
most prominent polyelectrolyte in the present context is probably PLL, which has been
used to immobilize dsDNA molecules [54], DNA-coated nanoparticles [55], and DNA
origami [56,57]. The latter, however, was always performed in the presence of millimolar
concentrations of Mg2+ ions [56,57]. As can be seen in Figure 5a, PLL adsorption at mica
resulted in a rather smooth surface topography with an average RMS roughness Sq below
0.8 Å, which is slightly lower than for the Ni2+-treated surface shown in Figure 3a. Further-
more, the surface did not exhibit any particle-like features, in contrast to Ni2+-modified
mica (cf. Figure 3a).

Exposure of the PLL-modified mica surface to DOTs in PBS resulted in sizeable
adsorption (see Figure 5b) with a surface coverage of about 22 DOTs per µm2, which is
even higher than that obtained for Mg2+-mediated adsorption (see Figure 4). The DOTs
themselves could be resolved very well and with great structural detail. Closer inspection
of the AFM images in Figure 5b and Figure S7a, however, reveals a surprisingly large
fraction of damaged DOTs (~40%, see Table 1). In particular, several DOTs can be seen that
have disintegrated at their vertices and now consist only of loosely connected trapezoids
(see, e.g., Figure 5b, right magnification). This type of damage is only rarely observed
for Mg2+-mediated adsorption (see Figure 2b and Figure S5a), which indicates either that
this damage occurs during adsorption or that such damaged DOTs have a higher affinity
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for the PLL-modified than for the Mg2+-modified surface, so that only the former surface
results in their efficient immobilization. Furthermore, we observed a strong tendency of
DOT clustering at the PLL-modified surface. Since such clusters are mostly absent at the
Mg2+-modified mica surface (cf. Figure 2b and Figure S5a), we attribute their formation to
the entangled polyelectrolyte layer that probably loops and dangles from the surface into
solution (see Figure 1c). Such dangling polyelectrolyte chains may screen the electrostatic
repulsion between adsorbed DOTs and thereby facilitate cluster formation.
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For DOT adsorption from H2O, the situation at the PLL-modified surface was markedly
different. As can be seen in Figure 5c, the DOT surface coverage was drastically reduced
compared to adsorption from PBS and comparable in magnitude to the surface coverage
obtained at Ni2+-modified mica (see Figure 4). The appearance of the adsorbed DOTs
is very similar to those adsorbed from PBS. However, the fraction of intact DOTs was
decreased considerably from about 68% in PBS to only about 28% in H2O (see Table 1).
This indeed suggests that damaged and intact DOTs have different surface affinities, whose
relative magnitude depends on not only the type of surface but also the composition of
the surrounding medium. This might again be related to the soft, cushion-like nature of
the entangled PLL layer (see Figure 1c), which may partially enclose the adsorbed DOTs
and thereby better accommodate the more three-dimensional shapes of damaged DOTs.
This would not only result in better adhesion but also protect the adsorbed DOTs during
sample washing.

2.4. Pre-Adsorption of Spermidine (Spdn)

Because of the observed clustering of the adsorbed DOTs and the larger fraction
of damaged DOTs at the PLL-modified mica surface, we next tested Spdn as a shorter
polyelectrolyte that can also be used to adsorb DNA [58] but should not form such an
entangled polyelectrolyte layer (see Figure 1d). However, as can be seen in Figure 6a, the
resulting surface had a very pronounced topography dominated by small particles and
large islands, which suggests the buildup of multilayers. Consequently, the Spdn-modified
mica surface by far had the largest RMS roughness of all the surfaces studied in this work,
i.e., Sq ~ 1.9 Å. Despite this rough surface topography, surprisingly strong DOT adsorption
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from PBS solution can bes observed in the AFM images in Figure 6b and Figure S8a. At a
value of 45 DOTs per µm2, the achieved DOT surface coverage was about thrice as high as
for Mg2+-mediated adsorption (see Figure 4). While the fraction of intact DOTs of about
73% was smaller than for Mg2+-mediated adsorption (see Table 1), the appearance of the
DOTs was comparable. Spdn pre-adsorption is thus vastly superior to the other Mg2+-free
methods evaluated in this study for immobilizing DOTs from PBS. For DOTs suspended
in H2O, however, a similar behavior was observed as for PLL-modified mica, i.e., vastly
reduced adsorption with a surface coverage of only about 1.5 DOTs per µm2 (see Figure 6c
and Figure S8b). Even though the fraction of intact DOTs was more than twice as high
as for PLL, i.e., about 68% (see Table 1), the Spdn-modified surface proved very difficult
to image after DOT adsorption from H2O, with the recorded AFM images often showing
severe imaging artefacts (see Figure S8b). Therefore, immobilizing DOTs from H2O at
Spdn-modified mica surfaces is not particularly compatible with AFM investigations.
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2.5. Effect of PBS and H2O Exposure on the Pre-Adsorbed Polyelectrolyte Films

The observation that DOT adsorption at both polyelectrolyte-modified surfaces is
much weaker in H2O than in PBS is rather surprising. Because of its comparatively
high ionic strength, PBS has a Debye length of only about 0.7 nm [59], so that any long-
range electrostatic interactions between the negatively charged DOTs and the positively
charged polyelectrolyte films will be efficiently screened. In the absence of any ions, one
would thus expect a stronger interaction. Obviously, this was not the case in the present
experiments. On the other hand, the same ions will also screen the electrostatic repulsion
between neighboring (protonated) amino groups in the polyelectrolyte layer. Exposure
to PBS may thus lead to structural reorganizations inside the adsorbed polyelectrolyte
film and thereby a more compact and homogeneous surface layer. Furthermore, PBS
contains a comparatively large concentration of Na+ ions, which can specifically interact
with the exposed mica surface and thereby neutralize its negative charge [60,61], resulting
in reduced electrostatic repulsion between DOTs and exposed areas of the mica surface
showing through. In H2O, this repulsion will remain unscreened.

In order to obtain more insights into this effect, we exposed both polyelectrolyte-
modified surfaces to PBS and H2O without DOTs and evaluated the effect on the surface
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topography. As can be seen in Figure 7a, exposure of the PLL-modified mica surface
to PBS indeed resulted in a reduction of the RMS surface roughness, even though no
morphological differences were visible in the corresponding AFM images. This reduction
in Sq is indicative of a compaction of the adsorbed PLL film. Exposure to H2O, on the other
hand, did not have any detectable effect on the morphology of the PLL film. This was to be
expected since the mica pretreatment utilized PLL dissolved in H2O (see Section 3.2).
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In the case of Spdn, no effect of exposure to PBS or H2O on the RMS surface roughness
was observed (see Figure 7b). This can be attributed to the fact that the Spdn surface was
very rough and inhomogeneous to begin with (see Figure 6a and Figure S4a). Nevertheless,
visual inspection of the AFM images in Figure 6a, Figure 7b and Figure S4 suggests
some minor morphological transition upon exposure to PBS. In particular, the Spdn film
appeared more homogeneous over micrometer length scales after exposure to PBS and
did not show such a pronounced island topography anymore. In sum, these observations
indeed suggest that efficient DNA origami immobilization at polyelectrolyte-modified mica
surfaces requires a certain ionic strength in order to create a compact and homogeneous
polyelectrolyte film.

2.6. Effect of DON Shape

In order to assess the generality of the above observations, we repeated these experi-
ments with a rather different DON shape, i.e., a tube-like 6HB [62], even though this shape
has only very limited relevance as a substrate for single-molecule AFM investigations.



Molecules 2021, 26, 4798 10 of 16

As can be seen in Figure 8, much smaller differences in surface coverage were observed
compared to the 2D DOTs. Since the shape of the 6HBs is less distinct than that of the DOTs,
identification of structural damage is rather challenging. Therefore, we only determined the
total number of 6HBs per µm2, without any distinction between damaged and intact DONs.
The results of the statistical analyses are shown in Figure 9 and support the qualitative
observations based on the AFM images in Figure 8.Molecules 2021, 26, x FOR PEER REVIEW 10 of 15 
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The observation that the 6HBs did not show such drastic differences in surface cover-
age between the different immobilization methods as the DOTs most likely resulted from
their different surface footprints. Arranging the individual DNA double helices not in a
2D sheet but rather a 3D tube results in a smaller contact area between the 6HBs and the
mica surface. Therefore, adsorption of the 6HB will be less sensitive to lateral variations in
the pre-adsorbed film. On the other hand, efficient adsorption of the tube-like 6HBs due
to electrostatic interactions is usually accompanied by their structural collapse and, thus,
flattening at the surface, which results in an increased contact area. Whether this is possible
or not will depend on the strength of the DNA–surface interactions and thus on the type of
surface modification.

Furthermore, the data in Figure 9 suggest that for the 6HBs, Mg2+-mediated adsorp-
tion was less efficient in H2O than in PBS, whereas the opposite was observed for Ni2+

pretreatment. In contrast, no dependence of Mg2+- and Ni2+-mediated adsorption on the
solution conditions was observed for the DOTs (see Figure 4). This may be related to
superstructure-specific differences in the interactions between DONs and the different
ions (both in solution and at the surface), as previously observed for Mg2+ and Eu3+ ions
coordinating to the backbone phosphates of DOTs and 6HBs [63]. Finally, in H2O, the
6HBs adsorbed at the PLL-modified mica surface in a strongly curved conformation (see
Figure 8c and Figure S11b). To a lesser degree, this was also observed for the Ni2+-modified
surface in the same solution (see Figure 8b and Figure S10b). This may be related to varia-
tions in the mechanical properties and in particular the flexibility of the 6HBs suspended in
the different solutions. In H2O, the electrostatic repulsion between neighboring double he-
lices will be more pronounced than in high-ionic strength PBS. This may lead to differences
in the relaxation of residual strain and in turn to different global conformations. However,
since such curved conformations are not observed at the Spdn-modified surface under the
same conditions, the surface properties obviously have a strong influence as well. While
elucidating these superstructure-specific effects on surface coverage and conformation of
the adsorbed DONs will require further study, we can already conclude that applying
polyelectrolyte coatings on mica surfaces is a viable strategy for immobilizing DONs at
mica surfaces under essentially Mg2+-free conditions.

3. Materials and Methods
3.1. DON Assembly and Buffer Exchange

DOTs [1] and 6HBs [62] were assembled as previously described [24] by using the 7249-
nt long M13mp18 scaffold strand (Tilibit GmbH, München, Germany) and 208 and 170 sta-
ple strands (Eurofins Genomics GmbH, Ebersberg, Germany), respectively, in 1 × TAE
buffer (Carl Roth GmbH + Co. KG, Karlsruhe, Germany) containing 10 mM MgCl2
(Sigma-Aldrich Chemie GmbH, Steinheim, Germany). The mixtures were rapidly heated
to 80 ◦C, followed by slow cooling to room temperature within 90 min in a Thermocycler
Primus 25 advanced (PEQLAB Biotechnologie GmbH, Erlangen, Germany). The folding
buffer was exchanged during purification by spin filtering (Amicon Ultra, 100K, Merck
KGaA, Darmstadt, Germany) with HPLC-grade water (pH 7.0, VWR International S.A.S.,
Fontenay-sous-Bois, France) and PBS buffer (138 mM sodium chloride, 2.7 mM potassium
chloride, 10 mM sodium phosphate, 2.7 mM potassium phosphate, pH 7.4, Sigma-Aldrich
Chemie GmbH, Steinheim, Germany), respectively. As was shown previously, this buffer
exchange does not induce any additional structural damage to the DONs [24]. The result-
ing DNA origami concentration was determined using a Nanophotometer P 330 (Implen
GmbH, München, Germany).

3.2. Mica Surface Modification

Mica substrates (Ted Pella, Inc., Redding, CA, USA) were pretreated with NiCl2
(Sigma-Aldrich Chemie GmbH, Steinheim, Germany), PLL hydrobromide (molecular
weight 1000–5000, Sigma-Aldrich Chemie GmbH, Steinheim, Germany), and Spdn (Alfa
Aesar, Thermo Fisher (Kandel) GmbH, Kandel, Germany), respectively.
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(1) NiCl2 pretreatment: 10 mM NiCl2 aqueous solution was deposited onto a freshly
cleaved mica surface and incubated for 1 h. An incubation time of 1 h was chosen
based on our previous work [45]. It should be noted, however, that equivalent results
as reported here were also obtained with shorter incubation times, i.e., 1 min to 30 min.
The mica substrate was then rinsed with HPLC-grade water to remove excess NiCl2.

(2) PLL pretreatment: PLL was dissolved in HPLC-grade water to yield a 0.1% w/v
PLL solution. The PLL solution was deposited onto a freshly cleaved mica surface
and incubated for 1 h. An incubation time of 1 h was chosen based on literature to
ensure maximum surface coverage [64]. The mica substrate was then rinsed with
HPLC-grade water to remove excess PLL.

(3) Spdn pretreatment: Spdn was dissolved in HPLC-grade water to yield a 5 mg/mL
Spdn solution and then deposited onto a freshly cleaved mica surface. After incuba-
tion for 5 min the mica substrate was rinsed with HPLC-grade water. An incubation
time of 5 min was chosen based on literature [58].

3.3. DON Immobilization and AFM Imaging

For DON immobilization, 2 nM DONs in HPLC-grade water and PBS were incubated
on the pretreated mica surfaces for 1 min, respectively. For the reference experiments
shown in Figure 7, the same protocol was used but without DONs. For Mg2+-mediated
adsorption, the concentrated DON solutions in H2O and PBS were diluted to 2 nM with
1 × TAE buffer containing 10 mM MgCl2, respectively, and incubated on a freshly cleaved
mica surface for 1 min. After incubation, the mica substrates were rinsed with HPLC-grade
water and blow-dried in a stream of ultrapure air. AFM measurements were carried out
by using an Agilent 5500 and a JPK NanoWizard III AFM in intermittent contact mode
in air with silicon cantilevers (MikroMasch HQ:NSC18/Al BS, NanoAndMore GmbH,
Wetzlar, Germany). Images were recorded with scan sizes of 3 × 3 µm2 and a resolution of
1024 px × 1024 px.

The numbers of intact and damaged DOTs visible in the AFM images were counted
manually and averaged over five to twelve AFM images recorded under equivalent condi-
tions. The established AFM-based classification of DOTs into intact, broken, denatured, and
deformed was applied [30,37]. However, because of the different RMS roughness values
obtained after the different pretreatments, only severely deformed DOTs were considered
damaged, while slightly deformed ones were treated as intact. Because structural damage
is more difficult to assess for the 6HBs [37], we only counted the total numbers of adsorbed
6HBs without any distinction between intact and damaged DONs. The few 6HB fragments
sometimes observed were not considered at all. Each experiment was performed twice,
and AFM images from both experiments were included in the statistical analyses.

4. Conclusions

In this work, we investigated the immobilization of 2D DOTs and tube-like 6HBs at
mica surfaces under essentially Mg2+-free conditions using different surface pretreatments.
For the DOTs, pre-adsorption of Ni2+ ions showed the worst performance in both PBS and
H2O, with low surface coverage, large fractions of damaged DOTs, and severely distorted
intact DOTs. In contrast, polyelectrolyte coatings showed vastly superior performance in
PBS. DOT adsorption at the Spdn-modified mica surface in particular resulted in greatly
enhanced surface coverage compared to Mg2+-mediated adsorption, with about 70% of
the adsorbed DONs remaining intact. While PLL-modified mica performed more similarly
to Mg2+ addition in terms of surface coverage, the adsorbed DOTs could be resolved in
much greater detail, rendering this surface particularly promising for structural DON
characterization. For DOTs suspended in H2O, however, the performance of both poly-
electrolyte coatings was greatly reduced, in terms of both surface coverage and fraction
of intact DONs. Furthermore, AFM imaging of the DOTs adsorbed at the Spdn-modified
surface proved particularly difficult under these conditions and resulted in severe imaging
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artefacts, which renders PLL-mediated DOT adsorption a better choice for AFM-based
investigations in H2O.

The counterintuitive behavior of the polyelectrolyte films in the different Mg2+-free
solutions is attributed to electrostatic repulsion between the adsorbed polyelectrolyte chains
at low ionic strength, leading to a partially exposed mica surface, which is in this case not
screened by the buffer solution. In PBS, the repulsive interactions between the adsorbed
molecules are efficiently screened, which results in more compact and homogeneous
polyelectrolyte films along with a screening of the charge of the partially exposed mica.
Both effects promote enhanced DOT adsorption.

Finally, we investigated also the role of DON shape and found that the differences be-
tween the different strategies observed for the adsorption of 2D DOTs are less pronounced
for 3D 6HBs. Here, all Mg2+-free strategies produce rather similar surface coverage, while
PLL- and Ni2+-mediated adsorption both result in strongly curved 6HBs. Despite these
superstructure-specific differences, polyelectrolyte-coated mica surfaces represent suitable
and versatile substrates for DON immobilization under essentially Mg2+-free conditions.
Our results thus provide some general guidance for the efficient immobilization of DONs
at mica surfaces under Mg2+-free conditions and may thus aid future in situ AFM studies
of biomolecular reactions and dynamics.

Supplementary Materials: The following are available online. Figure S1: Additional AFM images
of the freshly cleaved mica surface, Figure S2: Additional AFM images of the Ni2+-modified mica
surface, Figure S3: Additional AFM images of the PLL-modified mica surface before (a) and after
exposure to PBS (b) and H2O (c), Figure S4: Additional AFM images of the Spdn-modified mica
surface before (a) and after exposure to PBS (b) and H2O (c), Figure S5: Additional AFM images
of DOTs adsorbed from PBS (a) and H2O (b) via Mg2+ addition at the mica surface, Figure S6:
Additional AFM images of DOTs adsorbed from PBS (a) and H2O (b) at the Ni2+-modified mica
surface, Figure S7: Additional AFM images of DOTs adsorbed from PBS (a) and H2O (b) at the
PLL-modified mica surface, Figure S8: Additional AFM images of DOTs adsorbed from PBS (a) and
H2O (b) at the Spdn-modified mica surface, Figure S9: Additional AFM images of 6HBs adsorbed
from PBS (a) and H2O (b) via Mg2+ addition at the mica surface. Figure S10: Additional AFM
images of 6HBs adsorbed from PBS (a) and H2O (b) at the Ni2+-modified mica surface, Figure S11:
Additional AFM images of 6HBs adsorbed from PBS (a) and H2O (b) at the PLL-modified mica
surface, Figure S12: Additional AFM images of 6HBs adsorbed from PBS (a) and H2O (b) at the
Spdn-modified mica surface.
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nanostructures enhances resistance to ionizing radiation. Nanoscale 2021, 13, 11197–11203. [CrossRef]

31. Kielar, C.; Zhu, S.; Grundmeier, G.; Keller, A. Quantitative Assessment of Tip Effects in Single-Molecule High-Speed Atomic
Force Microscopy Using DNA Origami Substrates. Angew. Chem. Int. Ed. Engl. 2020, 59, 14336–14341. [CrossRef] [PubMed]

32. Zhang, P.; Liu, X.; Liu, P.; Wang, F.; Ariyama, H.; Ando, T.; Lin, J.; Wang, L.; Hu, J.; Li, B.; et al. Capturing transient antibody
conformations with DNA origami epitopes. Nat. Commun. 2020, 11, 3114. [CrossRef] [PubMed]

http://doi.org/10.1016/j.csbj.2019.06.013
http://doi.org/10.1021/ar400299m
http://www.ncbi.nlm.nih.gov/pubmed/24601497
http://doi.org/10.1146/annurev-biophys-110520-125739
http://doi.org/10.1146/annurev-biophys-052118-115259
http://doi.org/10.1016/j.trac.2018.08.019
http://doi.org/10.3390/s20236899
http://doi.org/10.1016/j.tibtech.2021.02.002
http://doi.org/10.1021/acsabm.0c00149
http://doi.org/10.1038/nnano.2015.240
http://www.ncbi.nlm.nih.gov/pubmed/26479026
http://doi.org/10.1002/sstr.202000038
http://doi.org/10.1002/anie.201806778
http://doi.org/10.1016/j.csbj.2018.09.002
http://doi.org/10.1093/nar/gkab097
http://doi.org/10.1021/acsomega.8b00934
http://www.ncbi.nlm.nih.gov/pubmed/31459078
http://doi.org/10.1002/adma.202000294
http://www.ncbi.nlm.nih.gov/pubmed/32301202
http://doi.org/10.1002/anie.201811323
http://www.ncbi.nlm.nih.gov/pubmed/30398705
http://doi.org/10.1021/acsnano.9b01857
http://doi.org/10.1021/acsami.8b18611
http://doi.org/10.1002/anie.201802890
http://doi.org/10.1021/acs.langmuir.5b02569
http://www.ncbi.nlm.nih.gov/pubmed/26522180
http://doi.org/10.1021/acs.langmuir.5b03137
http://www.ncbi.nlm.nih.gov/pubmed/26488367
http://doi.org/10.1021/acs.langmuir.8b00793
http://www.ncbi.nlm.nih.gov/pubmed/29754490
http://doi.org/10.1038/nnano.2009.220
http://www.ncbi.nlm.nih.gov/pubmed/19734926
http://doi.org/10.1002/smll.201702100
http://www.ncbi.nlm.nih.gov/pubmed/29024433
http://doi.org/10.1039/D1NR02013G
http://doi.org/10.1002/anie.202005884
http://www.ncbi.nlm.nih.gov/pubmed/32485088
http://doi.org/10.1038/s41467-020-16949-4
http://www.ncbi.nlm.nih.gov/pubmed/32561744


Molecules 2021, 26, 4798 15 of 16

33. Ramakrishnan, S.; Shen, B.; Kostiainen, M.A.; Grundmeier, G.; Keller, A.; Linko, V. Real-Time Observation of Superstructure-
Dependent DNA Origami Digestion by DNase I Using High-Speed Atomic Force Microscopy. ChemBioChem 2019, 20, 2818–2823.
[CrossRef]

34. Suzuki, Y.; Endo, M.; Cañas, C.; Ayora, S.; Alonso, J.C.; Sugiyama, H.; Takeyasu, K. Direct analysis of Holliday junction resolving
enzyme in a DNA origami nanostructure. Nucleic Acids Res. 2014, 42, 7421–7428. [CrossRef] [PubMed]

35. Rajendran, A.; Endo, M.; Hidaka, K.; Sugiyama, H. Direct and real-time observation of rotary movement of a DNA nanomechanical
device. J. Am. Chem. Soc. 2013, 135, 1117–1123. [CrossRef]

36. Willner, E.M.; Kamada, Y.; Suzuki, Y.; Emura, T.; Hidaka, K.; Dietz, H.; Sugiyama, H.; Endo, M. Single-Molecule Observation of
the Photoregulated Conformational Dynamics of DNA Origami Nanoscissors. Angew. Chem. Int. Ed. Engl. 2017, 56, 15324–15328.
[CrossRef] [PubMed]

37. Kielar, C.; Xin, Y.; Xu, X.; Zhu, S.; Gorin, N.; Grundmeier, G.; Möser, C.; Smith, D.M.; Keller, A. Effect of Staple Age on DNA
Origami Nanostructure Assembly and Stability. Molecules 2019, 24, 2577. [CrossRef]

38. Ramakrishnan, S.; Krainer, G.; Grundmeier, G.; Schlierf, M.; Keller, A. Structural stability of DNA origami nanostructures in the
presence of chaotropic agents. Nanoscale 2016, 8, 10398–10405. [CrossRef] [PubMed]

39. Ramakrishnan, S.; Schärfen, L.; Hunold, K.; Fricke, S.; Grundmeier, G.; Schlierf, M.; Keller, A.; Krainer, G. Enhancing the stability
of DNA origami nanostructures: Staple strand redesign versus enzymatic ligation. Nanoscale 2019, 11, 16270–16276. [CrossRef]

40. Xin, Y.; Kielar, C.; Zhu, S.; Sikeler, C.; Xu, X.; Möser, C.; Grundmeier, G.; Liedl, T.; Heuer-Jungemann, A.; Smith, D.M.; et al.
Cryopreservation of DNA Origami Nanostructures. Small 2020, 16, 1905959. [CrossRef]

41. Pastré, D.; Piétrement, O.; Fusil, S.; Landousy, F.; Jeusset, J.; David, M.-O.; Hamon, L.; Le Cam, E.; Zozime, A. Adsorption of DNA
to Mica Mediated by Divalent Counterions: A Theoretical and Experimental Study. Biophys. J. 2003, 85, 2507–2518. [CrossRef]

42. Piétrement, O.; Pastré, D.; Fusil, S.; Jeusset, J.; David, M.-O.; Landousy, F.; Hamon, L.; Zozime, A.; Le Cam, E. Reversible Binding
of DNA on NiCl 2 -Treated Mica by Varying the Ionic Strength. Langmuir 2003, 19, 2536–2539. [CrossRef]

43. Hansma, H.G.; Laney, D.E. DNA binding to mica correlates with cationic radius: Assay by atomic force microscopy. Biophys. J.
1996, 70, 1933–1939. [CrossRef]

44. Bezanilla, M.; Drake, B.; Nudler, E.; Kashlev, M.; Hansma, P.K.; Hansma, H.G. Motion and enzymatic degradation of DNA in the
atomic force microscope. Biophys. J. 1994, 67, 2454–2459. [CrossRef]

45. Xin, Y.; Shen, B.; Kostiainen, M.A.; Grundmeier, G.; Castro, M.; Linko, V.; Keller, A. Scaling Up DNA Origami Lattice Assembly.
Chem. Eur. J. 2021, 27, 8564–8571. [CrossRef]

46. Woo, S.; Rothemund, P.W.K. Self-assembly of two-dimensional DNA origami lattices using cation-controlled surface diffusion.
Nat. Commun. 2014, 5, 4889. [CrossRef] [PubMed]

47. Duguid, J.; Bloomfield, V.A.; Benevides, J.; Thomas, G.J. Raman spectroscopy of DNA-metal complexes. I. Interactions and
conformational effects of the divalent cations: Mg, Ca, Sr, Ba, Mn, Co, Ni, Cu, Pd, and Cd. Biophys. J. 1993, 65, 1916–1928.
[CrossRef]

48. Fan, S.; Wang, D.; Cheng, J.; Liu, Y.; Luo, T.; Cui, D.; Ke, Y.; Song, J. Information Coding in a Reconfigurable DNA Origami
Domino Array. Angew. Chem. Int. Ed. Engl. 2020, 59, 12991–12997. [CrossRef] [PubMed]

49. Ido, S.; Kimura, K.; Oyabu, N.; Kobayashi, K.; Tsukada, M.; Matsushige, K.; Yamada, H. Beyond the helix pitch: Direct
visualization of native DNA in aqueous solution. ACS Nano 2013, 7, 1817–1822. [CrossRef] [PubMed]

50. Pyne, A.; Thompson, R.; Leung, C.; Roy, D.; Hoogenboom, B.W. Single-molecule reconstruction of oligonucleotide secondary
structure by atomic force microscopy. Small 2014, 10, 3257–3261. [CrossRef] [PubMed]

51. Sushko, M.L.; Shluger, A.L.; Rivetti, C. Simple model for DNA adsorption onto a mica surface in 1:1 and 2:1 electrolyte solutions.
Langmuir 2006, 22, 7678–7688. [CrossRef]

52. Lee, A.J.; Szymonik, M.; Hobbs, J.K.; Wälti, C. Tuning the translational freedom of DNA for high speed AFM. Nano Res. 2015, 8,
1811–1821. [CrossRef]

53. Heenan, P.R.; Perkins, T.T. Imaging DNA Equilibrated onto Mica in Liquid Using Biochemically Relevant Deposition Conditions.
ACS Nano 2019, 13, 4220–4229. [CrossRef]

54. Akpinar, B.; Haynes, P.J.; Bell, N.A.W.; Brunner, K.; Pyne, A.L.B.; Hoogenboom, B.W. PEGylated surfaces for the study of
DNA-protein interactions by atomic force microscopy. Nanoscale 2019, 11, 20072–20080. [CrossRef] [PubMed]

55. Liu, L.; Zheng, M.; Li, Z.; Li, Q.; Mao, C. Patterning Nanoparticles with DNA Molds. ACS Appl. Mater. Interfaces 2019, 11,
13853–13858. [CrossRef]

56. Franquelim, H.G.; Dietz, H.; Schwille, P. Reversible membrane deformations by straight DNA origami filaments. Soft Matter 2021,
17, 276–287. [CrossRef]

57. Nakazawa, K.; El Fakih, F.; Jallet, V.; Rossi-Gendron, C.; Mariconti, M.; Chocron, L.; Hishida, M.; Saito, K.; Morel, M.; Rudiuk, S.;
et al. Reversible Supra-Folding of User-Programmed Functional DNA Nanostructures on Fuzzy Cationic Substrates. Angew.
Chem. Int. Ed. Engl. 2021, 60, 15214–15219. [CrossRef] [PubMed]

58. Tanigawa, M.; Okada, T. Atomic force microscopy of supercoiled DNA structure on mica. Anal. Chim. Acta 1998, 365, 19–25.
[CrossRef]

59. Chu, C.-H.; Sarangadharan, I.; Regmi, A.; Chen, Y.-W.; Hsu, C.-P.; Chang, W.-H.; Lee, G.-Y.; Chyi, J.-I.; Chen, C.-C.; Shiesh, S.-C.;
et al. Beyond the Debye length in high ionic strength solution: Direct protein detection with field-effect transistors (FETs) in
human serum. Sci. Rep. 2017, 7, 5256. [CrossRef] [PubMed]

http://doi.org/10.1002/cbic.201900369
http://doi.org/10.1093/nar/gku320
http://www.ncbi.nlm.nih.gov/pubmed/24792171
http://doi.org/10.1021/ja310454k
http://doi.org/10.1002/anie.201708722
http://www.ncbi.nlm.nih.gov/pubmed/29044955
http://doi.org/10.3390/molecules24142577
http://doi.org/10.1039/C6NR00835F
http://www.ncbi.nlm.nih.gov/pubmed/27142120
http://doi.org/10.1039/C9NR04460D
http://doi.org/10.1002/smll.201905959
http://doi.org/10.1016/S0006-3495(03)74673-6
http://doi.org/10.1021/la026942u
http://doi.org/10.1016/S0006-3495(96)79757-6
http://doi.org/10.1016/S0006-3495(94)80733-7
http://doi.org/10.1002/chem.202100784
http://doi.org/10.1038/ncomms5889
http://www.ncbi.nlm.nih.gov/pubmed/25205175
http://doi.org/10.1016/S0006-3495(93)81263-3
http://doi.org/10.1002/anie.202003823
http://www.ncbi.nlm.nih.gov/pubmed/32304157
http://doi.org/10.1021/nn400071n
http://www.ncbi.nlm.nih.gov/pubmed/23350676
http://doi.org/10.1002/smll.201400265
http://www.ncbi.nlm.nih.gov/pubmed/24740866
http://doi.org/10.1021/la060356+
http://doi.org/10.1007/s12274-014-0681-y
http://doi.org/10.1021/acsnano.8b09234
http://doi.org/10.1039/C9NR07104K
http://www.ncbi.nlm.nih.gov/pubmed/31612171
http://doi.org/10.1021/acsami.8b22691
http://doi.org/10.1039/D0SM00150C
http://doi.org/10.1002/anie.202101909
http://www.ncbi.nlm.nih.gov/pubmed/33675576
http://doi.org/10.1016/S0003-2670(97)00709-5
http://doi.org/10.1038/s41598-017-05426-6
http://www.ncbi.nlm.nih.gov/pubmed/28701708


Molecules 2021, 26, 4798 16 of 16

60. Kielar, C.; Ramakrishnan, S.; Fricke, S.; Grundmeier, G.; Keller, A. Dynamics of DNA Origami Lattice Formation at Solid-Liquid
Interfaces. ACS Appl. Mater. Interfaces 2018, 10, 44844–44853. [CrossRef]

61. Xin, Y.; Martinez Rivadeneira, S.; Grundmeier, G.; Castro, M.; Keller, A. Self-assembly of highly ordered DNA origami lattices at
solid-liquid interfaces by controlling cation binding and exchange. Nano Res. 2020, 13, 3142–3150. [CrossRef]

62. Bui, H.; Onodera, C.; Kidwell, C.; Tan, Y.; Graugnard, E.; Kuang, W.; Lee, J.; Knowlton, W.B.; Yurke, B.; Hughes, W.L. Pro-
grammable periodicity of quantum dot arrays with DNA origami nanotubes. Nano Lett. 2010, 10, 3367–3372. [CrossRef]

63. Opherden, L.; Oertel, J.; Barkleit, A.; Fahmy, K.; Keller, A. Paramagnetic decoration of DNA origami nanostructures by Eu3+

coordination. Langmuir 2014, 30, 8152–8159. [CrossRef] [PubMed]
64. Morga, M.; Adamczyk, Z.; Kosior, D.; Kujda-Kruk, M. Kinetics of Poly-L-lysine Adsorption on Mica and Stability of Formed

Monolayers: Theoretical and Experimental Studies. Langmuir 2019, 35, 12042–12052. [CrossRef] [PubMed]

http://doi.org/10.1021/acsami.8b16047
http://doi.org/10.1007/s12274-020-2985-4
http://doi.org/10.1021/nl101079u
http://doi.org/10.1021/la501112a
http://www.ncbi.nlm.nih.gov/pubmed/24956405
http://doi.org/10.1021/acs.langmuir.9b02149
http://www.ncbi.nlm.nih.gov/pubmed/31433647

	Introduction 
	Results and Discussion 
	Mg2+-Mediated Adsorption 
	Pre-Adsorption of Ni2+ 
	Pre-Adsorption of Poly-l-Lysine (PLL) 
	Pre-Adsorption of Spermidine (Spdn) 
	Effect of PBS and H2O Exposure on the Pre-Adsorbed Polyelectrolyte Films 
	Effect of DON Shape 

	Materials and Methods 
	DON Assembly and Buffer Exchange 
	Mica Surface Modification 
	DON Immobilization and AFM Imaging 

	Conclusions 
	References

