
http://genomebiology.com/2002/3/6/reviews/1015.1

co
m

m
ent

review
s

repo
rts

depo
sited research

interactio
ns

info
rm

atio
n

refereed research

Minireview
Insights into cereal genomes from two draft genome sequences
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Abstract

Draft genome sequences have been reported for two subspecies of rice. The drafts include the
sequences of an estimated 99% of all rice genes and provide major advances in our understanding of
the content and complexity of cereal genomes in general and the rice genome in particular.
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Figure 1
Comparison of the functional classifications of predicted rice and A. thaliana proteins (see text for further details; the figure is redrawn from [3,4]). 
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