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Background: Accumulating evidence has indicated that dysregulation of microRNAs 
(miRNAs) contributes to the tumorigenesis of prostate cancer (PCa). Nevertheless, the role 
of miR-593-3p in the development of PCa remains unclear. The objective of this study was to 
investigate the role and mechanisms of miR-593-3p in PCa cells.
Methods: RT-PCR was used to detect the expression levels of miR-593-3p. CCK-8, colony 
formation, spheroid formation and transwell assays were performed to examine the prolif-
eration, migration and invasion of C4-2, DU145 and RWPE-1 cells. And then, transcriptome 
sequencing, dual-luciferase reporter assay and Western blot were taken to identify the target 
gene and downstream mechanisms of miR-593-3p.
Results: Here, we found that miR-593-3p promoted PCa cell proliferation, colony forma-
tion, spheroid formation, migration and invasion. Further mechanistic studies revealed that 
miR-593-3p possessed binding sites of ADIPOR1 3ʹ-UTR and played an important role in 5ʹ- 
AMP-activated protein kinase (AMPK) signaling pathway and epithelial–mesenchymal 
transition (EMT) process. In addition, the transfection of si-ADIPOR1 also enhanced the 
PCa cell proliferation and invasion.
Conclusion: Our study provides an empirical investigation of miR-593-3p, which exerts 
oncogenic function through targeting ADIPOR1 in PCa cells.
Keywords: miR-593-3p, ADIPOR1, PCa, proliferation, invasion

Introduction
Prostate cancer (PCa) is one of the most commonly diagnosed malignant tumors in 
males worldwide.1,2 It accounted for 13.5% of all cancer incidences and 6.7% of 
cancer-related deaths in males, in 20183. Although the mortality rate of PCa has 
greatly decreased over the past decades due to significant advances in early 
diagnosis and therapy, the development of androgen resistance and distant metas-
tasis cause most PCa to progress to an aggressive state.4–6 Therefore, it is crucial to 
investigate the molecular mechanisms of PCa progression and metastasis.

MicroRNAs (miRNAs) are a class of short non-coding RNAs, composed of 18–25 
nucleotides, which regulate gene function by binding to the 3ʹ-UTR of target 
mRNAs.7,8 It has been reported that miRNAs influence the cell cycle, differentiation 
and apoptosis.9–11 Furthermore, emerging investigations have shown that dysregula-
tion of miRNAs contributes to the progression or suppression of PCa.12–14

Increasing evidence suggests that miR-593-3p participates in different biologi-
cal processes, in multiple malignancies. It has been reported that miR-593-3p 
suppresses tumor growth and inhibits epithelial-to-mesenchymal transition (EMT) 
phenotype in gastric cancer cells.15 Another study suggests that hsa_circ_0136666 
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initiates osteosarcoma tumorigenesis via the miR-593-3p/ 
ZEB2 pathway.16 In non-small cell lung cancer, the miR- 
593-3p/CCND2 axis contributes to the promotion of cell 
growth and invasion.17 In addition, high expression of 
miR-593-3p in peritoneal lavage fluid predicts poor prog-
nosis of patients with pancreatic cancer.18 However, the 
relationship between miR-593-3p and tumor progression 
in PCa remains unknown.

Adiponectin receptor 1 (ADIPOR1) is a receptor for 
adiponectin, which regulates fatty acid catabolism and 
glucose levels.19,20 Previous studies have demonstrated 
that inhibition of ADIPOR1 expression promotes tumor-
igenesis and metastasis in hepatocellular carcinoma, glio-
blastoma and breast cancer.21–23 Research on the 
underlying mechanism has confirmed that binding of adi-
ponectin to encoded protein results in activation of the 5ʹ- 
AMP-activated protein kinase (AMPK) signaling 
pathway.21 Another study demonstrated that adiponectin 
is a potential therapeutic target for PCa,24 and the role of 
adiponectin receptor in regulation of angiogenesis in PCa 
has also been suggested.25 Although the role of ADIPOR1 
has been reported in some cancers, the interaction of 
ADIPOR1 and miR-593-3p needs to be further studied.

In this study, we found that miR-593-3p promoted 
proliferation, colony formation, migration and invasion 
of C4-2 and DU145 cells. There were no significant bio-
logical effects in prostate normal epithelial cells trans-
fected with miR-593-3p. Mechanistically, ADIPOR1 was 
confirmed to bind to miR-593-3p by bioinformatics and 
luciferase reporter assay. Moreover, miR-593-3p also 
affected downstream AMPK signaling pathway and EMT 
process. Further study revealed that the inhibition of 
ADIPOR1 in PCa cells has the same effects as the over-
expression of miR-593-3p. These findings indicate that 
miR-593-3p promotes cell growth and invasion via 
ADIPOR1 in PCa.

Materials and Methods
Cell Culture and Transfection
C4-2 and DU145 human PCa cell lines were obtained 
from the Type Culture Collection of Chinese Academy 
of Sciences (Shanghai, China) and cultured in RPMI1640 
(Gibco, Carlsbad, CA, USA) containing 10% fetal bovine 
serum (FBS; Gibco, Carlsbad, CA, USA). Human normal 
prostate epithelial cells, RWPE-1, were grown in 
Keratinocyte serum-free medium (Gibco, Carlsbad, CA, 
USA) supplemented with epidermal growth factor and 

bovine pituitary extract (KGM). All cells were maintained 
in a 5% CO2 atmosphere. After cultured in 6-well plates 
for 24 h, cells were transfected with miR-593-3p mimics 
and mimics negative control (20 nM, GenePharma, shang-
hai, China) by RNAiMAX Transfection Reagent 
(Invitrogen, Carlsbad, CA, USA), according to the manu-
facturer’s protocol. Lipofectamine 3000 (Invitrogen, 
Carlsbad, CA, USA) was used to transfect si-Control and 
si-ADIPOR1 (20 nM, GenePharma, shanghai, China), and 
transfection efficiency was detected after 2 days. The RNA 
oligo sequences were listed in Table S1.

Dual-Luciferase Reporter Assay
To investigate whether the 3ʹ-UTR region of ADIPOR1 
interacts with miR-593-3p, the binding sites of miR-593- 
3p to ADIPOR1 were predicted via TargetScan website. 
Wild-type and mutant-type reporter plasmid of ADIPOR1 
(ADIPOR1-WT and ADIPOR1-MUT) were designed and 
synthesized (Genechem, Shanghai, China). Then C4-2 
cells (1×105 cells/well) were seeded into 24-well plates 
and co-transfected with ADIPOR1-WT/ADIPOR1-MUT 
plasmids (0.3 μg/mL), both miR-593-3p mimics as well 
as mimics negative control, separately, via Lipofectamine 
3000. After transfection for 24 h, luciferase activity was 
measured by dual-luciferase reporter system (Promega, 
Madison, WI, USA).

Western Blot
Cell lysates were harvested from 6-well plates by radio- 
immunoprecipitation assay (RIPA; Beyotime, China) lysis 
buffer containing protease inhibitors, and centrifuged at 
12,000×g for 15 min. Proteins were separated by 10% 
polyacrylamide gels and transferred to polyvinylidene 
fluoride membranes (PVDF; Millipore, Bedford, MA, 
USA). After blocking in 5% skim milk for 1 h, membranes 
were incubated with primary antibodies at 4 °C overnight. 
Thereafter, membranes were washed with TBST solution 
and incubated with HRP-conjugated secondary antibodies 
for 1 h. The film was developed and the protein bands 
were analyzed. ImageJ software was used to determine 
protein levels by densitometry. The primary antibodies 
used were: anti-p-AMPK (CST, Danvers, MA, USA; 
2535; 1:1000), anti-AMPK (CST; 5831; 1:1000), anti- 
E-cadherin (CST; 3195; 1:1000), anti-ADIPOR1 (Abcam, 
Cambridge, UK; ab126611; 1:3000), and anti-GAPDH 
(CST; 2118; 1:5000).
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Quantitative Real-Time PCR (RT-PCR)
After transfection of miR-593-3p mimics and mimics nega-
tive control for 2 days, cells were collected and total RNA 
was isolated by RNA-Quick Purification kit (Yishan Biotech, 
shanghai, China). Reverse transcription was performed uti-
lizing PrimeScript™ RT reagent kit (Takara, Dalian, China). 
Real-Time PCR was performed using SYBR Green gene 
expression assay (Takara, Dalian, China) on the ABI fast 
real-time PCR system according to the manufacturer’s 
instructions. miR-593-3p expression levels were normalized 
to U6, and results were analyzed by 2−ΔΔCt method. The 
primer sequence of miR-593-3p was: 5ʹ- 
TGTCTCTGCTGGGGTTTCT-3ʹ. The mRQ 3ʹ primer, U6 
forward primer and U6 reverse primer were provided within 
the Takara reagent kit. The vascular endothelial growth factor 
(VEGF) expression levels were normalized with GAPDH. 
The primers were: VEGF-A (forward) 5ʹ-AGCCTTG 
CCTTGCTGCTCTA-3ʹ, VEGF-A (reverse) 5ʹ-GTGCTGGC 
CTTGGTGAGG-3ʹ, VEGF-D (forward) 5ʹ-TCCCATCGG 
TCCACTAGGTTT-3ʹ, and VEGF-D (reverse) 5ʹ-AGGGCT 
GCACTGAGTTCTTTG-3ʹ.

Cell Proliferation and Colony Formation 
Assay
Cell proliferation (5×103 cells/well) was determined by 
real-time cell analysis (RTCA) assay using xCELLigence 
system (ACEA Biosciences, San Diego, CA, USA). The 
CCK-8 assay was used to quantify cell viability. Briefly, 
5×103 cells were inoculated into 96-well plates after trans-
fection. Subsequently, 10 μL CCK-8 reagents (Beyotime, 
Shanghai, China) were added and absorbance was mea-
sured at 490 nm after incubation for 4 h. For colony 
formation assay, cells (500/well) were cultured in 6-well 
plates. When clones were observed clearly under the 
microscope, cells were rinsed twice with phosphate buf-
fered saline, and fixed with methanol for 15 min, followed 
by Coomassie brilliant blue (Beyotime, shanghai, China) 
staining for 10 min. The number of cell clones was 
scanned and statistically analyzed.

Spheroid Formation Assay
PCa cells were suspended in 12-well low adherent plate at 
a density of 4×103 cells in 1 mL RPMI1640 medium 
supplemented with B27 (1: 50, Gibco, Carlsbad, CA, 
USA), EGF (20 ng/mL, Gibco, Carlsbad, CA, USA), 
FGF (20 ng/mL, Gibco, Carlsbad, CA, USA), and 100 
IU/mL penicillin-streptomycin (Gibco, Carlsbad, CA, 

USA).26,27 100 μL medium was supplemented every two 
days. The sphere density and diameter were monitored 
every day. Finally, the total number of spheroids were 
counted and analyzed on day 9.

Transwell Assay
After digestion and centrifugation, cells were resuscitated in 
serum-free medium and centrifuged again. 2×105 cells (200 
μL) were added to the upper layer of migration chamber 
(Corning, NY, USA), while 800 μL complete medium was 
added to the lower layer. After incubation for 24 h, the 
chamber was taken out, and the cells were fixed with metha-
nol and stained with Coomassie brilliant blue. Non-migrating 
cells were gently wiped with cotton swabs. Finally, cells were 
photographed and counted under an optical microscope. The 
migration ability of PCa cells was detected by Transwell 
without matrigel, and the invasion ability of PCa cells was 
determined by Transwell with matrigel gel.

Wound Healing Assay
The two-well culture insert (Ibidi GmbH, Germany) was 
placed in a 6-well plate. Cell suspension was prepared and 
adjusted to 7×105 cells/mL with complete medium, and 70 
µL cell suspension was pipetted into each well. After incuba-
tion for 24 h, the culture insert was gently extracted by using 
sterile tweezers, and 2 mL complete medium was added for 
further 24 h incubation. Wound closure was monitored using 
an optical microscope, over a period of 24 h.

Statistical Analysis
All data obtained from three independent experiments 
were analyzed by GraphPad Prism 8.0 software 
(GraphPad Software, La Jolla, CA, USA). One-way ana-
lysis of variance (ANOVA) followed by Tukey’s post hoc 
multiple-comparison test and t-test were performed for 
statistical comparisons. All data are presented as the 
mean ± standard deviation (SD). P < 0.05 was considered 
to be statistically significant.

Results
miR-593-3p Promotes PCa Cell 
Proliferation, Colony Formation and 
Spheroid Formation
To investigate the functions of miR-593-3p in PCa, miR-593- 
3p was overexpressed in C4-2 and DU145 cells by transfection 
with miR-593-3p mimics and its expression levels quantified 
by RT-PCR. The results showed that miR-593-3p levels were 
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higher in the overexpressed miR-593-3p mimics group com-
pared with the control group (Figure 1A). miR-593-3p over-
expression obviously enhanced the cell proliferation abilities 
of C4-2 and DU145 cells (Figures 1B and C). However, miR- 
593-3p overexpression had no significant effects on normal 
prostate cell proliferation (Figure S1A). Colony formation and 
spheroid formation assays showed that overexpression of miR- 
593-3p resulted in more colonies and spheroids, compared 
with negative control in PCa cells after 9 days of incubation 
(Figures 1D and S1B).

miR-593-3p Promotes PCa Cell Migration 
and Invasion
Although miR-593-3p has been reported to participate in 
EMT process in several tumors, its role in PCa remains 
unclear. Therefore, migration, invasion and wound heal-
ing assays were performed to evaluate cell motility. 
Overexpression of miR-593-3p enhanced PCa cell 
migration and invasion abilities (Figure 2A and B), 
and promoted wound healing (Figure S2B). However, 
the invasiveness of normal prostate cells did not change 
after transfection with miR-593-3p mimics 
(Figure S2A).

Downstream Expression Profiling of 
miR-593-3p Overexpression
Next, Gene expression profiling of miR-593-3p overexpres-
sion in C4-2 cells was subsequently evaluated. The differ-
entially expressed genes were presented using volcano plot. 
There were 114 upregulated and 65 downregulated genes 
with fold change >1.5 and P <0.05 (Figure 3A). To identify 
the potential target genes, a heatmap showing the top 15 
genes with the highest differential expression was con-
structed (Figure 3B). Then Gene Ontology (GO) and 
Kyoto Encyclopedia of Genes and Genomes (KEGG) path-
way analyses were used to explain the differential expres-
sion (Figures S3A and S3B, 3C and D). It was observed that 
these genes were involved in previously reported pathways 
such as metabolism, adherens junction, and AMPK signal-
ing pathway.

miR-593-3p Directly Targets ADIPOR1 
and Affects the AMPK Signaling Pathway
To elucidate the downstream mechanisms of miR-593-3p, 
the TargetScan website was used to identify target genes 
and predict binding sites. The transcriptome sequencing 
results showed that ADIPOR1 was one of the most 

Figure 1 miR-593-3p promotes cell proliferation and colony formation in PCa cells. (A) RT-PCR was used to detect the relative expression of miR-593-3p in C4-2 and 
DU145 cells transfected with miR-593-3p mimics and negative control mimics. (B and C) Evaluation of the effect of miR-593-3p on PCa cell proliferation, via the RTCA 
assay. (D) Colony formation assay was performed to determine PCa cell growth. (Data are represented as the mean ± SD; *P < 0.05, **P < 0.01, ***P < 0.001).

https://doi.org/10.2147/OTT.S310198                                                                                                                                                                                                                                  

DovePress                                                                                                                                                            

OncoTargets and Therapy 2021:14 3732

Huang et al                                                                                                                                                           Dovepress

https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com/get_supplementary_file.php?f=310198.docx
https://www.dovepress.com
https://www.dovepress.com


downregulated genes in miR-593-3p-overexpressing cells. 
Wild-type and mutant-type ADIPOR1 vectors were then 
constructed to perform dual-luciferase reporter analysis. 
miR-593-3p significantly reduced the relative luciferase 
activity in PCa cells transfected with the wild-type vector, 
but not in the mutant (Figure 4A). Suppression of 
ADIPOR1 in protein level was observed after transfection 
of miR-593-3p mimics (Figure 4B). The constitutive 
expression of ADIPOR1 was also detected in normal 
prostate epithelial cell line and PCa cell lines (Figure 
S4A). These findings demonstrated that ADIPOR1 was 
a target gene of miR-593-3p. In addition, Survival analysis 
showed that high ADIPOR1 expression might be asso-
ciated with good overall survival and disease-free survival 
in PCa patients. Regrettably, the difference was not statis-
tically significant (Figure S4B and C). Furthermore, it has 
been reported that ADIPOR1 plays a key role in 
vascularization,25 therefore, the VEGF levels in PCa cells 

were determined. PCR results showed that miR-593-3p 
overexpression significantly increased the expression of 
VEGF-A and VEGF-D in C4-2 cells (Figure S4D and 
E). KEGG pathway analysis showed the enrichment of 
adherens junction and AMPK signaling pathway, in line 
with previous studies that suggested an association 
between ADIPOR1 and AMPK signaling pathway or 
EMT process.21,22 As cellular energy receptors, activated 
AMPK regulates cell energy supplementation and cell 
proliferation.28 Meanwhile EMT is identified as a crucial 
step in the early stages of PCa cells metastasis.29 Given the 
key role of AMPK signaling pathway and EMT process, 
the protein levels of AMPK, p-AMPK, and E-cadherin 
were evaluated. As expected, overexpression of miR- 
593-3p inhibited the expression of p-AMPK and 
E-cadherin in C4-2 cells, but not the overall expression 
of AMPK. However, only E-cadherin expression was 

Figure 2 miR-593-3p promotes cell migration and invasion in PCa cells. (A) Cell migration results of PCa cells transfected with miR-593-3p mimics and negative control 
mimics. Scale bar=100 µm. (B) Cell invasion results of PCa cells transfected with miR-593-3p mimics and negative control mimics. Scale bar=100 µm. (Data are represented 
as the mean ± SD; *P < 0.05, **P < 0.01).
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downregulated in DU145 cells, while the variation in 
p-AMPK levels was not significant. (Figure 4C).

Depletion of ADIPOR1 Promotes PCa 
Cell Growth and Invasion
si-ADIPOR1 was then transfected to clarify the effect of 
suppressing ADIPOR1 in PCa cells (Figure 5A). The 
CCK-8, colony formation and transwell assays confirmed 
that depletion of ADIPOR1 enhanced PCa cell prolifera-
tion (Figures 5B and C), colony formation (Figure 5D), 
and invasiveness (Figure 5E). These data suggested that 
miR-593-3p could promote PCa cell growth and invasion 
by negatively regulating ADIPOR1.

Discussion
miRNAs have been reported to regulate nearly 30% of 
human genes and affect different biological processes in 
tumors, including growth, metastasis and drug 
resistance.30,31 Due to the heterogeneity of tumors, miR- 
593-3p plays different roles in multiple malignancies. In 
the present study, it was observed that miR-593-3p 

promoted PCa cell proliferation, colony formation, and 
spheroid formation. In addition, miR-593-3p overexpres-
sion enhanced PCa cell migration and invasiveness.

Although the function and target gene of miR-593-3p 
were revealed, the mechanism of action remains unknown. 
AMPK, as a major regulator of lipid and glucose metabo-
lism, plays a key role in regulating cellular homeostasis.32 

Recent studies revealed that AMPK activation promotes 
nutrient scavenging and anabolism in PCa cells.33 AMPK 
represents a link between energy homeostasis and cancer, 
which physiologically integrates nutritional and hormonal 
signals, and also regulates cell growth-related metabolic 
pathways to maintain intracellular ATP levels.34 The 
application of AMPK activators may represent 
a promising therapeutic strategy for PCa. In this study, 
transcriptome sequencing, GO and KEGG pathway analy-
sis were performed to explore biological changes in PCa 
cells induced by miR-593-3p. The analysis revealed that 
miR-593-3p regulated the AMPK signaling pathway and 
linoleic acid and arachidonic pathways in PCa cells. 
Interestingly, the variation in AMPK signaling pathway 
was confirmed by Western blot, while the variation of 

Figure 3 The transcriptome sequencing results of miR-593-3p overexpression. (A) The gene expression profile of PCa cells with miR-593-3p overexpression. (B) Heatmap 
of top 15 genes with the highest differential expression. (C and D) KEGG pathway analysis of genes with significant upregulation and downregulation.
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p-AMPK in DU145 cells was not significant. The hetero-
geneity of tumor cells may account for the phenomenon. 
More studies need to focus on these metabolic pathways to 
elucidate the underlying mechanisms and identify thera-
peutic targets.

This study revealed that miR-593-3p can enhance the 
mRNA expression of VEGF family in C4-2 cells. VEGF-A 
can increase the permeability of and promote the formation 
of new blood vessels.35 A recent study confirms that VEGF- 
A promotes Snail1 nuclear localization to drive the EMT by 
combining with the receptor in PCa.36 VEGF-D plays a role 
in the formation of new blood vessels and lymphatic vessels 
in cancer tissue.37 In this study, it was observed that miR- 
593-3p overexpression enhanced the mRNA levels expres-
sion of VEGF-A and VEGF-D, which may indicate the 
crucial role of miR-593-3p in PCa vascularization.

After having established the role of miR-593-3p in 
PCa progression and metastasis, we sought to therapeuti-
cally target miR-593-3p by using LNA-modified 

antisense oligonucleotides (ASOs). ASOs are synthetic 
short nucleic acid fragments (fragments of antisense 
chain) that can bind to specific DNA and RNA through 
base complementary pairing and prevent their transcrip-
tion and translation. ASOs have higher specificity than 
conventional drug therapy.38 Further studies will involve 
designing a set of ASOs as previously reported39 and 
extensively assessing the anti-PCa therapeutic potentials 
in pre-clinical models.

Conclusion
In summary, this study provided evidence that miR-593-3p 
overexpression promotes PCa cell proliferation, colony 
formation, spheroid formation, migration, and invasion. 
ADIPOR1 is a potential target of miR-593-3p. 
Furthermore, miR-593-3p also affects downstream 
AMPK signaling pathway and EMT process. These results 
aid the understanding of the pathogenesis of PCa and the 
search for potential therapeutic targets.

Figure 4 miR-593-3p targets ADIPOR1, affects AMPK signaling pathway and EMT process. (A) Wild-type (ADIPOR1-WT) and mutant (ADIPOR1-MUT) luciferase reporter 
vector were constructed. The luciferase reporter vectors were co-transfected with miR-593-3p mimics or negative control into PCa cells. Luciferase activities were then 
examined. (B) Western blot analysis of ADIPOR1 protein levels after miR-593-3p overexpression. (C) Protein levels associated with the AMPK signaling pathway and EMT. 
(Data are represented as the mean ± SD; *P < 0.05, **P < 0.01, #no significance).

OncoTargets and Therapy 2021:14                                                                                                 https://doi.org/10.2147/OTT.S310198                                                                                                                                                                                                                       

DovePress                                                                                                                       
3735

Dovepress                                                                                                                                                           Huang et al

https://www.dovepress.com
https://www.dovepress.com


Acknowledgments
This research was funded by the Guangzhou Science 
Technology and Innovation Commission 
(201807010037), Young Teacher Foundation of Sun Yat- 
sen University (17ykzd22), the Fundamental Research 
Funds of Sun Yat-sen University (82000-18843406) and 
the Third Affiliated Hospital of Sun Yat-sen University 
(SW201906).

Disclosure
The authors declare no conflicts of interest in this work.

References
1. Litwin MS, Tan HJ. The diagnosis and treatment of prostate cancer: a 

review. JAMA. 2017;317(24):2532–2542. doi:10.1001/jama.2017.7248
2. Annala M, Vandekerkhove G, Khalaf D, et al. Circulating tumor DNA 

genomics correlate with resistance to abiraterone and enzalutamide in 
prostate cancer. Cancer Discov. 2018;8(4):444–457. doi:10.1158/2159- 
8290.CD-17-0937

3. Bray F, Ferlay J, Soerjomataram I, et al. Global cancer statistics 2018: 
GLOBOCAN estimates of incidence and mortality worldwide for 36 
cancers in 185 countries. CA Cancer J Clin. 2018;68(6):394–424. 
doi:10.3322/caac.21492

4. Mateo J, Fizazi K, Gillessen S, et al. Managing nonmetastatic 
castration-resistant prostate cancer. Eur Urol. 2019;75(2):285–293. 
doi:10.1016/j.eururo.2018.07.035

5. Smith MR, Saad F, Chowdhury S, et al. Apalutamide and overall 
survival in prostate cancer. Eur Urol. 2021;79(1):150–158. 
doi:10.1016/j.eururo.2020.08.011

6. Wang G, Zhao D, Spring DJ, et al. Genetics and biology of prostate 
cancer. Genes Dev. 2018;32:1105–1140. doi:10.1101/gad.315739.118

7. Bartel DP. MicroRNAs: target recognition and regulatory functions. 
Cell. 2009;136:215–233. doi:10.1016/j.cell.2009.01.002

8. Rupaimoole R, Slack FJ. MicroRNA therapeutics: towards a new era 
for the management of cancer and other diseases. Nat Rev Drug 
Discov. 2017;16(3):203–222. doi:10.1038/nrd.2016.246

9. Ivey KN, Srivastava D. MicroRNAs as regulators of differentiation 
and cell fate decisions. Cell Stem Cell. 2010;7(1):0–41. doi:10.1016/j. 
stem.2010.06.012

10. Krol J, Loedige I, Filipowicz W. The widespread regulation of 
microRNA biogenesis, function and decay. Nat Rev Genet. 2010;11 
(9):597–610. doi:10.1038/nrg2843

11. Ha M, Kim VN. Regulation of microRNA biogenesis. Nat Rev Mol 
Cell Biol. 2014;15(8):509–524.

12. Kanwal R, Plaga AR, Liu X, et al. MicroRNAs in prostate cancer: 
functional role as biomarkers. Cancer Lett. 2017;407:9–20. 
doi:10.1016/j.canlet.2017.08.011

13. Fabris L, Ceder Y, Chinnaiyan AM, et al. The potential of 
microRNAs as prostate cancer biomarkers. Eur Urol. 2016;70 
(2):312–322. doi:10.1016/j.eururo.2015.12.054

14. Zhang X, Sun Y, Wang P, et al. Exploration of the molecular mechan-
ism of prostate cancer based on mRNA and miRNA expression 
profiles. Onco Targets Ther. 2017;10:3225–3232. doi:10.2147/OTT. 
S135764

15. Dong L, Hong H, Chen X, et al. LINC02163 regulates growth and 
epithelial-to-mesenchymal transition phenotype via miR-593-3p/ 
FOXK1 axis in gastric cancer cells. Artif Cells Nanomed 
Biotechnol. 2018;46(sup2):607–615. doi:10.1080/ 
21691401.2018.1464462

16. Zhang C, Zhou H, Yuan K, et al. Overexpression of hsa_-
circ_0136666 predicts poor prognosis and initiates osteosarcoma 
tumorigenesis through miR-593-3p/ZEB2 pathway. Aging. 2020;12 
(11):10488–10496. doi:10.18632/aging.103273

Figure 5 Depletion of ADIPOR1 Promotes PCa Cell Growth and Invasion. (A) si-ADIPOR1 was transfected into C4-2 and DU145 cells to induce ADIPOR1 knockdown. 
The transfection efficiency was detected by Western blot. (B and C) The effect of ADIPOR1 depletion on PCa cell proliferation. (D) The effect of ADIPOR1 depletion on 
PCa cell colony formation. (E) The effect of ADIPOR1 depletion on PCa cell invasion. Scale bar=100 µm. (Data are represented as the mean ± SD; *P < 0.05, **P < 0.01, 
***P < 0.001).

https://doi.org/10.2147/OTT.S310198                                                                                                                                                                                                                                  

DovePress                                                                                                                                                            

OncoTargets and Therapy 2021:14 3736

Huang et al                                                                                                                                                           Dovepress

https://doi.org/10.1001/jama.2017.7248
https://doi.org/10.1158/2159-8290.CD-17-0937
https://doi.org/10.1158/2159-8290.CD-17-0937
https://doi.org/10.3322/caac.21492
https://doi.org/10.1016/j.eururo.2018.07.035
https://doi.org/10.1016/j.eururo.2020.08.011
https://doi.org/10.1101/gad.315739.118
https://doi.org/10.1016/j.cell.2009.01.002
https://doi.org/10.1038/nrd.2016.246
https://doi.org/10.1016/j.stem.2010.06.012
https://doi.org/10.1016/j.stem.2010.06.012
https://doi.org/10.1038/nrg2843
https://doi.org/10.1016/j.canlet.2017.08.011
https://doi.org/10.1016/j.eururo.2015.12.054
https://doi.org/10.2147/OTT.S135764
https://doi.org/10.2147/OTT.S135764
https://doi.org/10.1080/21691401.2018.1464462
https://doi.org/10.1080/21691401.2018.1464462
https://doi.org/10.18632/aging.103273
https://www.dovepress.com
https://www.dovepress.com


17. Han W, Wang L, Zhang L, et al. Circular RNA circ-RAD23B pro-
motes cell growth and invasion by miR-593–3p/CCND2 and miR- 
653–5p/TIAM1 pathways in non-small cell lung cancer. Biochem 
Bioph Res Co. 2019;510(3):462–466. doi:10.1016/j.bbrc.2019.01.131

18. Hata T, Mizuma M, Masuda K, et al. MicroRNA-593-3p expression 
in peritoneal lavage fluid as a prognostic marker for pancreatic cancer 
patients undergoing staging laparoscopy. Ann Surg Oncol. 2021;28 
(4):2235–2245. doi:10.1245/s10434-020-09440-3

19. Iwabu M, Yamauchi T, Okada-Iwabu M, et al. Adiponectin and 
AdipoR1 regulate PGC-1α and mitochondria by Ca2+ and AMPK/ 
SIRT1. Nature. 2010;464(7293):1313–1319. doi:10.1038/ 
nature08991

20. Sun LY, Li XJ, Sun YM, et al. LncRNA ANRIL regulates AML 
development through modulating the glucose metabolism pathway of 
AdipoR1/AMPK/SIRT1. Mol Cancer. 2018;17(1):127. doi:10.1186/ 
s12943-018-0879-9

21. Liu X, Chen J, Zhang J. AdipoR1-mediated miR-3908 inhibits glio-
blastoma tumorigenicity through downregulation of STAT2 asso-
ciated with the AMPK/SIRT1 pathway. Oncol Rep. 2017;37 
(6):3387–3396. doi:10.3892/or.2017.5589

22. Hwang MS, Yu N, Stinson SY, et al. miR-221/222 targets adiponectin 
receptor 1 to promote the epithelial-to-mesenchymal transition in 
breast cancer. PLoS One. 2013;8(6):e66502. doi:10.1371/journal. 
pone.0066502

23. Li T, Li M, Hu S, et al. MiR-221 mediates the 
epithelial-mesenchymal transition of hepatocellular carcinoma by 
targeting AdipoR1. Int J Boil Macromol. 2017;103:1054–1061. 
doi:10.1016/j.ijbiomac.2017.05.108

24. Karnati HK, Panigrahi MK, Li Y, et al. Adiponectin as a potential 
therapeutic target for prostate cancer. Curr Pharm Design. 2017;23 
(28). doi:10.2174/1381612823666170208123553

25. Gao Q, Yao X, Zheng J. MiR-323 inhibits prostate cancer vascular-
ization through adiponectin receptor. Cell Physiol Biochem. 2015;36 
(4):1491–1498. doi:10.1159/000430313

26. Parashar D, Geethadevi A, Aure MR, et al. miRNA551b-3p activates 
an oncostatin signaling module for the progression of triple-negative 
breast cancer. Cell Rep. 2019;29(13):4389–4440. doi:10.1016/j. 
celrep.2019.11.085

27. Chen C, Gupta P, Parashar D, et al. ERBB3-induced furin promotes 
the progression and metastasis of ovarian cancer via the IGF1R/ 
STAT3 signaling axis. Oncogene. 2020;39(14):2921–2933. 
doi:10.1038/s41388-020-1194-7

28. Herzig S, Shaw RJ. AMPK: guardian of metabolism and mitochon-
drial homeostasis. Nat Rev Mol Cell Biol. 2018;19(2):121–135. 
doi:10.1038/nrm.2017.95

29. Dongre A, Weinberg RA. New insights into the mechanisms of 
epithelial–mesenchymal transition and implications for cancer. Nat 
Rev Mol Cell Biol. 2019;20:69–84. doi:10.1038/s41580-018-0080-4

30. Huang Q, Ma B, Su Y, et al. miR-197-3p represses the proliferation 
of prostate cancer by regulating the VDAC1/AKT/β-catenin signaling 
axis. Int J Biol Sci. 2020;16(8):1417–1426. doi:10.7150/ijbs.42019

31. Beermann J, Piccoli M, Viereck J, et al. Non-coding RNAs in devel-
opment and disease: background, mechanisms, and therapeutic 
approaches. Physiol Rev. 2016;96(4):1297–1325. doi:10.1152/ 
physrev.00041.2015

32. Yuan H, Han Y, Wang X, et al. SETD2 restricts prostate cancer 
metastasis by integrating EZH2 and AMPK signaling pathways. 
Cancer Cell. 2020;38(3):350–365. doi:10.1016/j.ccell.2020.05.022

33. Kim SM, Nguyen TT, Ravi A, et al. PTEN deficiency and AMPK 
activation promote nutrient scavenging and anabolism in prostate 
cancer cells. Cancer Discov. 2018;8(7):866–883. doi:10.1158/2159- 
8290.CD-17-1215

34. Zadra G, Priolo C, Patnaik A, et al. New strategies in prostate cancer: 
targeting lipogenic pathways and the energy sensor AMPK. Clin 
Cancer Res. 2010;16(13):3322–3328. doi:10.1158/1078-0432.CCR- 
09-1955

35. Song Y, Zeng S, Zheng G, et al. FOXO3a-driven miRNA signatures 
suppresses VEGF-A/NRP1 signaling and breast cancer metastasis. 
Oncogene. 2021;40(4):777–790. doi:10.1038/s41388-020-01562-y

36. Mak P, Leav I, Pursell B, et al. ERβ impedes prostate cancer EMT by 
destabilizing HIF-1α and inhibiting VEGF-mediated snail nuclear 
localization: implications for gleason grading. Cancer Cell. 2010;17 
(4):319–332. doi:10.1016/j.ccr.2010.02.030

37. Jussila L, Alitalo K. Vascular growth factors and lymphangiogenesis. 
Physiol Rev. 2002;82(3):673–700. doi:10.1152/physrev.00005.2002

38. Crooke ST, Wang S, Vickers TA, et al. Cellular uptake and trafficking 
of antisense oligonucleotides. Nat Biotechnol. 2017;35(3):230–237. 
doi:10.1038/nbt.3779

39. Shen M, Xie S, Rowicki M, et al. Therapeutic targeting of metadherin 
suppresses colorectal and lung cancer progression and metastasis. 
Cancer Res. 2021;81(4):1014–1025. doi:10.1158/0008-5472.CAN- 
20-1876

OncoTargets and Therapy                                                                                                                Dovepress 

Publish your work in this journal 
OncoTargets and Therapy is an international, peer-reviewed, open 
access journal focusing on the pathological basis of all cancers, 
potential targets for therapy and treatment protocols employed to 
improve the management of cancer patients. The journal also 
focuses on the impact of management programs and new therapeutic 

agents and protocols on patient perspectives such as quality of life, 
adherence and satisfaction. The manuscript management system is 
completely online and includes a very quick and fair peer-review 
system, which is all easy to use. Visit http://www.dovepress.com/ 
testimonials.php to read real quotes from published authors.  

Submit your manuscript here: https://www.dovepress.com/oncotargets-and-therapy-journal

OncoTargets and Therapy 2021:14                                                                                           DovePress                                                                                                                       3737

Dovepress                                                                                                                                                           Huang et al

https://doi.org/10.1016/j.bbrc.2019.01.131
https://doi.org/10.1245/s10434-020-09440-3
https://doi.org/10.1038/nature08991
https://doi.org/10.1038/nature08991
https://doi.org/10.1186/s12943-018-0879-9
https://doi.org/10.1186/s12943-018-0879-9
https://doi.org/10.3892/or.2017.5589
https://doi.org/10.1371/journal.pone.0066502
https://doi.org/10.1371/journal.pone.0066502
https://doi.org/10.1016/j.ijbiomac.2017.05.108
https://doi.org/10.2174/1381612823666170208123553
https://doi.org/10.1159/000430313
https://doi.org/10.1016/j.celrep.2019.11.085
https://doi.org/10.1016/j.celrep.2019.11.085
https://doi.org/10.1038/s41388-020-1194-7
https://doi.org/10.1038/nrm.2017.95
https://doi.org/10.1038/s41580-018-0080-4
https://doi.org/10.7150/ijbs.42019
https://doi.org/10.1152/physrev.00041.2015
https://doi.org/10.1152/physrev.00041.2015
https://doi.org/10.1016/j.ccell.2020.05.022
https://doi.org/10.1158/2159-8290.CD-17-1215
https://doi.org/10.1158/2159-8290.CD-17-1215
https://doi.org/10.1158/1078-0432.CCR-09-1955
https://doi.org/10.1158/1078-0432.CCR-09-1955
https://doi.org/10.1038/s41388-020-01562-y
https://doi.org/10.1016/j.ccr.2010.02.030
https://doi.org/10.1152/physrev.00005.2002
https://doi.org/10.1038/nbt.3779
https://doi.org/10.1158/0008-5472.CAN-20-1876
https://doi.org/10.1158/0008-5472.CAN-20-1876
https://www.dovepress.com
http://www.dovepress.com/testimonials.php
http://www.dovepress.com/testimonials.php
https://www.facebook.com/DoveMedicalPress/
https://twitter.com/dovepress
https://www.linkedin.com/company/dove-medical-press
https://www.youtube.com/user/dovepress
https://www.dovepress.com
https://www.dovepress.com

	Introduction
	Materials and Methods
	Cell Culture and Transfection
	Dual-Luciferase Reporter Assay
	Western Blot
	Quantitative Real-Time PCR (RT-PCR)
	Cell Proliferation and Colony Formation Assay
	Spheroid Formation Assay
	Transwell Assay
	Wound Healing Assay
	Statistical Analysis

	Results
	miR-593-3p Promotes PCa Cell Proliferation, Colony Formation and Spheroid Formation
	miR-593-3p Promotes PCa Cell Migration and Invasion
	Downstream Expression Profiling of miR-593-3p Overexpression
	miR-593-3p Directly Targets ADIPOR1 and Affects the AMPK Signaling Pathway
	Depletion of ADIPOR1 Promotes PCa Cell Growth and Invasion

	Discussion
	Conclusion
	Acknowledgments
	Disclosure
	References

