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Erratum: A Chronic Obstructive Pulmonary Disease
Susceptibility Gene, FAM13A, Regulates Protein
Stability of b-Catenin

The Journal has been alerted to errors in two figures in the article
by Jiang and colleagues (1), published in the July 15, 2016, issue.

In Figure 1A, an incorrect image was used for the lower left
panel (Rb IgG, Goat IgG). In addition, the panels in the bottom
row included scale bars that were incorrectly labeled; these should
be 20 mm instead of 40 mm. A corrected version of the figure is
included here.

In Figure E9B in the online supplement to the article,
a duplicate image of the lower right panel (Fam13a2/2,
PKF118–310) was inadvertently used for the lower left panel
(Fam13a1/1, PKF118–310). A revised version of Figure E9B is
included here that includes the correct version of the lower left
panel.

The authors apologize to the Journal’s readers for any
confusion caused by these errors. n
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Figure 2A. Sputum gene expression of ACE2 (angiotensin-converting enzyme
2) and TMPRSS2 (transmembrane protease serine 2) is strongly correlated in
healthy participants. Best fit line was fitted using a cubic smoothing spline.
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Figure 1A [revised].
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Figure E9B [revised].
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