
Rom J Morphol Embryol 2020, 61(2):309–320  ISSN (print) 1220–0522, ISSN (online) 2066–8279  doi: 10.47162/RJME.61.2.01 

This is an open-access article distributed under the terms of a Creative Commons Attribution-NonCommercial-ShareAlike 4.0 International 
Public License, which permits unrestricted use, adaptation, distribution and reproduction in any medium, non-commercially, provided the new 
creations are licensed under identical terms as the original work and the original work is properly cited. 

RREEVVIIEEWW  

Latest advances in chronic rhinosinusitis with nasal polyps 
endotyping and biomarkers, and their significance for daily 
practice 

ALMA AURELIA MANIU1), MARIA IDA PERDE-SCHREPLER2), CORINA-BIANCA TATOMIR2),  
MIHAI IONUŢ TĂNASE1,3), MAXIMILIAN GEORGE DINDELEGAN3), VLAD ANDREI BUDU4),  
GHEORGHE DOINEL RĂDEANU1), MARCEL COSGAREA1), CARMEN AURELIA MOGOANTĂ5) 
1)Department of ENT, Iuliu Haţieganu University of Medicine and Pharmacy, Cluj-Napoca, Romania 
2)Department of Radiobiology and Tumor Biology, Prof. Dr. Ion Chiricuţă Oncology Institute,  
Cluj-Napoca, Romania 

3)Department of ENT, Emergency County Hospital, Cluj-Napoca, Romania 
4)Department of ENT, Carol Davila University of Medicine and Pharmacy, Bucharest, Romania 
5)Department of ENT, University of Medicine and Pharmacy of Craiova, Romania 

Abstract 
The term chronic rhinosinusitis (CRS) comprises of an assortment of diseases that share a common feature: inflammation of the sinonasal 
mucosa. The phenotype classification of CRS, based on the presence of polyps, has failed to offer a curative treatment for the disease, 
particularly in refractory cases. Chronic rhinosinusitis with nasal polyps (CRSwNP) remains a challenging entity. Researchers have made 
efforts trying to characterize subtypes of the disease according to the endotypes, which are delineated by different immunological pathways, 
using biomarkers. Even if the inflammatory processes controlling CRSwNP are not fully understood, data suggested that the disease 
associated with a type 2 inflammatory mechanisms can be also linked to the type 1 or type 3 pathomechanism, being highly heterogeneous. 
Biomarkers for CRSwNP are proposed, such as: eosinophil count, cytokines, metalloproteinases, bitter and sweet taste receptors, and the 
nasal microbiome. For endotyping to be clinically applicable and simply determined, biomarkers referring to the intrinsic biomolecular 
mechanism still need to be found. Precision medicine is becoming the new standard of care, but innovative therapies such as biologics 
may be rather challenging for the clinicians in their daily practice. This new approach to CRSwNP implies patient selection and a simple 
algorithm for deciding the right treatment, easy to implement and adjust. Our review points out the ongoing new research on the 
pathophysiology of CRSwNP, biomarkers and treatment opportunities. It allows clinicians to keep abreast of current evidence-based 
knowledge and to individualize the management of CRSwNP, especially in refractory cases. 
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 Introduction 
The definition of chronic rhinosinusitis (CRS) has 

been updated to include an assortment of various diseases, 
which all lead to the inflammation of the sinonasal mucosa 
[1]. Their prevalence has been estimated by comprehensive 
epidemiology studies as almost 12% of the population 
in the USA and about 10% of Europeans, and 5–12% 
worldwide [2]. 

CRS has a negative impact on patients’ quality of 
life (QoL), not only due to the discomfort of specific 
symptoms (chronic rhinorrhea, nasal obstruction, facial 
pressure, and hyposmia), but also due to central 
dysfunction manifested as fatigue and loss of sleep, which 
may further cause cognitive impairment, or depression 
[3–5]. Some studies have reported poorer health utility 
values in CRS patients than in patients affected by 
Parkinson’s disease, end-stage renal disease requiring 
dialysis, or heart disease necessitating percutaneous 
procedures [6]. 

The classification of CRS disorder based on phenotype 
refers to clinical manifestations, whereas the classification 
based on endotype refers to the critical underlying 

pathophysiological mechanisms. According to phenotype, 
CRS has been clinically defined as chronic rhinosinusitis 
with nasal polyps (CRSwNP) and chronic rhinosinusitis 
without nasal polyps (CRSsNP) [2, 7]. CRSwNP occurs 
in fewer than 25% of CRS cases but it is clinically more 
challenging, as it tends to be more severe, recurrent, and 
associated with other comorbidities. In some groups of 
patients, the disease is unresponsive to currently established 
treatments including intranasal glucocorticosteroids (GCSs), 
oral GCSs or endoscopic sinus surgery (ESS). These cases 
are also known as difficult-to-treat or poorly controlled 
rhinosinusitis [8–11]. 

Regarding endotyping, several studies reported that 
CRSwNP is more generally associated with a type 2 
inflammation and an increase in interleukin (IL) activity, 
like IL-4, IL-5, IL-13, and immunoglobulin E (IgE). The 
same type 2 endotype is present in different CRS clinical 
subgroups, such as: allergic fungal rhinosinusitis (AFRS), 
central compartment allergic disease (CCAD), and eosino-
philic CRS (ECRS). Furthermore, CRSwNP has additional 
clinical traits which associate it with other general disorders, 
such as asthma, aspirin exacerbated respiratory disease 
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(AERD), and other subgroups. Recent research has 
revealed that these clinical subgroups may be controlled 
by an analogous type 2 pathomechanism [12, 13]. While 
type 2 inflammation is present in 80% of patients with 
nasal polyps which obviously leads to more severe clinical 
expressions of the disease, in 20% of the patients other, 
non-type 2 mechanisms may be involved, such as type 1 
and type 3 [7, 12, 13]. 

Even if the inflammatory processes controlling CRSwNP 
are not yet fully understood, significant recent progress 
suggests that the disease comprises distinctive subtype 
groups and is highly heterogeneous [14]. However, for 
endotyping to be clinically applicable, predictable and 
simply determined biomarkers referring to the intrinsic 
biomolecular mechanism still need to be found [15]. 
Consequently, CRS research in this particular area has 
greatly intensified in recent years, and many different 
biomarkers for nasal polyposis have been identified: 
eosinophil cytokines IL-4, IL-5, IL-13, IL-25, IL-33, 
metalloproteinases, bitter or sweet taste receptors and 
nasal microbiome [16, 17]. 

Precision medicine is becoming the new standard of 
care, but innovative therapies such as biologics may be 
rather sophisticated for clinicians in their daily practice. 
This new approach to CRSwNP, for instance, would 
need a simple method of selection and an algorithm for 
deciding the right treatment, easy to implement and adjust 
[18, 19]. 

Our review points out the ongoing research on the 
pathophysiology of CRSwNP and focuses on new, 
promising biomarkers and treatment opportunities. It 
allows clinicians to keep abreast of current evidence-
based knowledge and to individualize the management 
of CRSwNP cases, especially in refractory cases. 

 Clinical phenotyping – recent advances 
All clinicians encounter CRSwNP cases in which the 

disease is difficult to treat or refractory, meaning that 
patients complain of persistent or recurrent symptoms 
even after maximal medical therapy and surgery [8, 11]. 
In particular, type 2 immune reactions across all clinical 
phenotypes of the disease seem to be more recalcitrant 
with many relapses, and associated with other pathological 
condition [10, 20]. 

With the latest advances in biomarker identification, as 
well as the introduction of biologics as newly approved 
treatment options, the patients’ endotype should, ideally, 
be identified at the first clinical visit in order to arrange 
for optimal therapy. In this manner, physicians would have 
the opportunity to prescribe targeted therapies, prevent 
under- and overtreatment, and minimize the need of 
successive surgery or repeated series of oral GCSs with 
modest results [12]. Some authors stated that a type 2 
immune response in a patient can be identified from 
clinical data even without blood or serum biomarkers. For 
instance, in CRSwNP associated with late-onset asthma 
and/or non-steroidal anti-inflammatory drug-exacerbated 
respiratory diseases, the probability of a type 2 endotype 
is 100%. The same applies to patients having undergone 
one or more effective courses of oral GCS in the previous 
year or surgery with tissue eosinophilia at the histological 

examination [12]. So, it came out the idea that analyzing 
multiple baseline clinical variables can be group pheno-
types of CRSwNP to detect the refractory forms of disease 
and predict the response to the treatment [2]. 

Currently, patients with CRSwNP are clinically classified 
based on polyp status in endoscopic grading and imagistic 
scores using the Lund–Mackay system. This scoring system 
is based on the total sum of the individually graded 
fullness of the sinuses on computed tomography (CT) 
imaging [11]. Recent studies have shown that patient-
reported outcome measures need to be considered as 
well and in addition to more classical traits to accurate 
phenotype the patients. Of the many sinus-specific QoL 
questionnaires available, the total sino-nasal outcome 
test-22 (SNOT-22) has been proven the most effective 
[2, 11]. 

In one prospective, multicenter cohort study, the 
phenotypic subgroups of 382 CRS patients who had failed 
initial medical therapy were identified considering 103 
clinical variables. This was done using an unsupervised 
clustering method by which the patients were grouped into 
clusters indicated by the data, without any hypothesis 
[21]. The authors described five distinct clusters of 
patients based on age, severity of patient recorded scores, 
depression, and fibromyalgia. The results concluded that 
CT and endoscopy differed partially between clusters 
and common clinical measures inclusive of polyp/atopic 
condition, previous number of surgeries, brief smell 
identification test and asthma did not show differences 
among clusters. The conclusion of the study was that the 
only three variables needed to correctly stratify the patient 
clusters were in this order, productivity in the past 90 
days, age, and the total score of SNOT-22 [21]. In a 
subsequent study by the same authors, these three variables 
were used to predict outcomes after surgical therapy. The 
results pointed to surgery as being the most beneficial for 
the cluster of patients with the worst endoscopy scores and 
the lowest sinus-specific QoL, general QoL, more sleep-
related problems, and productivity loss [22]. It is known 
that these cases usually belong to the refractory CRSwNP. 

Further research in this area is necessary and the 
practical, clinical relevance of emerging results remains to 
be seen. New biomarkers are expected to work as prog-
nostic predictors and help clinicians customize treatment 
options. 

 Structured histopathological 
examination – advantages and 
limitations for current practice 

CRSwNP can be diagnosed by the presence of nasal 
polyps visible in the middle meatus. The appearance of 
polyps needs to be documented by endoscopic examination 
as pale, gray masses in the nasal cavity (Figure 1, A and B). 

These should be distinguished from other polypoid 
changes in the sinuses and/or middle meatus that can 
occur in CRS variants [11, 23]. Even though the precise 
pathways involved in the formation of nasal polyps are 
still to be outlined, it is now generally recognized that 
the sinonasal mucosa of patients from Western countries 
is characterized by type 2 eosinophilic inflammation and 
its chronic remodeling results [24]. 
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Histologically, CRSwNP features basal membrane 
thickening, less glandularity, predominantly edematous 
stroma with albumin deposition and infiltrated predomi-
nantly by eosinophils and pseudocyst formation, compared 
with CRSsNP in which increased fibrosis is predominantly, 
neutrophilia and globed cell hyperplasia are present 
(Figures 2–7). 

Since eosinophils are the main inflammatory cells in 
many nasal polyp tissues, they have long been considered 
a certification of type 2 inflammation and potentially 

responsible for the etiopathogenesis and prognosis of the 
disease [25, 26]. Further research demonstrated a large 
fluctuation in the number of eosinophils observed in nasal 
polyps, with many unpredictable and regional asymmetries. 
Some reports showed that 20–75% of nasal polyp samples 
might be non-eosinophilic compared with specimens 
collected from CRSsNP subjects that may display a very 
high eosinophilia infiltration in the tissue [27]. Likewise, 
it is known that up to 50% of CRSwNP individuals in East 
Asia showed no eosinophilic inflammation [28]. 

 

Figure 1 – (A and B) Images 
of nasal polyps during nasal 
endoscopy, filling the entire 
nasal cavity, Lund–Kennedy 
score 4. 

 

 
Figure 2 – Nasal mucosa: ciliated, pseudostratified, 
respiratory epithelium with myxoid stroma (HE staining, 
×200). 

Figure 3 – Nasal polyp area with profound epithelial 
erosions (up to the basal layer), thickening of the basal 
membrane and myxoid stroma with moderate inflam-
matory infiltrate, fibroblasts, collagen fibers and congested 
blood vessels (HE staining, ×200). 

 

 
Figure 4 – Polypoid area with incomplete squamous 
epithelial metaplasia (HE staining, ×200). 

Figure 5 – Nasal polyp with complete epithelial metaplasia 
(HE staining, ×400). 
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Figure 6 – Nasal polyp area with strong lymphocytic, 
plasmocytic and eosinophilic infiltrates in the stroma 
(HE staining, ×200). 

Figure 7 – Nasal polyp swollen myxoid stroma with 
pseudocystic aspect (HE staining, ×200). 

 
Regardless of these variations, the eosinophilic-

abundant status of polyp tissue has been linked to 
increased patients’ distress, as well as to an increased 
risk of revision surgery. Therefore, it has been concluded 
that a structured histopathological (HP) examination of 
polyp samples can be a very useful objective method to 
assist clinical decision-making [29–31]. 

In 2012, Snidvongs et al. [29] emphasized the 
importance of supplementing the classical HP examination, 
commonly used only for malignancy exclusion, with a 
more standardized report of inflammation profile of the 
surgical biopsies. Their report focused on the status of 
tissue inflammation considering the overall degree of 
inflammation, tissue eosinophilia, neutrophilic infiltrate, 
inflammatory cell predominance (lymphocytic, lympho-
plasmacytic, eosinophilic, lymphohistiocytic, neutrophilic, 
others), basal membrane thickening, edema in the sub-
epithelial space, hyperplastic/papillary change, ulceration 
of the mucosal lining, squamous metaplasia, fibrosis, and 
mucin. The results revealed a connection among high 
eosinophilic inflammation in the sinus mucosa and bad 
prognosis. 

Following studies used structured HP reporting looking 
to distinguish histological markers in order to stratify 
subtypes and discern the puzzling pathophysiological 
mechanisms in CRS [31–33]. The association of HP 
findings with clinical features of CRS and CRS categories 
was investigated recently using 99 patients and 13 variables 
[31]. Even though the degree of inflammation between 
CRSsNP and CRSwNP was almost the same, the study 
showed a statistically significant increase in the number of 
eosinophils per high-power field (HPF) in patients with 
CRSwNP [31]. SNOT-22 scores were not connected with 
any histological parameters, but higher Lund–Mackay 
scores (LMS) correlated with high in-tissue eosinophilia 
and eosinophilic aggregates. Thus, a high number of 
eosinophil aggregates was proven a key link to recalcitrant 
forms of disease unconcerned by the CRS subtype [31]. 
Another study performed on patients who have gone 
through functional endoscopic sinus surgery (FESS)  
for CRS with numerous recurrences found that tissue 
eosinophil aggregates seem be the most important 

predictive factor for increased doses of intranasal GCS 
requirements after sinus surgery to control the outcomes 
in a more favorable manner [32]. 

The HP aspect of the polyp specimens was typified 
by Donell et al. [33] in primary vs. recurrent CRSwNP 
patients undergoing ESS. The authors did not find any 
disparity between primary and recurrent CRSwNP for 
eosinophilic infiltrated tissue, but in recurrent CRSwNP 
cases mucin was quite often inclined to presents eosinophil 
aggregates compared to primary CRSwNP. The results 
indicated that eosinophilic aggregates defined as a 
minimum of two distinct aggregates of at least 10 cells 
each/HPF can be a predictor of eosinophilic stimulation. 
This supports previously published results and suggests 
that eosinophilic aggregates could work as a possible 
marker for recalcitrant CRSwNP cases [31, 32]. 

Other recent surveys continue to attempt characterizing 
different disease endotypes based on structured HP 
examination, trying to find correlations between the 
pathogenetic mechanism and clinical outcomes. Marino 
et al. [34] emphasized that, besides tissue eosinophilia 
known to be related to CRSwNP, the analysis of cellular 
infiltrates, such as lymphocytic and lymphoplasmacytic 
inflammatory predominance, may be useful for differen-
tiating CRS traits, the amount of inflammation, and its 
consequences. Their work confirmed others’ results for 
CRS endotyping and the fact that CRS varies even between 
subjects with nasal polyps [35, 36]. A recent review 
explored the impact of high tissue eosinophilia and 
related biomarkers at the structured HP examination as an 
indicator of disease recurrence in CRSwNP. The authors 
concluded that the cutoff value for tissue eosinophilia 
must be adapted to the specificity of the disease according 
to geographic and ethnic differences [37]. 

The latest developments in the field of CRSwNP 
show the need for diagnostic criteria informed by cluster 
analysis of clinical outcomes. Biomarkers such as 
eosinophilic cationic protein and IL-5 are promising in 
terms of clinical diagnostic and predictive tools for typing 
and prognosis. Recently, Brescia et al. [38] proposed  
a classification of different CRSwNP cases based on 
structured histopathology and discriminant analysis. They 
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described four distinct histotypes of CRSwNP patient 
clusters: patients with limited fibrosis (cluster 1), patients 
with hyperplastic/papillary changes, fibrosis and neutrophil 
infiltration possibly as a response to ulceration (cluster 2), 
patients with fibrosis (cluster 3), and patients without 
neutrophilic infiltration but with hyperplastic/papillary 
changes and fibrosis in almost all cases (cluster 4). Even 
though the study did not find an association between 
these distinctly identified clusters and clinical outcomes, 
likely due to the limited number of cases, future larger 
case series may allow histotyping CRSwNP patients and 
find prognostic factors [38]. 

Recent CRSwNP research has revealed that a structured 
HP report of tissue samples biopsies, even if usually 
adapted by healthcare providers, can provide valuable 
prognostic markers and helps clinicians target therapies 
more specifically for refractory cases of CRSwNP. 

In practice, however, there are a few challenges. One 
is related to the number of eosinophils that should define 
tissue eosinophilia. Various reports have suggested different 
threshold values for tissue eosinophilia, ranging from  
>5 eosinophils/HPF to >120 eosinophils/HPF [39–41], 
most recommending >10 eosinophils/HPF [33, 42]. The 
same is also suggested as a reference value in the new 
European Position Paper on Rhinosinusitis (EPOS) Guide 
[11]. At the same time, the Guide advises that an additional 
distinction must be made between cases with 10–100 
eosinophils/HPF and those with >100 eosinophils/HPF 
[11]. According to a very recent meta-analysis, high tissue 
eosinophilia is commonly linked to the prognosis and 
severity of disease, and a threshold value of >55 
eosinophils/HPF has the highest sensitivity for predicting 
the likelihood of ECRS recurrence [43]. 

A second source of difficulty concerns the technique 
used for detecting tissue eosinophilia by quantifying the 
eosinophils, i.e., number/HPF (400×). This approach has 
been criticized by some authors for being too laborious and 
subjective for consistent application in clinical settings. 
One weakness of the procedure is that the pathologist 
has to assess the ratio of eosinophils (RE) to other 
infiltrative inflammatory cells in tissue (which include 
neutrophils, lymphocytes, plasma cells, etc.) in 10 random 
HPFs, and there could be significant differences between 
various HPFs, resulting in sampling errors and inaccurate 
overall eosinophil counts in the total sample [42, 44]. A 
recently published study showed an improved method 
of tissue eosinophilia evaluation based on artificial 
intelligence (AI). The authors developed an AI CRS 
evaluation method called AI CRS evaluation platform 
(AICEP) REslide–predict in order to diagnose CRSwNP 
rapidly and accurately via deep artificial learning and 
whole-slide imaging (WSI). Although the results were 
promising, the method still requires improvements and 
multicenter testing [44]. 

Despite the practical difficulties of mainstreaming 
the classical method for structured HP evaluation, the 
approach remains effective. Some skilled pathologists 
have proposed to scan the slides in a panoramic view, 
and the semiquantitative scores to be tested to every 
variable at higher magnification after the densest areas 
have been identified. Finally, it is worth noting that nasal 
mucosa remodeling due to inflammation is an active 

process, so the patient’s nasal HP aspect can transform 
over time, including after medication or surgery [35]. 

 Cytokine signatures 
Cytokine signatures are extremely valuable in CRSwNP 

endotyping, having a greater diagnostic value than 
eosinophilia or even the presence of actual nasal polyposis 
[16]. 

CRSsNP is characterized by a T-helper (Th) 1 or 
Th17 inflammatory neutrophilia phenotype, expressing 
transforming growth factor-β (TGF-β), ILs (IL-6, IL-8, 
or IL-17) and type I interferons (IFNs). 

CRSwNP are characterized with increased expression 
of thymic stromal lymphopoietin (TSLP) and type 2 
inflammatory cells, such as type 2 innate lymphoid cells 
(ILC2s) which produce ILs (IL-4, IL-5, IL-13, IL-25, 
IL-33) that defines a Th2 microenvironment [45]. 

ILC2s activate B- and T-cell activity. Type 2 cytokines 
mentioned earlier, produced by Th2 cells, mast cells and 
ILC2s are believed to control the inflammation in allergic 
patients [46]. 

IL-5 induces eosinophilia and its presence can be 
defining for a different endotypes of CRSwNP with a 
severe manifestation; IL-13 activates macrophages, B-
lymphocytes and epithelial cells (mucus production with 
IL-4). Epithelial-derived cytokines, such as IL-25, IL-33 
and TSLP, are an integral factor in the pathogenesis of 
CRSwNP and asthma should be treated as biomarkers 
for CRSwNP. Elevated eosinophil counts in the tissue 
are linked to an upregulated IL-25 expression and to 
also an increased CT score, thus showing the possibility 
of being use as a sensitive biomarker [45, 47]. 

Epithelial cells are a physical barrier which initiate 
and regulate innate and adaptive responses through tissue 
cytokines like TSLP, IL-25 and IL-33. They contribute to 
the regulation of immunity and inflammation induced by 
different exogenous or endogenous stimuli or different 
pathogens, local traumas, allergens, proinflammatory and 
type 2 cytokines [48]. The IL-17 family of cytokines 
includes IL-25. It promotes type 2 inflammation with 
eosinophilia. IL-25 is secreted by Th2 cells, mast cells, 
eosinophils and epithelial cells. Th2 cells, basophils and 
ILC2s express as a receptor IL-25R and increases the 
production of other cytokines in these cells. The latest 
discovered member of the IL-1 subgroups is IL-33, a 
cytokine linked to type 2 inflammation. It is increased  
in nasal polyps with eosinophilia and the production of 
IL-33 is controlled by the innate immunity. IL-33 is 
secreted by immune cells (macrophages and dendritic cells) 
and epithelial cells [49]. Memory Th2 cells, basophils, mast 
cells, natural killer T (NKT) cells and ILC2s express an 
IL-33R cytokine that induces IgE production in B-cells 
from polyps. TSLP is an IL-7 like cytokine and induces 
in innate and adaptive type 2 inflammation. TSLP seems 
to be an important contributor of type 2 immunity in 
CRSwNP with the type 2 endotype [50]. 

The Th1 and Th2 classification is useful but is an 
oversimplification of the status in nasal polyps. Nasal 
polyps in 85% of the cases show a high concentration of 
IL-5, but there is a concomitant increase in expression 
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of IL-17 and IFNγ that is usually more attributed to a 
Th1 process [27]. 

A recent study has demonstrated that CRS may be 
better defined as an inflammatory process that evolves 
with time and with non-mutually exclusive and variable 
immunologic markers [16]. 

Anti-cytokine agents are used as asthma treatments 
and under intense development, and there seem to be 
numerous links to the mechanisms that produce Th2 
inflammation in cases of CRS. Asthmatic patients with 
a Th2 phenotype and eosinophilia have been shown to 
benefit from IL-5 antagonist therapy [51]. 

Dupilumab, a recently approved treatment for polyposis 
is an anti-IL-4 receptor antibody which interferes with 
the action mechanism of both IL-4 and IL-13 and has 
been also used in cases of atopic dermatitis and asthma 
and has shown efficacy in treatment as long as there is a 
type 2 inflammatory disease and not confused with non-
type 2 [52]. 

The inflammatory signature can efficiently predict 
the response, so patient selection and prior testing for 
therapy is crucial [53]. An IL-25 blockade has been 
shown by the murine studies to reduce polypoid lesions 
and edematous inflammation. The testing was done at 
cellular and mucosal level [16]. 

In a study by Ryu et al. (2019) [54], Th1 and Th17 
were shown with an increased activity level in all the 
cases of refractory CRS. Refractory CRSwNP with Th2 
inflammation showed higher levels of eosinophilic activity 
with increased marker levels and heightened autoantibody 
counts. Inhibition of these pathways are shown through 
this study that they may offer a new treatment strategy 
for CRSwNP, for refractory cases in particular [54]. 

 The involvement of the matrix 
metalloproteinases (MMPs) in  
CRSwNP 

MMPs and the tissue inhibitors of these MMPs 
(TIMPs) are the most relevant units of the proteolytic 
system. This system plays a part in the reshaping of the 
extracellular matrix (ECM). A plethora of studies already 
investigated the role of MMPs and TIMPs in the etio-
pathogenesis of nasal polyps in CRSwNP. Multiple types 
of MMPs have been studied but the most common ones 
associated with CRSwNP are MMPs -2, -7 and -9 [55]. 

Of all MMP subtypes, MMP-9 is the most frequently 
cited up-regulated metalloproteinase associated with the 
construction of nasal polyps [28, 56–58]. MMP-9 is not 
usually found in tissues that are healthy; an increased 
concentration of the MMP-9 appears in chronic inflam-
matory diseases. Several studies showed MMP-9 increase 
in autoimmune disorders and chronic obstructive pulmonary 
disease (COPD) [59, 60]. The action mechanism of MMP-9 
was demonstrated to be the separation of type IV collagen 
fibers, those fibers being the main constituent of the 
basement membrane, with the basement membrane acting 
as a foundation for the blood vessels and the mucosa 
covering the sinonasal cavity [61–63]. Because of the 
increased concentration of MMP-9, the blood vessels in 
the sinonasal mucosa start to leak and in turn lead to a 

stromal edema. The edema, in turn, facilitates the formation 
of nasal polyps [64, 65]. 

In 2018, Suzuki et al. [56] demonstrated that a certain 
protein deacetylase called sirtuin 1 (SIRT1) negatively 
affects the expression of MMP-9. They found lower 
SIRT1 levels in the lungs of patients with COPD and the 
activation of this deacetylase could point to a new therapy 
for chronic disease featuring high concentrations of MMP-9. 
After this study, the link between MMP-9 and SIRT1 
pathway and activity in nasal epithelial tissue was proven 
and they found a significantly increased concentration of 
MMP-9 in patients with CRSwNP compared to control 
subjects and patients with CRSsNP. Moreover, they 
identified an inverse correlation between MMP-9 and 
SIRT1 levels in cases with either CRSwNP or CRSsNP, 
but not in the control subjects. Understanding the negative 
effect that SIRT1 has on MMP-9 levels could lead to the 
discovery of new treatment options. In CRS, topical 
treatment with SIRT1 activators (e.g., resveratrol) could 
control the MMP-9 levels and become a new therapeutic 
class for these patients [56, 64]. 

MMPs have also been associated with certain unhealthy 
habits, such as smoking. We know that MMP-9 is increased 
in smokers suffering from various diseases in which 
inflammation plays an important role, such as COPD [66]. 
Because of the similar pathogenesis of inflammatory 
diseases and CRSwNP, we may assume that smoking could 
be a risk factor for CRSwNP by enhancing the MMP-9 
in the sinonasal mucosa. In fact, smoking restriction and 
passive smoking avoidance could be valuable strategies 
in the prevention of polyposis recurrence [67]. Children 
exposed to passive tobacco smoke were found to have a 
higher MMP-9 concentration and activity in the nasal 
secretions compared to a control group of children not 
exposed to passive smoking. These findings support the 
same idea that tobacco smoke can alter the inflammatory 
response of the sinonasal mucosa by enhancing the MMP-9 
levels and leading to a higher recurrence of the nasal 
polyps. This is yet another argument highlighting the 
important role of smoking cessation as a valuable 
therapeutic step, this time in addressing nasal polyposis. 

Another metalloproteinase strongly related to CRSwNP 
is MMP-2, which has similar effects to MMP-9, plays  
a significant role in degradation at the ECM level and 
affecting type IV collagen fibers. These collagen IV 
fibers play a crucial role in the physiology of the ECM 
and basement membrane of the sinonasal mucosa [68]. 
Can et al. [69] found increased concentrations of MMP-2 
in nasal polyps. It can thus be assumed that, if MMP-2 
is higher than normal in the sinonasal mucosa, a nasal 
polyp will be formed in the following period. 

In contrast to MMP-9, MMP-2 is more present in the 
surface epithelium of the recurrent and non-recurrent 
nasal polyps (MMP-9 is significantly increased in the 
gland of the sinonasal mucosa) (Figure 8, A and B) [70]. 

The enzyme-linked immunoassay (ELISA) test which 
is usually used to determine MMPs, has the disadvantage 
that it makes a quantitative determination, therefore in 
an unpublished study we decided to use zymography 
method to determine the expression of the pro-MMP-2, 
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pro-MMP-9 from polyp tissue and normal mucosa samples. 
The result was that we could detect the active forms of 

MMP-2 and MMP-9, which cannot be detected by ELISA 
method. 

 
Figure 8 – (A and B) Zymography method for MMP-2 and MMP-9 determination from normal mucosa samples (1, 3, 15) 
and nasal polyps’ tissue. Proteolytic activity appears as clear lysis strips on an intense and uniform blue background. 
The quantification was done by densitometry, the proteins being confirmed with a specific marker. MMP: Matrix 
metalloproteinase. 

Combined with MMP-2 activity on the sinonasal 
mucosa, TIMP-1 plays a major role as well: greater 
MMP-2/TIMP-1 ratio correlates with the harshness of nasal 
polyposis. Thus, selective blockage of MMP-2 secretion 
and stimulation of TIMP-1 levels could represent a 
different option for CRSwNP patients. Corticosteroids, 
as seen in the study published by Yigit et al. [71], lower 
the tissue MMP-2 concentration and the tissue TIMP-1 
concentration, holding a fixed MMP-2/TIMP-1 ratio. The 
corticosteroid effect on nasal polyposis could be enhanced 
by adding a TIMP-1 up-regulator, such as genipin, to the 
therapy [72]. 

 MMP-related treatment for CRSwNP 
There are multiple treatment options that influence 

the MMP concentration in the nasal polyps [73]. One of 
the most important for CRSwNP is the administration of 
corticosteroids in a variety of ways (oral/intravenous, 
transnasal nebulization, intranasal spray) to help reduce 
the symptomatology in nasal polyposis. Zhang et al. 
[73] studied the effect corticosteroids have on MMPs 
depending on the administration route. The collagen 
deposition in the ECM of the polypoid tissue was found 
increased after corticosteroid treatment regardless of which 
route of administration (oral/transnasal nebulization/intra-
nasal spray). MMP-2 and MMP-9 concentrations were 
lower after Budesonide inhalation suspension and were 
also lower after oral Methylprednisolone, but the MMP 
levels remained constant after treatment with Budesonide 
nasal spray. In line with the MMP-2 and MMP-9 
concentration decrease, TIMP-1 and TIMP-2 were 
significantly increased in the nasal polyp tissue after 
treatment with oral and inhalator corticosteroids but 
remained unaltered after treatment with corticosteroid 
nasal spray. Therefore, corticosteroids are an effective 
way of lowering MMP-2 and MMP-9 levels and are also 
effective in increasing TIMP-1 and -2 levels. The most 
effective administration routes for corticosteroid therapy 
for MMP down-regulation and TIMP up-regulation seem 
to be transnasal nebulization with Budesonide inhalation 
suspension and Methylprednisolone taken orally [70]. 

As mentioned before, topical treatment with SIRT1 
activators such as resveratrol could control the MMP-9 
levels and help alleviate nasal polyps’ formation in 

CRSwNP. There has been further research regarding 
SIRT1 expression and its effect on nasal polypogenesis. 
For instance, Lee et al. [64] studied SIRT1 activity in 
mice. They found that transgenic mice treated with specific 
substances that normally induce polypoid lesions of the 
nasal mucosa had no mucosal changes when they were 
administered these substances compared to the wild-
type mice, which had marked nasal polypoid lesions. 
Moreover, in this study, the effect of resveratrol was 
also analyzed in transgenic and wild-type mice. The 
authors found that resveratrol instillation in wild type 
mice resolved the polyp formation problem after the mice 
were administered ovalbumin (OVA) and staphylococcal 
enterotoxin B (SEB) substances (OVA and SEB were the 
nasal polyps-inducing drugs used in this specific study). 
Considering such results, SIRT1 activators represent a 
new potential therapeutic class for CRSwNP treatment 
and their effect on MMP-9 down-regulation should be 
taken into consideration. 

 What is the microbiome and why is it 
important for CRSwNP? 

In almost in all areas of the body there is a microbiome 
of different species that maintain homeostasis. Such is 
the case of sinuses, where there is a complex microbiome 
characteristic to the upper respiratory system, and which 
modulates the inflammatory and immune response. 
Research in the field is showing that a richer and balanced 
number of living organisms in the sinuses correlate to a 
better prognostic with fewer relapses [11]. 

Taking notice of this fact opens up an entire treatment 
paradigm. Until recently, there was extensive guidance 
toward sterilizing the sinonasal cavities, but now the trend 
is to preserve the commensal flora. The latest advances 
in molecular biology shows that a plethora of molecules 
produced at the epithelial level helps with the regenerative 
processes. Also, the roles of different species are gradually 
being discovered, such as the example of Bacteroides and 
Fusobacteria being classified as opportunistic bacteria 
that develop when there is poor ventilation in the sinuses 
[2]. Also, high numbers of patients were found to be 
colonized with Staphylococcus aureus and Pseudomonas 
aeruginosa, two bacteria that produce enzymes like 
lysozyme, S100 proteins and β-defensins, which can 
disrupt the natural function of the epithelium [16]. 
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These theories are still in their infancy and the related 
studies available have included relatively small cohorts, 
partly due to the expenses involved. Further research is 
needed to confirm and expand on the initial findings. 
Also, there is a lack of patient reported outcomes which, 
in the case of CRS, is paramount because of the high 
variation in physical and psychological symptoms. 

 Genomic classification of CRS 
Taste 2 receptors (TAS2Rs) are bitter taste receptors 

from the family of transmembrane G protein-coupled 
receptors, widely used as study points for therapy and 
testing. These receptors being also at the level of the 
taste buds of the tongue can offer a bitter taste sensation 
when stimulated and that is where they get their name. 
Extraoral bitter taste receptors are studied because of their 
implications in numerous pathophysiological interactions. 

Bitter taste receptors are easy to test in a clinical 
setting, and in refractory cases they can be a useful tool 
for clinicians. This is a relatively new, but very promising 
field of study. The knowledge, before initiating treatment, 
that a certain case can have poorer outcomes can influence 
the way the treatment is tailored and administered. 

To illustrate, taste 2 receptor member 38 (TAS2R38) 
is a bitter taste receptor that has been studied recently, 
with results showing the capability of sensing Gram-
negative bacteria at the sinonasal ciliated epithelium level. 
Patients that show homozygote function from TAS2R38 
can be accurately tested clinically and show good outcomes 
because of the different modulation of the innate immune 
system in antimicrobial response. The TAS2R38 protein 
has two versions, active and inactive, because of two 
common polymorphisms. The most active variant is the 
homozygote functional form (20%), which also yields the 
best results. The heterozygote TAS2R38 is moderately 
active (50%), and the patients with the worst outcomes 
tend to have the homozygote inactive TAS2R38 (30%). 
These clinical findings seem to be valid for CRSsNP 
and less so for CRSwNP, some studies even showing no 
significant impact on outcomes [2, 16]. 

Periostin is another molecule of interest in this field. 
This protein is produced when the cystatin 1 (CST1) gene 
is activated, and fibroblasts produce it during the Th2/ 
eosinophilic inflammation process. Levels of periostin 
can be measured using the ELISA test and, by being an 
integral part of the eosinophil function, it can become 
useful in refractory cases or in future treatments as a 
targeted, highly specific molecule. For clinicians, the 
capability to interact directly with the inflammatory cascade 
through different proteins and biochemical paths is a 
great choice if the diagnostic is well established. In the 
case of periostin, this test is applicable only for the type 2 
endotype, as pathways differ for non-type 2 [74]. 

 Epigenetics and CRSwNP 
During our lifetime, our deoxyribonucleic acid (DNA) 

undergoes numerous changes due to the effects that time 
and the environment exert. The field of epigenetics in 
CRS is aimed at studying specific genes that mutate and 

produce different outcomes. DNA methylation in specific 
genes has been shown to significantly influence the 
disease, both in CRSsNP and CRSwNP. With the study of 
the polymerase chain reaction, bisulfite sequencing and 
reverse transcription-quantitative polymerase chain reaction 
becoming increasingly accessible, it seems four genes with 
altered hypomethylation in nasal polyp tissue have a direct 
impact over the progression of the disease. These are 
keratin 19 (KRT19), nuclear receptor subfamily 2 group F 
member 2 (NR2F2), a disintegrin-like and metallopeptidase 
with thrombospondin type 1 motif 1 (ADAMTS1), and zinc 
finger protein 222 (ZNF222). Research on nasal polyps has 
linked them to larger quantities than normal in polypoid 
degenerated mucosa compared to normal [2, 75]. 

Precision medicine benefits directly from such findings, 
with extremely specific treatments becoming more and 
more common. Because of the complicated nature of the 
subject, further development is slow but promising. The 
prospect of using clustered regularly interspaced short 
palindromic repeats (CRISPR) to optimize the treatment 
according to individual patient needs is worth pursuing. 

 New approaches in CRSwNP treatment 
The new guidelines of treatment emerging lately are 

based on diagnosing endotypes (type 2 versus non-type 2 
CRS). Non-type 2 patients respond well to classical 
treatment, including low dose macrolides, where we take 
advantage of the anti-inflammatory particularities of the 
treatment [76], and classical FESS, where we take into 
account the low rate of recurrences. 

When it comes to type 2 inflammation, novel treatments 
are being discovered with relative speed and should be 
considered. In these cases, treatment can now include 
biologics and reboot surgery, two new and innovative 
solutions to an age-old problem [77]. 

Biologic therapy is a technique of using human 
monoclonal antibodies, targeting and blocking specific 
IL-4 or IL-5 activity. These have been used for some 
time and with great benefits to treat other inflammatory 
conditions (e.g., asthma and atopic dermatitis) [77]. 
Although the drug candidates are many (e.g., Reslizumab, 
Mepolizumab, Benralizumab and Omalizumab), only 
Dupilumab (with the commercial name Dupixent) has 
been approved by the Food and Drug Administration 
(FDA) in case of recurring CRSwNP. Newly published 
studies are showing an improvement not only regarding 
recurrence, but even in regaining olfactory sense and 
improving overall QoL [78]. 

However, this treatment also has certain noteworthy 
drawbacks resulting from the fact that it is new and that 
doses should be administered at every six months to one 
year throughout the patient’s life: it is extremely expensive 
and its long-term side effects have not been studied well 
enough. 

Reboot is a new type of approach to classical FESS 
surgery which aims to maximally remove all sinus mucosa, 
allowing the preserved healthy nasal mucosa to cover 
the inside of the sinus by re-epithelialization. Some studies 
reported improvements from 45% relapse in two years in 
classical FESS to just 17% relapse. Further investigating 
should be carried, but the results are promising [79]. 



Latest advances in chronic rhinosinusitis with nasal polyps endotyping and biomarkers, and their significance… 

 

317 

Last but not least, because CRS involves an inflam-
matory physiological chain, prevention may be obtained 
by making healthy lifestyle choices, such as improving 
diet [80] or ceasing smoking, which are known to improve 
outcomes and space out recurrence. 

 Conclusions 
Etiopathogenesis of CRSwNP remains a very hot 

topic in both clinical and fundamental research but still 
represents an equation with many unknowns. A deeper 
understanding of the complicated molecular pathogenic 
mechanism of CRSwNP could enable individualized 
treatments for the patients based on the endotype of their 
disease, characterized by specific biomarkers. It became 
evident that the proper management of cases of CRS, 
specifically patients with severe and recurring CRSwNP, 
increases in complexity, but current progress in research 
had already provided valuable information for clinicians 
to recognize possible indicators for type 2 immune reactions 
even starting with patient’s history data. A more complex 
classification can be achieved using three simple available 
data categories (SNOT-22 score, lost productivity, and age). 
A good collaboration with the pathology department, 
providing a structured HP examination of the surgical 
biopsies offers supplementary information regarding the 
severity of the disease. Other molecular markers recently 
identified such as inflammatory cytokines or MMPs will 
be essential in choosing the individualized treatment 
and predicting the evolution of the disease. Also, novel 
developments in genomics revealed that an easily accessible 
taste test may anticipate the results after FESS. Micro-
biomics and CRS, although new as a concept, have 
already demonstrated that diverse ecosystems, including 
the nasal sinus are associated with improved surgical 
outcomes. New approaches in treatment, such as reboot 
surgery and biological therapy, compared to FESS and 
intranasal corticosteroids, offer a chance for remission 
of the disease and a better outcome. With the advent of 
endotyping, our decision-making ability will improve, 
making possible the stratification of patients for the 
appropriate treatment of uncontrolled cases. These are a 
part of the initial strides that have been made in the 
particularly elaborate concept of CRS. 

Conflict of interests 
The authors declare that they have no conflict of 

interests. 

References 
[1] Han JK. Subclassification of chronic rhinosinusitis. Laryngo-

scope, 2013, 123(Suppl 2):S15–S27. https://doi.org/10.1002/ 
lary.23979  PMID: 23371324 

[2] DeConde AS, Smith TL. Classification of chronic rhinosinusitis 
– working toward personalized diagnosis. Otolaryngol Clin 
North Am, 2017, 50(1):1–12. https://doi.org/10.1016/j.otc. 
2016.08.003  PMID: 27888907 

[3] Alt JA, Ramakrishnan VR, Platt MP, Schlosser RJ, Storck T, 
Soler ZM. Impact of chronic rhinosinusitis on sleep: a controlled 
clinical study. Int Forum Allergy Rhinol, 2019, 9(1):16–22. 
https://doi.org/10.1002/alr.22212  PMID: 30281930 

[4] Chowdhury NI, Mace JC, Smith TL, Rudmik L. What drives 
productivity loss in chronic rhinosinusitis? A SNOT-22 
subdomain analysis. Laryngoscope, 2018, 128(1):23–30. 
https://doi.org/10.1002/lary.26723  PMID: 28600803  PMCID: 
PMC5723565 

[5] Yoo F, Schlosser RJ, Storck KA, Ganjaei KG, Rowan NR, 
Soler ZM. Effects of endoscopic sinus surgery on objective 
and subjective measures of cognitive dysfunction in chronic 
rhinosinusitis. Int Forum Allergy Rhinol, 2019, 9(10):1135–
1143. https://doi.org/10.1002/alr.22406  PMID: 31449738 

[6] Kontodimopoulos N, Argiriou M, Theakos N, Niakas D. The 
impact of disease severity on EQ-5D and SF-6D utility 
discrepancies in chronic heart failure. Eur J Health Econ, 
2011, 12(4):383–391. https://doi.org/10.1007/s10198-010-0252-4  
PMID: 20473544 

[7] Bachert C, Akdis CA. Phenotypes and emerging endotypes 
of chronic rhinosinusitis. J Allergy Clin Immunol Pract, 2016, 
4(4):621–628. https://doi.org/10.1016/j.jaip.2016.05.004  PMID: 
27393777 

[8] DeConde AS, Mace JC, Levy JM, Rudmik L, Alt JA, Smith TL. 
Prevalence of polyp recurrence after endoscopic sinus surgery 
for chronic rhinosinusitis with nasal polyposis. Laryngoscope, 
2017, 127(3):550–555. https://doi.org/10.1002/lary.26391  PMID: 
27859303  PMCID: PMC5321782 

[9] Baguley C, Brownlow A, Yeung K, Pratt E, Sacks R, Harvey R. 
The fate of chronic rhinosinusitis sufferers after maximal 
medical therapy. Int Forum Allergy Rhinol, 2014, 4(7):525–
532. https://doi.org/10.1002/alr.21315  PMID: 24610673 

[10] Hull BP, Chandra RK. Refractory chronic rhinosinusitis with 
nasal polyposis. Otolaryngol Clin North Am, 2017, 50(1):61–
81. https://doi.org/10.1016/j.otc.2016.08.006  PMID: 27888916 

[11] Fokkens WJ, Lund VJ, Hopkins C, Hellings PW, Kern R, 
Reitsma S, Toppila-Salmi S, Bernal-Sprekelsen M, Mullol J, 
Alobid I, Terezinha Anselmo-Lima W, Bachert C, Baroody F, 
von Buchwald C, Cervin A, Cohen N, Constantinidis J, De 
Gabory L, Desrosiers M, Diamant Z, Douglas RG, Gevaert PH, 
Hafner A, Harvey RJ, Joos GF, Kalogjera L, Knill A, Kocks JH, 
Landis BN, Limpens J, Lebeer S, Lourenco O, Meco C, 
Matricardi PM, O’Mahony L, Philpott CM, Ryan D, Schlosser R, 
Senior B, Smith TL, Teeling T, Tomazic PV, Wang DY, Wang D, 
Zhang L, Agius AM, Ahlstrom-Emanuelsson C, Alabri R, 
Albu S, Alhabash S, Aleksic A, Aloulah M, Al-Qudah M, 
Alsaleh S, Baban MA, Baudoin T, Balvers T, Battaglia P, 
Bedoya JD, Beule A, Bofares KM, Braverman I, Brozek-
Madry E, Richard B, Callejas C, Carrie S, Caulley L, Chussi D, 
de Corso E, Coste A, El Hadi U, Elfarouk A, Eloy PH, 
Farrokhi S, Felisati G, Ferrari MD, Fishchuk R, Grayson W, 
Goncalves PM, Grdinic B, Grgic V, Hamizan AW, Heinichen JV, 
Husain S, Ping TI, Ivaska J, Jakimovska F, Jovancevic L, 
Kakande E, Kamel R, Karpischenko S, Kariyawasam HH, 
Kawauchi H, Kjeldsen A, Klimek L, Krzeski A, Kopacheva 
Barsova G, Kim SW, Lal D, Letort JJ, Lopatin A, Mahdjoubi A, 
Mesbahi A, Netkovski J, Nyenbue Tshipukane D, Obando-
Valverde A, Okano M, Onerci M, Ong YK, Orlandi R, Otori N, 
Ouennoughy K, Ozkan M, Peric A, Plzak J, Prokopakis E, 
Prepageran N, Psaltis A, Pugin B, Raftopulos M, Rombaux P, 
Riechelmann H, Sahtout S, Sarafoleanu CC, Searyoh K, 
Rhee CS, Shi J, Shkoukani M, Shukuryan AK, Sicak M, 
Smyth D, Snidvongs K, Soklic Kosak T, Stjarne P, Sutikno B, 
Steinsvag S, Tantilipikorn P, Thanaviratananich S, Tran T, 
Urbancic J, Valiulius A, Vasquez de Aparicio C, Vicheva D, 
Virkkula PM, Vicente G, Voegels R, Wagenmann MM, Wardani RS, 
Welge-Lussen A, Witterick I, Wright E, Zabolotniy D, Zsolt B, 
Zwetsloot CP. European Position Paper on Rhinosinusitis 
and Nasal Polyps 2020. Rhinology, 2020, 58(Suppl S29): 
1–464. https://doi.org/10.4193/Rhin20.600  PMID: 32077450 

[12] Cardell LO, Stjärne P, Jonstam K, Bachert C. Endotypes of 
chronic rhinosinusitis: impact on management. J Allergy Clin 
Immunol, 2020, 145(3):752–756. https://doi.org/10.1016/j.jaci. 
2020.01.019  PMID: 32001254 

[13] Smith KA, Pulsipher A, Gabrielsen DA, Alt JA. Biologics in 
chronic rhinosinusitis: an update and thoughts for future 
directions. Am J Rhinol Allergy, 2018, 32(5):412–423. https:// 
doi.org/10.1177/1945892418787132  PMID: 30021447  PMCID: 
PMC6340111 

[14] Naclerio R, Baroody F, Bachert C, Bleier B, Borish L, Brittain E, 
Chupp G, Fisher A, Fokkens W, Gevaert P, Kennedy D, Kim J, 
Laidlaw TM, Lee JJ, Piccirillo JF, Pinto JM, Roland LT, 
Schleimer RP, Schlosser RJ, Schwaninger JM, Smith TL, 
Tan BK, Tan M, Toskala E, Wenzel S, Togias A. Clinical 
research needs for the management of chronic rhinosinusitis 
with nasal polyps in the new era of biologics: a National Institute 
of Allergy and Infectious Diseases Workshop. J Allergy Clin 



Alma Aurelia Maniu et al. 

 

318 

Immunol Pract, 2020, 8(5):1532–1549.e1. https://doi.org/10. 
1016/j.jaip.2020.02.023  PMID: 32142964 

[15] Bachert C, Marple B, Hosemann W, Cavaliere C, Wen W, 
Zhang N. Endotypes of chronic rhinosinusitis with nasal polyps: 
pathology and possible therapeutic implications. J Allergy 
Clin Immunol Pract, 2020, 8(5):1514–1519. https://doi.org/10. 
1016/j.jaip.2020.03.007  PMID: 32217158 

[16] Workman AD, Kohanski MA, Cohen NA. Biomarkers in chronic 
rhinosinusitis with nasal polyps. Immunol Allergy Clin North 
Am, 2018, 38(4):679–692. https://doi.org/10.1016/j.iac.2018. 
06.006  PMID: 30342588  PMCID: PMC6201304 

[17] Schleimer RP. Immunopathogenesis of chronic rhinosinusitis 
and nasal polyposis. Annu Rev Pathol, 2017, 12:331–357. 
https://doi.org/10.1146/annurev-pathol-052016-100401  PMID: 
27959637  PMCID: PMC5514544 

[18] Yim MT, Orlandi RR. Evolving rhinology: understanding the 
burden of chronic rhinosinusitis today, tomorrow, and beyond. 
Curr Allergy Asthma Rep, 2020, 20(3):7. https://doi.org/10. 
1007/s11882-020-00904-w  PMID: 32095978 

[19] Xu X, Ong YK, Wang Y. Novel findings in immunopatho-
physiology of chronic rhinosinusitis and their role in a model 
of precision medicine. Allergy, 2020, 75(4):769–780. https:// 
doi.org/10.1111/all.14044  PMID: 31512248 

[20] Ta NH. Will we ever cure nasal polyps? Ann R Coll Surg 
Engl, 2019, 101(1):35–39. https://doi.org/10.1308/rcsann.2018. 
0149  PMID: 30286644  PMCID: PMC6303820 

[21] Soler ZM, Hyer JM, Ramakrishnan V, Smith TL, Mace J, 
Rudmik L, Schlosser RJ. Identification of chronic rhinosinusitis 
phenotypes using cluster analysis. Int Forum Allergy Rhinol, 
2015, 5(5):399–407. https://doi.org/10.1002/alr.21496  PMID: 
25694390  PMCID: PMC4428937 

[22] Soler ZM, Hyer JM, Rudmik L, Ramakrishnan V, Smith TL, 
Schlosser RJ. Cluster analysis and prediction of treatment 
outcomes for chronic rhinosinusitis. J Allergy Clin Immunol, 
2016, 137(4):1054–1062. https://doi.org/10.1016/j.jaci.2015. 
11.019  PMID: 26806047  PMCID: PMC4826845 

[23] Dumitrescu D, Fănuţă B, Stepan AE, Fronie AI, Dumitrescu CI, 
Mârţu MC, Şurlin P, Şurlin V, Popescu M. Silent sinus 
syndrome – report of a case. Rom J Morphol Embryol, 2015, 
56(1):229–237. PMID: 25826509. 

[24] Bankova LG, Barrett NA. Epithelial cell function and remodeling 
in nasal polyposis. Ann Allergy Asthma Immunol, 2020, 124(4): 
333–341. https://doi.org/10.1016/j.anai.2020.01.018  PMID: 
32007569 

[25] Guo M, Alasousi F, Okpaleke C, Habib AR, Javer A. Prognosis 
of chronic rhinosinusitis with nasal polyps using preoperative 
eosinophil/basophil levels and treatment compliance. Am J 
Rhinol Allergy, 2018, 32(5):440–446. https://doi.org/10.1177/ 
1945892418793523  PMID: 30112918 

[26] Staudacher AG, Peters AT, Kato A, Stevens WW. Use of 
endotypes, phenotypes, and inflammatory markers to guide 
treatment decisions in chronic rhinosinusitis. Ann Allergy 
Asthma Immunol, 2020, 124(4):318–325. https://doi.org/10. 
1016/j.anai.2020.01.013  PMID: 32007571  PMCID: PMC7192133 

[27] Wang X, Zhang N, Bo M, Holtappels G, Zheng M, Lou H, 
Wang H, Zhang L, Bachert C. Diversity of TH cytokine profiles 
in patients with chronic rhinosinusitis: a multicenter study in 
Europe, Asia, and Oceania. J Allergy Clin Immunol, 2016, 
138(5):1344–1353. https://doi.org/10.1016/j.jaci.2016.05.041  
PMID: 27544740 

[28] Ikeda K, Shiozawa A, Ono N, Kusunoki T, Hirotsu M, Homma H, 
Saitoh T, Murata J. Subclassification of chronic rhinosinusitis 
with nasal polyp based on eosinophil and neutrophil. Laryngo-
scope, 2013, 123(11):E1–E9. https://doi.org/10.1002/lary.24154  
PMID: 23670893 

[29] Snidvongs K, Lam M, Sacks R, Earls P, Kalish L, Phillips PS, 
Pratt E, Harvey RJ. Structured histopathology profiling of 
chronic rhinosinusitis in routine practice. Int Forum Allergy 
Rhinol, 2012, 2(5):376–385. https://doi.org/10.1002/alr.21032  
PMID: 22419386 

[30] Wen W, Liu W, Zhang L, Bai J, Fan Y, Xia W, Luo Q, Zheng J, 
Wang H, Li Z, Xia J, Jiang H, Liu Z, Shi J, Li H, Xu G; Nasal 
Health Group, China (NHGC). Increased neutrophilia in nasal 
polyps reduces the response to oral corticosteroid therapy. 
J Allergy Clin Immunol, 2012, 129(6):1522–8.e5. https://doi.org/ 
10.1016/j.jaci.2012.01.079  PMID: 22460066 

[31] Kuhar HN, Tajudeen BA, Mahdavinia M, Gattuso P, Ghai R, 
Batra PS. Inflammatory infiltrate and mucosal remodeling  
in chronic rhinosinusitis with and without polyps: structured 
histopathologic analysis. Int Forum Allergy Rhinol, 2017, 7(7): 
679–689. https://doi.org/10.1002/alr.21943  PMID: 28521083 

[32] Tajudeen BA, Ganti A, Kuhar HN, Mahdavinia M, Heilingoetter A, 
Gattuso P, Ghai R, Batra PS. The presence of eosinophil 
aggregates correlates with increased postoperative prednisone 
requirement. Laryngoscope, 2019, 129(4):794–799. https:// 
doi.org/10.1002/lary.27693  PMID: 30593672 

[33] Donnell NJ, Marino MJ, Zarka MA, Lal D. Histopathological 
characteristics of surgical tissue from primary vs recurrent 
chronic rhinosinusitis with nasal polyposis patients. Laryngo-
scope Investig Otolaryngol, 2020, 5(1):5–10. https://doi.org/ 
10.1002/lio2.358  PMID: 32128424  PMCID: PMC7042647 

[34] Marino MJ, Garcia JO, Zarka MA, Lal D. Inflammatory cell 
predominance and patterns in chronic rhinosinusitis with and 
without nasal polyposis patients. Laryngoscope Investig 
Otolaryngol, 2019, 4(6):573–577. https://doi.org/10.1002/lio2. 
328  PMID: 31890873  PMCID: PMC6929577 

[35] Tomassen P, Vandeplas G, Van Zele T, Cardell LO, Arebro J, 
Olze H, Förster-Ruhrmann U, Kowalski ML, Olszewska-
Ziąber A, Holtappels G, De Ruyck N, Wang X, Van Drunen C, 
Mullol J, Hellings P, Hox V, Toskala E, Scadding G, Lund V, 
Zhang L, Fokkens W, Bachert C. Inflammatory endotypes of 
chronic rhinosinusitis based on cluster analysis of biomarkers. 
J Allergy Clin Immunol, 2016, 137(5):1449–1456.e4. https:// 
doi.org/10.1016/j.jaci.2015.12.1324  PMID: 26949058 

[36] Divekar R, Rank M, Squillace D, Kita H, Lal D. Unsupervised 
network mapping of commercially available immunoassay 
yields three distinct chronic rhinosinusitis endotypes. Int 
Forum Allergy Rhinol, 2017, 7(4):373–379. https://doi.org/ 
10.1002/alr.21904  PMID: 28042687 

[37] Lou H, Zhang N, Bachert C, Zhang L. Highlights of eosinophilic 
chronic rhinosinusitis with nasal polyps in definition, prognosis, 
and advancement. Int Forum Allergy Rhinol, 2018, 8(11):1218–
1225. https://doi.org/10.1002/alr.22214  PMID: 30296011  
PMCID: PMC6282610 

[38] Brescia G, Alessandrini L, Giacomelli L, Parrino D, Zanotti C, 
Tealdo G, Franz L, Carraro V, Barion U, Marioni G. A classi-
fication of chronic rhinosinusitis with nasal polyps based on 
structured histopathology. Histopathology, 2020, 76(2):296–
307. https://doi.org/10.1111/his.13969  PMID: 31408543 

[39] Matsuwaki Y, Ookushi T, Asaka D, Mori E, Nakajima T, 
Yoshida T, Kojima J, Chiba S, Ootori N, Moriyama H. Chronic 
rhinosinusitis: risk factors for the recurrence of chronic 
rhinosinusitis based on 5-year follow-up after endoscopic sinus 
surgery. Int Arch Allergy Immunol, 2008, 146(Suppl 1):77–
81. https://doi.org/10.1159/000126066  PMID: 18504412 

[40] Nakayama T, Yoshikawa M, Asaka D, Okushi T, Matsuwaki Y, 
Otori N, Hama T, Moriyama H. Mucosal eosinophilia and 
recurrence of nasal polyps – new classification of chronic 
rhinosinusitis. Rhinology, 2011, 49(4):392–396. https://doi.org/ 
10.4193/Rhino10.261  PMID: 21991563 

[41] Tosun F, Arslan HH, Karslioglu Y, Deveci MS, Durmaz A. 
Relationship between postoperative recurrence rate and 
eosinophil density of nasal polyps. Ann Otol Rhinol Laryngol, 
2010, 119(7):455–459. https://doi.org/10.1177/000348941011 
900705  PMID: 20734966 

[42] Mahdavinia M, Suh LA, Carter RG, Stevens WW, Norton JE, 
Kato A, Tan BK, Kern RC, Conley DB, Chandra R, Lavin J, 
Peters AT, Grammer LC 3rd, Schleimer RP. Increased 
noneosinophilic nasal polyps in chronic rhinosinusitis in US 
second-generation Asians suggest genetic regulation of 
eosinophilia. J Allergy Clin Immunol, 2015, 135(2):576–579. 
https://doi.org/10.1016/j.jaci.2014.08.031  PMID: 25312761  
PMCID: PMC4323954 

[43] McHugh T, Snidvongs K, Xie M, Banglawala S, Sommer D. 
High tissue eosinophilia as a marker to predict recurrence for 
eosinophilic chronic rhinosinusitis: a systematic review and 
meta-analysis. Int Forum Allergy Rhinol, 2018, 8(12):1421–
1429. https://doi.org/10.1002/alr.22194  PMID: 30091850 

[44] Wu Q, Chen J, Deng H, Ren Y, Sun Y, Wang W, Yuan L, 
Hong H, Zheng R, Kong W, Huang X, Huang G, Wang L, 
Zhang Y, Han L, Yang Q. Expert-level diagnosis of nasal 
polyps using deep learning on whole-slide imaging. J Allergy 
Clin Immunol, 2020, 145(2):698–701.e6. https://doi.org/10. 
1016/j.jaci.2019.12.002  PMID: 31830490 



Latest advances in chronic rhinosinusitis with nasal polyps endotyping and biomarkers, and their significance… 

 

319 

[45] Ahern S, Cervin A. Inflammation and endotyping in chronic 
rhinosinusitis – a paradigm shift. Medicina (Kaunas), 2019, 
55(4):95. https://doi.org/10.3390/medicina55040095  PMID: 
30959833  PMCID: PMC6524025 

[46] Pasha MA, Patel G, Hopp R, Yang Q. Role of innate lymphoid 
cells in allergic diseases. Allergy Asthma Proc, 2019, 40(3): 
138–145. https://doi.org/10.2500/aap.2019.40.4217  PMID: 
31018888  PMCID: PMC6500789 

[47] Koennecke M, Klimek L, Mullol J, Gevaert P, Wollenberg B. 
Subtyping of polyposis nasi: phenotypes, endotypes and 
comorbidities. Allergo J Int, 2018, 27(2):56–65. https://doi. 
org/10.1007/s40629-017-0048-5  PMID: 29564208  PMCID: 
PMC5842507 

[48] Boita M, Bucca C, Riva G, Heffler E, Rolla G. Release of type 
2 cytokines by epithelial cells of nasal polyps. J Immunol Res, 
2016, 2016:2643297. https://doi.org/10.1155/2016/2643297  
PMID: 28127565  PMCID: PMC5227162 

[49] Kim DW, Cho SH. Emerging endotypes of chronic rhinosinusitis 
and its application to precision medicine. Allergy Asthma 
Immunol Res, 2017, 9(4):299–306. https://doi.org/10.4168/ 
aair.2017.9.4.299  PMID: 28497916  PMCID: PMC5446944 

[50] Kato A. Immunopathology of chronic rhinosinusitis. Allergol 
Int, 2015, 64(2):121–130. https://doi.org/10.1016/j.alit.2014. 
12.006  PMID: 25838086  PMCID: PMC4675657 

[51] FitzGerald JM, Bleecker ER, Nair P, Korn S, Ohta K, 
Lommatzsch M, Ferguson GT, Busse WW, Barker P, Sproule S, 
Gilmartin G, Werkström V, Aurivillius M, Goldman M; CALIMA 
study investigators. Benralizumab, an anti-interleukin-5 receptor 
α monoclonal antibody, as add-on treatment for patients 
with severe, uncontrolled, eosinophilic asthma (CALIMA):  
a randomised, double-blind, placebo-controlled phase 3 trial. 
Lancet, 2016, 388(10056):2128–2141. https://doi.org/10.1016/ 
S0140-6736(16)31322-8  PMID: 27609406 

[52] Wenzel S, Castro M, Corren J, Maspero J, Wang L, Zhang B, 
Pirozzi G, Sutherland ER, Evans RR, Joish VN, Eckert L, 
Graham NM, Stahl N, Yancopoulos GD, Louis-Tisserand M, 
Teper A. Dupilumab efficacy and safety in adults with 
uncontrolled persistent asthma despite use of medium-to-
high-dose inhaled corticosteroids plus a long-acting β2 agonist: 
a randomised double-blind placebo-controlled pivotal phase 
2b dose-ranging trial. Lancet, 2016, 388(10039):31–44. https:// 
doi.org/10.1016/S0140-6736(16)30307-5  PMID: 27130691 

[53] Shin HW, Kim DK, Park MH, Eun KM, Lee M, So D, Kong IG, 
Mo JH, Yang MS, Jin HR, Park JW, Kim DW. IL-25 as a novel 
therapeutic target in nasal polyps of patients with chronic 
rhinosinusitis. J Allergy Clin Immunol, 2015, 135(6):1476–
1485.e7. https://doi.org/10.1016/j.jaci.2015.01.003  PMID: 
25725991 

[54] Ryu G, Kim DK, Dhong HJ, Eun KM, Lee KE, Kong IG, Kim H, 
Chung SK, Kim DY, Rhee CS, Cho SH, Hong SD, Kim DW. 
Immunological characteristics in refractory chronic rhinosinusitis 
with nasal polyps undergoing revision surgeries. Allergy 
Asthma Immunol Res, 2019, 11(5):664–676. https://doi. 
org/10.4168/aair.2019.11.5.664  PMID: 31332978  PMCID: 
PMC6658403 

[55] Guerra G, Testa D, Salzano FA, Tafuri D, Hay E, Schettino Bs A, 
Iovine R, Marcuccio G, Motta G. Expression of matrix metallo-
proteinases and their tissue inhibitors in chronic rhinosinusitis 
with nasal polyps: etiopathogenesis and recurrence. Ear Nose 
Throat J, 2020, 1:145561319896635. https://doi.org/10.1177/ 
0145561319896635  PMID: 31893934 

[56] Suzuki M, Ramezanpour M, Cooksley C, Li J, Nakamaru Y, 
Homma A, Psaltis A, Wormald PJ, Vreugde S. Sirtuin-1 controls 
poly (I:C)-dependent matrix metalloproteinase 9 activation in 
primary human nasal epithelial cells. Am J Respir Cell Mol 
Biol, 2018, 59(4):500–510. https://doi.org/10.1165/rcmb.2017 
-0415OC  PMID: 29767533 

[57] De S, Leong SC, Fenton JE, Carter SD, Clarke RW, Jones AS. 
The effect of passive smoking on the levels of matrix metallo-
proteinase 9 in nasal secretions of children. Am J Rhinol 
Allergy, 2011, 25(4):226–230. https://doi.org/10.2500/ajra.2011. 
25.3623  PMID: 21819758 

[58] Malinsky RR, Valera FC, Cavallari FE, Küpper DS, Milaneze C, 
Silva JS, Tamashiro E, Anselmo-Lima WT. Matrix metallo-
proteinases and their impact on sinusal extension in chronic 
rhinosinusitis with nasal polyps. Eur Arch Otorhinolaryngol, 
2013, 270(4):1345–1348. https://doi.org/10.1007/s00405-012-
2219-9  PMID: 23064462 

[59] Russell REK, Culpitt SV, DeMatos C, Donnelly L, Smith M, 
Wiggins J, Barnes PJ. Release and activity of matrix metallo-
proteinase-9 and tissue inhibitor of metalloproteinase-1 by 
alveolar macrophages from patients with chronic obstructive 
pulmonary disease. Am J Respir Cell Mol Biol, 2002, 26(5): 
602–609. https://doi.org/10.1165/ajrcmb.26.5.4685  PMID: 
11970913 

[60] Chang YH, Lin IL, Tsay GJ, Yang SC, Yang TP, Ho KT, 
Hsu TC, Shiau MY. Elevated circulatory MMP-2 and MMP-9 
levels and activities in patients with rheumatoid arthritis and 
systemic lupus erythematosus. Clin Biochem, 2008, 41(12): 
955–959. https://doi.org/10.1016/j.clinbiochem.2008.04.012  
PMID: 18471998 

[61] Vandooren J, Van den Steen PE, Opdenakker G. Biochemistry 
and molecular biology of gelatinase B or matrix metallo-
proteinase-9 (MMP-9): the next decade. Crit Rev Biochem 
Mol Biol, 2013, 48(3):222–272. https://doi.org/10.3109/104 
09238.2013.770819  PMID: 23547785 

[62] Timpl R. Structure and biological activity of basement membrane 
proteins. Eur J Biochem, 1989, 180(3):487–502. https://doi.org/ 
10.1111/j.1432-1033.1989.tb14673.x  PMID: 2653817 

[63] Salib RJ, Howarth PH. Remodelling of the upper airways in 
allergic rhinitis: is it a feature of the disease? Clin Exp Allergy, 
2003, 33(12):1629–1633. https://doi.org/10.1111/j.1365-2222. 
2003.01828.x  PMID: 14656347 

[64] Lee M, Kim DW, Yoon H, So D, Khalmuratova R, Rhee CS, 
Park JW, Shin HW. Sirtuin 1 attenuates nasal polypogenesis 
by suppressing epithelial-to-mesenchymal transition. J Allergy 
Clin Immunol, 2016, 137(1):87–98.e7. https://doi.org/10.1016/ 
j.jaci.2015.07.026  PMID: 26342525 

[65] Ilumets H, Rytilä P, Demedts I, Brusselle GG, Sovijärvi A, 
Myllärniemi M, Sorsa T, Kinnula VL. Matrix metalloproteinases 
-8, -9 and -12 in smokers and patients with stage 0 COPD. 
Int J Chron Obstruct Pulmon Dis, 2007, 2(3):369–379. PMID: 
18229576  PMCID: PMC2695187 

[66] Lechapt-Zalcman E, Coste A, d’Ortho MP, Frisdal E, Harf A, 
Lafuma C, Escudier E. Increased expression of matrix metallo-
proteinase-9 in nasal polyps. J Pathol, 2001, 193(2):233–241. 
https://doi.org/10.1002/1096-9896(2000)9999:9999<::AID-
PATH771>3.0.CO;2-W  PMID: 11180171 

[67] Görgülü O, Ozdemir S, Canbolat EP, Sayar C, Olgun MK, 
Akbaş Y. Analysis of the roles of smoking and allergy in nasal 
polyposis. Ann Otol Rhinol Laryngol, 2012, 121(9):615–619. 
https://doi.org/10.1177/000348941212100909  PMID: 23012901 

[68] Yoshizaki T, Sato H, Furukawa M. Recent advances in the 
regulation of matrix metalloproteinase 2 activation: from basic 
research to clinical implication (Review). Oncol Rep, 2002, 9(3): 
607–611. https://doi.org/10.3892/or.9.3.607  PMID: 11956636 

[69] Can IH, Ceylan K, Caydere M, Samim EE, Ustun H, Karasoy DS. 
The expression of MMP-2, MMP-7, MMP-9, and TIMP-1 in 
chronic rhinosinusitis and nasal polyposis. Otolaryngol Head 
Neck Surg, 2008, 139(2):211–215. https://doi.org/10.1016/j. 
otohns.2008.04.032  PMID: 18656717 

[70] Wang LF, Chien CY, Chiang FY, Chai CY, Tai CF. Expression 
of matrix metalloproteinase-2 and matrix metalloproteinase-
9 in recurrent chronic rhinosinusitis with nasal polyposis. 
Kaohsiung J Med Sci, 2013, 29(1):26–31. https://doi.org/10. 
1016/j.kjms.2012.08.004  PMID: 23257253 

[71] Yigit O, Acioğlu E, Gelişgen R, Server EA, Azizli E, Uzun H. 
The effect of corticosteroid on metalloproteinase levels of 
nasal polyposis. Laryngoscope, 2011, 121(3):667–673. https:// 
doi.org/10.1002/lary.21462  PMID: 21305560 

[72] Wang N, Zhu M, Tsao SW, Man K, Zhang Z, Feng Y. Up-
regulation of TIMP-1 by genipin inhibits MMP-2 activities and 
suppresses the metastatic potential of human hepatocellular 
carcinoma. PLoS One, 2012, 7(9):e46318. https://doi.org/10.1371/ 
journal.pone.0046318  PMID: 23029478  PMCID: PMC3461024 

[73] Zhang Y, Lou H, Wang Y, Li Y, Zhang L, Wang C. Comparison 
of corticosteroids by 3 approaches to the treatment of chronic 
rhinosinusitis with nasal polyps. Allergy Asthma Immunol Res, 
2019, 11(4):482–497. https://doi.org/10.4168/aair.2019.11.4. 
482  PMID: 31172717  PMCID: PMC6557780 

[74] Kato Y, Takabayashi T, Sakashita M, Imoto Y, Tokunaga T, 
Ninomiya T, Morikawa T, Yoshida K, Noguchi E, Fujieda S. 
Expression and functional analysis of CST1 in intractable nasal 
polyps. Am J Respir Cell Mol Biol, 2018, 59(4):448–457. 
https://doi.org/10.1165/rcmb.2017-0325OC  PMID: 29698614 



Alma Aurelia Maniu et al. 

 

320 

[75] Kim JY, Kim DK, Yu MS, Cha MJ, Yu SL, Kang J. Role of 
epigenetics in the pathogenesis of chronic rhinosinusitis with 
nasal polyps. Mol Med Rep, 2018, 17(1):1219–1227. https:// 
doi.org/10.3892/mmr.2017.8001  PMID: 29115522  PMCID: 
PMC5780074 

[76] Seresirikachorn K, Suwanparin N, Srisunthornphanich C, 
Chitsuthipakorn W, Kanjanawasee D, Snidvongs K. Factors 
of success of low-dose macrolides in chronic sinusitis: 
systematic review and meta-analysis. Laryngoscope, 2019, 
129(7):1510–1519. https://doi.org/10.1002/lary.27865  PMID: 
30746710 

[77] Succar EF, Turner JH. Recent advances in understanding 
chronic rhinosinusitis endotypes. F1000Res, 2018, 7:F1000 
Faculty Rev-1909. https://doi.org/10.12688/f1000research.16 
222.1  PMID: 30631435  PMCID: PMC6290973 

[78] Tsetsos N, Markou K, Konstantinidis I. Effect of monoclonal 
antibodies on olfactory dysfunction caused by chronic rhino-
sinusitis with nasal polyps: a systematic review and meta-
analysis. Int Forum Allergy Rhinol, 2020, 10(7):893–900. https:// 
doi.org/10.1002/alr.22576  PMID: 32250544 

[79] Alsharif S, Jonstam K, van Zele T, Gevaert P, Holtappels G, 
Bachert C. Endoscopic sinus surgery for type-2 CRS wNP: 
an endotype-based retrospective study. Laryngoscope, 2019, 
129(6):1286–1292. https://doi.org/10.1002/lary.27815  PMID: 
30663058 

[80] Nayan S, Maby A, Endam LM, Desrosiers M. Dietary modi-
fications for refractory chronic rhinosinusitis? Manipulating 
diet for the modulation of inflammation. Am J Rhinol Allergy, 
2015, 29(6):e170–e174. https://doi.org/10.2500/ajra.2015.29. 
4220  PMID: 26637564 

 
 
 
 
 
 
Corresponding authors 
Vlad Andrei Budu, Senior Lecturer, MD, PhD, Prof. Dr. Dorin Hociotă Institute of Speech-Language Pathology and 
Functional ENT Surgery, Carol Davila University of Medicine and Pharmacy, 21 Mihai Cioranu Street, Sector 5, 
050751 Bucharest, Romania; Phone +40788–414 218, Fax +4021–410 02 78, e-mail: vladbudu@yahoo.com 

Mihai Ionuţ Tănase, MD, PhD Student, Department of ENT, Iuliu Haţieganu University of Medicine and Pharmacy, 
8 Victor Babeş Street, 400012 Cluj-Napoca, Romania; Phone +40740–901 533, e-mail: dr.mihaitanase@gmail.com 
 
 
 
 
 
 
Received: March 19, 2020 

Accepted: September 24, 2020 
 
 


