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Abstract: Alzheimer’s disease (AD) is one of the most common forms of neurodegeneration, defined
by reduced cognitive function, which is caused by the gradual death of neurons in the brain. Recent
studies have shown an age-dependent rise in the levels of voltage-dependent anion channel 1
(VDAC1) in AD. In addition, we discovered an aberrant interaction between VDAC1 and P-TAU in
the brains of AD patients, which led to abnormalities in the structural and functional integrity of the
mitochondria. The purpose of our study is to understand the protective effects of reduced VDAC1
against impaired mitochondrial dynamics and defective mitochondrial biogenesis in transgenic TAU
mice. Recently, we crossed heterozygote VDAC1 knockout (VDAC1+/−) mice with transgenic TAU
mice to obtain double-mutant VDAC1+/−/TAU mice. Our goal was to evaluate whether a partial
decrease in VDAC1 lessens the amount of mitochondrial toxicity in transgenic Tau (P301L) mice. We
found that mitochondrial fission proteins were significantly reduced, and mitochondrial fusion and
biogenesis proteins were increased in double-mutant mice compared to TAU mice. On the basis of
these discoveries, the current work may have significance for the development of reduced-VDAC1-
based treatments for individuals suffering from AD as well as other tauopathies.

Keywords: voltage-dependent anion channel 1; mitochondria; fission and fusion; biogenesis; Alzheimer’s
disease

1. Introduction

Alzheimer’s disease (AD) is the most prevalent neurodegenerative illness. AD is
defined by a gradual deterioration in cognitive function, and it is the largest risk factor for
developing Alzheimer’s dementia in aged individuals [1]. Before the beginning of clinical
symptoms and neuronal death, the illness is characterized by the buildup of amyloid-β
(Aβ) peptides and the aggregation of hyperphosphorylated TAU protein (P-TAU), both of
which lead to increased mitochondrial dysfunction and synaptic damage [2,3]. There has
been a rise in both the prevalence and incidence of AD throughout the world. It is estimated
that by the year 2050, 1 in 85 people across the globe will be living with the disease and that
43 percent of those who are affected will require high levels of care [4]. Several decades of
intense research revealed that both modifiable and non-modifiable factors have a role in the
development of AD [5]. Although tremendous progress has been made in understanding
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the biology of AD, the fundamental mechanism that drives the pathogenesis of AD is still
a mystery.

Mitochondria are important organelles that are present in mammalian cells and are
renowned for their crucial function in energy metabolism and cell survival [6]. Mitochon-
drial biogenesis is an important process that occurs throughout the life cycle of mitochon-
dria. Due to the tremendous dependency of neurons on their metabolic rates and the
complexity of their morphologies, neurons are especially susceptible to mitochondrial mal-
function [7]. To be more precise, mitochondria play a critical role in the process of synapse
formation and plasticity. Notably, abnormalities in mitochondrial activity constitute a key
early occurrence in AD [8,9]. New data reveal that mitochondria are dynamic organelles
that are constantly undergoing fission and fusion, which is governed by a mechanism that
involves highly conserved dynamin-related GTPases [10]. Given the essential function
that mitochondria play in neurons, disturbances in the dynamics of mitochondria are
increasingly being linked to other neurodegenerative conditions [7,11–13].

The inner membrane surrounding the mitochondrial matrix harbors the electron
transport chain. In contrast, the outer membrane is highly permeable and permits low-
molecular-weight molecules to move between the cytosol and the intermembrane gap [6,14].
A voltage-dependent anion channel, also known as a VDAC, may be found in the outer
mitochondrial membrane. This channel acts as the principal transport pathway for ions
and metabolites that are travelling across the membrane [15,16]. VDACs are responsible
for a variety of essential cellular processes, such as the regulation of apoptosis signaling,
the maintenance of synaptic plasticity through the mitochondrial permeability transition
pore, and the regulation of the shape and structure of mitochondria. VDACs also play a
role in maintaining synaptic plasticity through the mitochondrial permeability transition
pore [16].

A recent study conducted in our group found that phosphorylated TAU interacts
with VDAC1 in postmortem AD brains, as well as in the brains of APP transgenic animal
models. These interactions became more prevalent as the disease advanced, which lends
credence to the hypothesis that phosphorylated TAU, may obstruct the transport of or-
ganelles between mitochondria and the cytoplasm, potentially leading to flaws in oxidative
phosphorylation and the production of mitochondrial ATP [16–18]. Further, in a recent
study of VDAC1+/−/TAU mice, we showed that a partial decrease in VDAC1 reversed
the TAU-induced behavioral deficits in VDAC1+/−/TAU mice compared to TAU animals.
These behavioral impairments included motor coordination and exploratory behavioral
alterations, as well as learning and spatial memory impairments [19]. In comparison to
TAU animals, the protein levels of synaptic proteins, mitophagy proteins, and autophagy
proteins were dramatically elevated in double-mutant mice. In addition to this, the number
of dendritic spines was greatly increased, the number of mitochondria was significantly
decreased, and the length of the mitochondria was significantly raised in double-mutant
mice [19]. However, it is unclear whether a partial reduction in VDAC1 expression reduces
mitochondrial fission, and increases fusion and biogenesis activities. To address these ques-
tions, in this present study, we studied 1) mitochondrial fission (DRP1, FIS1) and fusion
(MFN1, MFN2, OPA1) proteins, and 2) mitochondrial biogenesis (PGC1A, NRF1, NRF2,
TFAM) proteins using 6-month-old WT, VDAC1+/−, TAU, and VDAC1+/−/TAU mice.

2. Results

2.1. VDAC1+/− Heterozygous Knockout Mice Decrease Mitochondrial Fission and Increase
Mitochondrial Fusion Protein Expression

We characterized whether and how mitochondrial dynamics (fission and fusion) are
affected in VDAC1+/− mice. To examine changes in the expression of proteins involved
in mitochondrial fission and fusion, we performed Western blot (using cerebral cortical
tissues) and immunofluorescence (using hippocampal sections) analyses from the WT,
VDAC1+/−, TAU, and VDAC1+/−/TAU mice. When compared to WT mice, the levels of
the fission proteins DRP1 and FIS1 were significantly elevated in TAU animals. On the other
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hand, compared to WT mice, the levels of the mitochondrial fusion proteins MFN1, MFN2,
and OPA1 were much lower in the TAU animals (Figure 1A,B). In a surprising finding,
the mitochondrial fission proteins DRP1 and FIS1 were shown to be lower in VDAC1+/−

and VDAC1+/−/TAU mice in comparison to TAU animals. In contrast, mitochondrial
fusion proteins MFN1, MFN2, and OPA1 were dramatically enhanced in the VDAC1+/−

and VDAC1+/−/TAU mice compared to TAU animals. The same trend was observed
in the immunofluorescence analysis in hippocampal sections (Figure 1C,D) with, briefly,
increased levels of mitochondrial fusion and decreased fission proteins in VDAC1+/− and
VDAC1+/−/TAU mice compared to TAU mice (Figures 1A–D and S1).
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Figure 1. Western blot, immunofluorescence, and quantification analysis of proteins regulating
mitochondrial dynamics in 6-month-old WT, VDAC1+/−, TAU, and VDAC1+/−/TAU mice. (A) Rep-
resentative immunoblots. (B) Quantitative densitometry study of mitochondrial dynamics found that
the fission of DRP1 (* p < 0.05) and FIS1 (** p < 0.01) was dramatically decreased, whereas the fusion
of MFN1, MFN2, and OPA1 (* p < 0.05) was significantly enhanced in VDAC1+/−/TAU animals
compared to TAU mice. Forty micrograms (g) of total protein were put into each lane. The loading
control was carried out with the help of the housekeeping protein beta-actin. Data are from three
independent experiments showed similar results (N = 3). Three animals were randomly selected
from each group/genotype for immunoblotting and immunofluorescence analyses from a total of ten
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animals studied for behavioral phenotype [19]. (C) Representative immunofluorescence im-
ages of 10-micron coronal sections (10×). (D) Fluorescence intensity analysis of mitochondrial
dynamics-DRP1 (**** p < 0.0001), FIS1 (**** p < 0.0001) (fission) was significantly decreased, MFN1
(*** p < 0.001), MFN2 (**** p < 0.0001) and OPA1 (**** p < 0.0001) (fusion) were significantly increased
in VDAC1+/−/TAU mice compared to TAU mice. The data are from three separate experiments, all
of which yielded comparable findings (N = 3), and each mouse was exposed to 10–15 fields. Scale
bar: 200 µm. The results were presented as the mean accompanied by the standard error of the mean;
ns denotes that the difference did not reach statistical significance; * p < 0.05, ** p < 0.01, *** p < 0.001,
**** p < 0.0001; one-way ANOVA followed by Turkey’s test for multiple comparisons.

2.2. Reduced Expression of VDAC1 Induces Mitochondrial Biogenesis in VDAC1+/−/TAU Mice

As shown in Figure 2A,B, significantly reduced levels of biogenesis proteins, PGC1A,
NRF1, NRF2, and TFAM, were found in TAU mice compared to WT mice. On the con-
trary, mitochondrial biogenesis proteins, PGC1A, NRF1, NRF2, and TFAM, were sig-
nificantly increased in VDAC1+/− and VDAC1+/−/TAU mice compared to TAU mice.
The same trend was observed in the immunofluorescence analysis of hippocampal sec-
tions (Figure 2C,D). To summarize, higher quantities of mitochondrial biogenesis proteins
were found in VDAC1+/− and VDAC1+/−/TAU animals in comparison to TAU mice
(Figures 2A–D and S2).
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Figure 2. Western Blot, immunofluorescence, and quantification analysis of mitochondrial biogenesis
proteins in the hippocampal fields of 6-month-old WT, VDAC1+/−, TAU, and VDAC1+/−/TAU mice.
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(A) Representative immunoblots. (B) Quantitative densitometry analysis of mitochondrial biogenesis
PGC1A (* p < 0.05), NRF1 (**** p < 0.0001), NRF2 (** p < 0.01), and TFAM (**** p < 0.0001) proteins were
significantly increased in VDAC1+/−/TAU mice compared to TAU mice. Forty micrograms (g) of
total protein were put into each lane. The loading control was carried out with the help of the house-
keeping protein beta-actin. Data are from three independent experiments with similar results (N = 3).
(C) Representative immunofluorescence images of 10-micron coronal sections (10×). (D) fluorescence
intensity analysis of mitochondrial biogenesis PGC1A (*** p < 0.001), NRF1 (**** p < 0.0001), NRF2
(**** p < 0.0001), and TFAM (**** p < 0.0001) proteins were significantly increased in VDAC1+/−/TAU
mice compared to TAU mice. The data are from three separate experiments, all of which yielded
comparable findings (N = 3), and each mouse was exposed to 10–15 fields. Scale bar: 200 µm. The
results were presented as the mean accompanied by the standard error of the mean; ns denotes that
the difference did not reach statistical significance; * p < 0.05, ** p < 0.01, *** p < 0.001, **** p < 0.0001;
one-way ANOVA followed by Turkey’s test for multiple comparisons.

These results suggested that mitochondrial fusion and biogenesis were decreased, and
mitochondrial fission was increased in TAU mice. However, these trends were reversed in
the VDAC1+/− and VDAC1+/−/TAU mice, suggesting that reduced expression of VDAC1
reduces the fission activity, and increases the fusion and biogenesis activities.

3. Discussion

AD is associated with mitochondrial dysfunction, which is a frequent clinical char-
acteristic that leads to neurodegeneration [20–22]. Recent research has revealed that mi-
tochondrial fission/fusion, and biogenesis are all changed in AD postmortem brains, as
well as in both in vitro and in vivo models of AD [23–25]. We and other researchers have
previously documented that P-TAU interacts with several mitochondrial proteins (DRP1
and VDAC1), which results in mitochondrial malfunction [15,17,18]. Our research group
has previously reported that decreased levels of VDAC1 may result in decreased interaction
between VDAC1 and P-TAU, which may ultimately result in normal mitochondrial func-
tion in AD [15]. In addition, we discovered that inhibiting the human VDAC1 gene in an
in vitro environment might potentially increase synaptic activity, as well as mitochondrial
maintenance and function, and provide protection against the harmful effects of AD-related
genes [17]. In the present investigation, we have shown in vivo evidence that a partial
decrease in VDAC1 mediated mitochondrial dynamics and biogenesis in a mouse model.

In mutant TAU mice, we examined the protective effects of a partial decrease in
VDAC1 against the TAU-induced mitochondrial dysfunction. Through the process of
breeding mutant TAU mice with VDAC1 heterozygote knockout (VDAC1+/−) mice, we
were able to generate double-mutant animals [19]. In the preliminary investigation, using
immunoblotting and immunofluorescence analysis, we measured the protein levels of
mitochondrial dynamics and mitochondrial biogenesis in 6-month-old WT, VDAC1+/−,
TAU, and VDAC1+/−/TAU mice. The dysfunction of mitochondria is linked to the course
of illness in neurodegenerative disorders, and it is hypothesized that this dysfunction
contributes to the excessive neuronal death seen in AD [26]. Fission (DRP1, FIS1) and
fusion (MFN1, MFN2, OPA1) proteins are responsible for controlling the morphology of the
mitochondria [10,27]. Our comparison of TAU mice and double-mutant (VDAC1+/−/TAU)
mice revealed that reduced expression of fission proteins and increased levels of fusion
proteins, as well as increased levels of mitochondrial biogenesis proteins, in double-mutant
mice, indicate that reduced VDAC1 is protective against mutant TAU-induced mitochon-
drial toxicity. These findings were gleaned from a study in which we compared protein
data from TAU mice and double-mutant mice.

In summary, the findings of the current study, together with our earlier studies of
synaptic, mitophagy, autophagy, transmission electron microscopy, and behavioral pheno-
type analysis [19] provided evidence of the protective effects of reduced VDAC1 against
the mitochondrial and synaptic toxicities induced by P-TAU in TAU (P301L) mice. These
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findings also offered new evidence to support the development of VDAC1 therapeutic
strategies for AD.

4. Materials and Methods
4.1. Animals

We used VDAC1+/− heterozygote knockout mice and mutant TAU mice (P301L line),
in order to investigate the partial decrease in VDAC1. Previous research [28] has provided
a description of how VDAC1+/− mice are produced [18]. Mice carrying the human TAU
P301L mutation [29] were used to produce the TAU strain, which were acquired from
Taconic Biosciences (Germantown, NY, USA). The VDAC1+/− mice were genetically crossed
with the TAU mice, which resulted in the creation of the double-mutant mice known as
VDAC1+/−/TAU. We genotyped the VDAC1+/− and TAU mutations by utilizing DNA
that was produced from a tail biopsy and performing PCR amplification, as was reported
before [28,29]. Mice were bred and housed in the Laboratory Animal Resource Center
at Texas Tech University Health Sciences Center, which is accredited by the Association
for Assessment and Accreditation of Laboratory Animal Care International (AAALAC,
#000989). The standard light–dark cycle for mice was 12 h long, and the lights were turned
on at 7 a.m. each morning. The Institutional Animal Care and Use Committee at the Texas
Tech University Health Sciences Center gave their stamp of approval to each and every
experimental protocol (TTUHSC-IACUC, #16007).

4.2. Immunoblotting

Immunoblotting analysis was carried out as described earlier [30]. Briefly, Sonication
in a RIPA buffer (Thermo Scientific, Waltham, MA, USA, Catalog number: 89901) with
HaltTM Protease and Phosphatase Inhibitor (Thermo Scientific: 78444) and EDTA was used
to homogenize tissues from the cerebral cortex. The protein lysates were first placed on
ice for a 20-min incubation period, with the tubes being occasionally stirred. Additional
lysates were cleaned up by centrifuging them at 4 degrees Celsius for twenty minutes
at 13,000× g. The BCA protein assay was used to determine the levels of protein in the
samples (Thermo Scientific: 23222). Electrophoresis was performed using Mini-PROTEAN®

TGX Precast Protein Gels (10%, 12%, and 4–20%, Bio-Rad Laboratories, Hercules, CA, USA)
after equal quantities of protein were diluted in a 4X BoltTM LDS Sample Buffer (Thermo
Scientific: B0007). After that, the proteins were transferred using the Trans-Blot Turbo
Transfer System onto PVDF membranes (BIO-RAD, Catalog number: 10026933). After
one hour, the membranes were blocked with either 5% bovine serum albumin (BSA) or
5% non-fat skimmed milk. The processes of mitochondrial fission proteins: DRP1 (12957-
1-AP, Rabbit Polyclonal 1:1000; Protein Tech Group, Rosemont, IL, USA), FIS1 (NB100-
56646, Rabbit Polyclonal 1:500; Novus Biologicals, Littleton, CO, USA), fusion proteins:
MFN1: (13798-1-AP, Rabbit Polyclonal 1:500; Protein Tech Group), MFN2 (9482, Rabbit
Polyclonal 1:1000; Cell Signaling Technology, Danvers, MA, USA), OPA1 (NBP2-59770,
Rabbit Polyclonal 1:1000; Novus Biologicals) and biogenesis proteins: PGC1A (NBP1-04676,
Rabbit Polyclonal 1:1000; Novus Biologicals), NRF1 (46743, Rabbit Polyclonal 1:1000; Cell
Signaling Technology), NRF2 (NBP1-32822, Rabbit Polyclonal 1:1000; Novus Biologicals),
TFAM (ab131607, Rabbit Polyclonal 1:2000; Abcam, Waltham, MA, USA) were investigated
using immunoblotting. After washing the membranes with a TBST buffer three times, for
ten minutes at a time, they were subjected to an incubation period of one hour with the
appropriate secondary antibodies, which was then followed by three further washes for
ten minutes at a time. Chemiluminescent detection was utilized using the ImageQuant
LAS-4000 (GE Healthcare Life Sciences, Chicago, IL, USA) and ECL (Thermo Scientific:
34076) in order to analyze the blots. Using the ImageJ program (Wayne Rasband and
contributors National Institute of Health, Bethesda, MD, USA), the amount of intensity of
each of the different protein bands was measured [30,31].
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4.3. Immunofluorescence

Following the procedures outlined in the prior article [32], brain slices from the mice
were prepared for immunofluorescence. After fixing the sections for ten minutes in a
solution of one percent paraformaldehyde in PBS, the sections were rinsed three times
in TBST. After that, the sections were blocked at room temperature for one hour using
SuperBlockTM Blocking Buffer (Thermo Scientific: 37515). After that, the sections were
incubated with the appropriate primary antibodies [DRP1 (NB110-55288, Rabbit Polyclonal
1:100; Novus Biologicals), FIS1 (NB100-56646, Rabbit Polyclonal 1:100; Novus Biologicals),
fusion proteins: MFN1: (13798-1-AP, Rabbit Polyclonal 1:100; Protein Tech Group), MFN2
(9482, Rabbit Polyclonal 1:100; Cell Signaling Technology), OPA1 (NBP2-59770, Rabbit
Polyclonal 1:100; Novus Biologicals), PGC1A (NBP1-04676, Rabbit Polyclonal 1:100; Novus
Biologicals), NRF1 (ab34682, Rabbit Polyclonal 1:100; Abcam), NRF2 (NBP1-32822, Rabbit
Polyclonal 1:100; Novus Biologicals), TFAM (NBP2-19437, Rabbit Polyclonal 1:100; Novus
Biologicals)] for a whole night at 4 degrees Celsius. Following incubation, the tissues were
subsequently rinsed with TBST. After that, the tissues were prepared for incubation at
room temperature for one hour with a secondary antibody that was conjugated with Alexa
Fluor 488-goat-anti-rabbit (Invitrogen, Waltham, MA, USA, Catalog number: A32731) and
Alexa Flour 594-goat-anti-mouse (Invitrogen: A11005). The slides were stained with DAPI
for 15 min as a part of the nuclear staining process before being covered with anti-fade
mounting liquid and glass. Using an Olympus IX83 microscope, immunofluorescent slices
were viewed, and photographs were recorded (Olympus, Bartlett, TN, USA). With the
help of the ImageJ program (Wayne Rasband and contributors National Institute of Health,
Bethesda, MD, USA), the quantification of the staining intensity as well as the background
fluorescence intensity was accomplished [30,32].

4.4. Statistical Analysis

The data were shown as the mean together with the standard error of the mean (S.E.M.).
Using the GraphPadTM PRISM program (version 9.4; GraphPad Software, La Zolla, CA,
USA), statistical analyses were performed, and conclusions were reached based on those
findings. Tukey’s test for multiple comparisons was utilized throughout the one-way
analysis of variance that was carried out. When the p-value was less than 0.05 (p < 0.05),
we determined that the comparisons between the groups were significant.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/10
.3390/ijms23158561/s1.

Author Contributions: P.H.R. and M.V contributed to the conceptualization and formatting of the
article. M.V performed the Western blot and immunofluorescence staining. M.V analyzed the
Western blot and immunofluorescence data. M.V. and P.H.R. was responsible for writing, original
draft preparation, and finalizing the manuscript. P.H.R. was responsible for funding acquisition. All
authors have read and agreed to the published version of the manuscript.

Funding: The research presented in this article was supported by the National Institutes of Health
(NIH) grants AG042178, AG047812, NS105473, AG060767, AG069333, AG066347, and R41 AG060836
to PHR.

Institutional Review Board Statement: All animal care and experimental procedures used in this
study were approved by the Institutional Animal Care and Use Committee (IACUC) of the Texas
Tech University Health Sciences Center and conducted in accordance with the National Institutes of
Health’s accepted guidelines found in the Guide for the Care and Use of Laboratory Animals.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

https://www.mdpi.com/article/10.3390/ijms23158561/s1
https://www.mdpi.com/article/10.3390/ijms23158561/s1


Int. J. Mol. Sci. 2022, 23, 8561 8 of 9

References
1. Selkoe, D.J. Alzheimer’s disease: Genes, proteins, and therapy. Physiol. Rev. 2001, 81, 741–766. [CrossRef] [PubMed]
2. Reddy, P.H.; Beal, M.F. Amyloid beta, mitochondrial dysfunction and synaptic damage: Implications for cognitive decline in

aging and Alzheimer’s disease. Trends Mol. Med. 2008, 14, 45–53. [CrossRef] [PubMed]
3. Wang, W.; Zhao, F.; Ma, X.; Perry, G.; Zhu, X. Mitochondria dysfunction in the pathogenesis of Alzheimer’s disease: Recent

advances. Mol. Neurodegener. 2020, 15, 30. [CrossRef] [PubMed]
4. Cornutiu, G. The Epidemiological Scale of Alzheimer’s Disease. J. Clin. Med. Res. 2015, 7, 657–666. [CrossRef] [PubMed]
5. Qiu, C.; Kivipelto, M.; von Strauss, E. Epidemiology of Alzheimer’s disease: Occurrence, determinants, and strategies toward

intervention. Dialogues Clin. Neurosci. 2009, 11, 111–128. [CrossRef] [PubMed]
6. Reddy, P.H. Mitochondrial medicine for aging and neurodegenerative diseases. Neuromolecular Med. 2008, 10, 291–315. [CrossRef]
7. Ishihara, N.; Nomura, M.; Jofuku, A.; Kato, H.; Suzuki, S.O.; Masuda, K.; Otera, H.; Nakanishi, Y.; Nonaka, I.; Goto, Y.; et al.

Mitochondrial fission factor Drp1 is essential for embryonic development and synapse formation in mice. Nat. Cell. Biol. 2009, 11,
958–966. [CrossRef]

8. Swerdlow, R.H.; Kish, S.J. Mitochondria in Alzheimer’s disease. Int. Rev. Neurobiol. 2002, 53, 341–385. [CrossRef] [PubMed]
9. Hirai, K.; Aliev, G.; Nunomura, A.; Fujioka, H.; Russell, R.L.; Atwood, C.S.; Johnson, A.B.; Kress, Y.; Vinters, H.V.; Tabaton, M.;

et al. Mitochondrial abnormalities in Alzheimer’s disease. J. Neurosci. 2001, 21, 3017–3023. [CrossRef]
10. Chan, D.C. Mitochondrial fusion and fission in mammals. Annu. Rev. Cell Dev. Biol. 2006, 22, 79–99. [CrossRef] [PubMed]
11. Wang, X.; Su, B.; Lee, H.G.; Li, X.; Perry, G.; Smith, M.A.; Zhu, X. Impaired balance of mitochondrial fission and fusion in

Alzheimer’s disease. J. Neurosci. 2009, 29, 9090–9103. [CrossRef] [PubMed]
12. Lin, M.T.; Beal, M.F. Mitochondrial dysfunction and oxidative stress in neurodegenerative diseases. Nature 2006, 443, 787–795.

[CrossRef] [PubMed]
13. Manczak, M.; Calkins, M.J.; Reddy, P.H. Impaired mitochondrial dynamics and abnormal interaction of amyloid beta with

mitochondrial protein Drp1 in neurons from patients with Alzheimer’s disease: Implications for neuronal damage. Hum. Mol.
Genet. 2011, 20, 2495–2509. [CrossRef] [PubMed]

14. Colombini, M. VDAC structure, selectivity, and dynamics. Biochim. Biophys. Acta 2012, 1818, 1457–1465. [CrossRef] [PubMed]
15. Manczak, M.; Reddy, P.H. Abnormal interaction of VDAC1 with amyloid beta and phosphorylated tau causes mitochondrial

dysfunction in Alzheimer’s disease. Hum. Mol. Genet. 2012, 21, 5131–5146. [CrossRef]
16. Reddy, P.H. Is the mitochondrial outermembrane protein VDAC1 therapeutic target for Alzheimer’s disease? Biochim. Biophys.

Acta 2013, 1832, 67–75. [CrossRef] [PubMed]
17. Manczak, M.; Reddy, P.H. RNA silencing of genes involved in Alzheimer’s disease enhances mitochondrial function and synaptic

activity. Biochim. Biophys. Acta 2013, 1832, 2368–2378. [CrossRef]
18. Manczak, M.; Sheiko, T.; Craigen, W.J.; Reddy, P.H. Reduced VDAC1 protects against Alzheimer’s disease, mitochondria, and

synaptic deficiencies. J. Alzheimers Dis. 2013, 37, 679–690. [CrossRef]
19. Vijayan, M.; Alvir, R.V.; Alvir, R.V.; Bunquin, L.E.; Pradeepkiran, J.A.; Reddy, P.H. A partial reduction of VDAC1 enhances

mitophagy, autophagy, synaptic activities in a transgenic Tau mouse model. Aging Cell 2022, e13663. [CrossRef]
20. Santos, R.X.; Correia, S.C.; Wang, X.; Perry, G.; Smith, M.A.; Moreira, P.I.; Zhu, X. A synergistic dysfunction of mitochondrial

fission/fusion dynamics and mitophagy in Alzheimer’s disease. J. Alzheimers Dis. 2010, 20 (Suppl. 2), S401–S412. [CrossRef]
[PubMed]

21. Su, B.; Wang, X.; Zheng, L.; Perry, G.; Smith, M.A.; Zhu, X. Abnormal mitochondrial dynamics and neurodegenerative diseases.
Biochim. Biophys. Acta 2010, 1802, 135–142. [CrossRef] [PubMed]

22. Calkins, M.J.; Manczak, M.; Mao, P.; Shirendeb, U.; Reddy, P.H. Impaired mitochondrial biogenesis, defective axonal transport of
mitochondria, abnormal mitochondrial dynamics and synaptic degeneration in a mouse model of Alzheimer’s disease. Hum.
Mol. Genet. 2011, 20, 4515–4529. [CrossRef] [PubMed]

23. Kerr, J.S.; Adriaanse, B.A.; Greig, N.H.; Mattson, M.P.; Cader, M.Z.; Bohr, V.A.; Fang, E.F. Mitophagy and Alzheimer’s Disease:
Cellular and Molecular Mechanisms. Trends Neurosci. 2017, 40, 151–166. [CrossRef] [PubMed]

24. Reddy, P.H.; Yin, X.; Manczak, M.; Kumar, S.; Pradeepkiran, J.A.; Vijayan, M.; Reddy, A.P. Mutant APP and amyloid beta-induced
defective autophagy, mitophagy, mitochondrial structural and functional changes and synaptic damage in hippocampal neurons
from Alzheimer’s disease. Hum. Mol. Genet. 2018, 27, 2502–2516. [CrossRef]

25. Fang, E.F.; Hou, Y.; Palikaras, K.; Adriaanse, B.A.; Kerr, J.S.; Yang, B.; Lautrup, S.; Hasan-Olive, M.M.; Caponio, D.; Dan, X.;
et al. Mitophagy inhibits amyloid-beta and tau pathology and reverses cognitive deficits in models of Alzheimer’s disease. Nat.
Neurosci. 2019, 22, 401–412. [CrossRef]

26. Wu, Z.; Zhu, Y.; Cao, X.; Sun, S.; Zhao, B. Mitochondrial toxic effects of Abeta through mitofusins in the early pathogenesis of
Alzheimer’s disease. Mol Neurobiol 2014, 50, 986–996. [CrossRef] [PubMed]

27. Cipolat, S.; Rudka, T.; Hartmann, D.; Costa, V.; Serneels, L.; Craessaerts, K.; Metzger, K.; Frezza, C.; Annaert, W.; D’Adamio, L.;
et al. Mitochondrial rhomboid PARL regulates cytochrome c release during apoptosis via OPA1-dependent cristae remodeling.
Cell 2006, 126, 163–175. [CrossRef]

28. Weeber, E.J.; Levy, M.; Sampson, M.J.; Anflous, K.; Armstrong, D.L.; Brown, S.E.; Sweatt, J.D.; Craigen, W.J. The role of
mitochondrial porins and the permeability transition pore in learning and synaptic plasticity. J. Biol. Chem. 2002, 277, 18891–18897.
[CrossRef]

http://doi.org/10.1152/physrev.2001.81.2.741
http://www.ncbi.nlm.nih.gov/pubmed/11274343
http://doi.org/10.1016/j.molmed.2007.12.002
http://www.ncbi.nlm.nih.gov/pubmed/18218341
http://doi.org/10.1186/s13024-020-00376-6
http://www.ncbi.nlm.nih.gov/pubmed/32471464
http://doi.org/10.14740/jocmr2106w
http://www.ncbi.nlm.nih.gov/pubmed/26251678
http://doi.org/10.31887/DCNS.2009.11.2/cqiu
http://www.ncbi.nlm.nih.gov/pubmed/19585947
http://doi.org/10.1007/s12017-008-8044-z
http://doi.org/10.1038/ncb1907
http://doi.org/10.1016/s0074-7742(02)53013-0
http://www.ncbi.nlm.nih.gov/pubmed/12512346
http://doi.org/10.1523/JNEUROSCI.21-09-03017.2001
http://doi.org/10.1146/annurev.cellbio.22.010305.104638
http://www.ncbi.nlm.nih.gov/pubmed/16704336
http://doi.org/10.1523/JNEUROSCI.1357-09.2009
http://www.ncbi.nlm.nih.gov/pubmed/19605646
http://doi.org/10.1038/nature05292
http://www.ncbi.nlm.nih.gov/pubmed/17051205
http://doi.org/10.1093/hmg/ddr139
http://www.ncbi.nlm.nih.gov/pubmed/21459773
http://doi.org/10.1016/j.bbamem.2011.12.026
http://www.ncbi.nlm.nih.gov/pubmed/22240010
http://doi.org/10.1093/hmg/dds360
http://doi.org/10.1016/j.bbadis.2012.09.003
http://www.ncbi.nlm.nih.gov/pubmed/22995655
http://doi.org/10.1016/j.bbadis.2013.09.008
http://doi.org/10.3233/JAD-130761
http://doi.org/10.1111/acel.13663
http://doi.org/10.3233/JAD-2010-100666
http://www.ncbi.nlm.nih.gov/pubmed/20463393
http://doi.org/10.1016/j.bbadis.2009.09.013
http://www.ncbi.nlm.nih.gov/pubmed/19799998
http://doi.org/10.1093/hmg/ddr381
http://www.ncbi.nlm.nih.gov/pubmed/21873260
http://doi.org/10.1016/j.tins.2017.01.002
http://www.ncbi.nlm.nih.gov/pubmed/28190529
http://doi.org/10.1093/hmg/ddy154
http://doi.org/10.1038/s41593-018-0332-9
http://doi.org/10.1007/s12035-014-8675-z
http://www.ncbi.nlm.nih.gov/pubmed/24710686
http://doi.org/10.1016/j.cell.2006.06.021
http://doi.org/10.1074/jbc.M201649200


Int. J. Mol. Sci. 2022, 23, 8561 9 of 9

29. Lewis, J.; McGowan, E.; Rockwood, J.; Melrose, H.; Nacharaju, P.; Van Slegtenhorst, M.; Gwinn-Hardy, K.; Paul Murphy, M.;
Baker, M.; Yu, X.; et al. Neurofibrillary tangles, amyotrophy and progressive motor disturbance in mice expressing mutant
(P301L) tau protein. Nat. Genet. 2000, 25, 402–405. [CrossRef]

30. Vijayan, M.; Bose, C.; Reddy, P.H. Protective effects of a small molecule inhibitor, DDQ against amyloid beta in Alzheimer’s
disease. Mitochondrion 2021, 59, 17–29. [CrossRef]

31. Vijayan, M.; Bose, C.; Reddy, P.H. Anti-brain Aging Effects of Small Molecule Inhibitor DDQ. Mol. Neurobiol. 2021, 58, 3588–3600.
[CrossRef] [PubMed]

32. Vijayan, M.; George, M.; Bunquin, L.E.; Bose, C.; Reddy, P.H. Protective effects of a small-molecule inhibitor DDQ against
tau-induced toxicities in a transgenic tau mouse model of Alzheimer’s disease. Hum. Mol. Genet. 2021, 31, 1022–1034. [CrossRef]

http://doi.org/10.1038/78078
http://doi.org/10.1016/j.mito.2021.04.005
http://doi.org/10.1007/s12035-021-02360-7
http://www.ncbi.nlm.nih.gov/pubmed/33768469
http://doi.org/10.1093/hmg/ddab285

	Introduction 
	Results 
	VDAC1+/- Heterozygous Knockout Mice Decrease Mitochondrial Fission and Increase Mitochondrial Fusion Protein Expression 
	Reduced Expression of VDAC1 Induces Mitochondrial Biogenesis in VDAC1+/-/TAU Mice 

	Discussion 
	Materials and Methods 
	Animals 
	Immunoblotting 
	Immunofluorescence 
	Statistical Analysis 

	References

