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Erratum 

Epigenomic characterization of a p53-regulated 3p22.2 
tumor suppressor that inhibits STAT3 phosphorylation 
via protein docking and is frequently methylated in 
esophageal and other carcinomas: Erratum 
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In the original publication, errors were found in Fig 3 and Suppl 8A. During the assembling of figures, in 

Fig 3A, the colony formation assay photos of KYSE150 were misused with re-scanned KYSE510 photos; in Fig 3B 
and Suppl 8A, the Western blot photos of H1299 were swapped with that of HONE1 for each other. The correct 
figures are shown below. The authors confirm that these corrections do not change the result interpretation or 
conclusions of the article. The authors are deeply sorry and sincerely apologize for any inconvenience or 
misunderstanding that may have caused. 
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Figure 1. Corrected Figure 3 and Suppl. Figure 8. 

 
 
 
 
 
 
 
 
 
 


