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Abstract: Tissue transglutaminase (tTG) is a rather unique GTP-binding/protein crosslinking enzyme that has been shown to play
important roles in a number of cellular processes that impact both normal physiology and disease states. This is especially the case in
the context of aggressive brain tumors, such as glioblastoma. The diverse roles played by tTG in cancer survival and progression have
led to significant interest in recent years in using tTG as a therapeutic target. In this review, we provide a brief overview of the
transglutaminase family, and then discuss the primary biochemical activities exhibited by tTG with an emphasis on the role it plays in
glioblastoma progression. Finally, we consider current approaches to target tTG which might eventually have clinical impact.
Keywords: tissue transglutaminase, glioblastoma, anti-cancer drugs, review

Plain Language Summary
Tissue transglutaminase is an enzyme which is able to crosslink other proteins together. It plays a large number of roles both inside and
outside cells, and in the context of cancer aids in cell survival, drug resistance, and metastatic spread. Glioblastoma is a highly deadly
malignant brain tumor, and treatment for glioblastoma involves high-risk surgery, radiation treatment, and the use of chemotherapeutic
agents. Even with the best available care, survival odds are very low, and there is tremendous unmet need for improved approaches to
treating the cancer. High expression of tissue transglutaminase in malignant brain tumors correlates with a poorer prognosis, and
inhibition of tissue transglutaminase function in glioblastoma cell lines has frequently resulted in cancer cell death. Because of this,
tissue transglutaminase is considered a promising drug target for glioblastoma. Here, we review recent literature describing the biology
of tissue transglutaminase, its role in glioblastoma, and various small-molecule inhibitors which have been designed to block its
function.

Introduction
Tissue transglutaminase (tTG, TG2, or TGM2, EC 2.3.2.13) is the most-studied member of a family of nine enzymes.1

The enzymes are best known for their ability to crosslink proteins together, by creating a covalent bond between
a glutamine and lysine residue. tTG was discovered in 1957, when Heinrich Waelsch detected the calcium-dependent
incorporation of radiolabeled amines into proteins in guinea pig liver extracts.2 Since then, the importance of tTG has
been demonstrated in several contexts, including Celiac disease, Alzheimer’s disease, and numerous aggressive
cancers.3–8 Many of its functions have related to cell survival, heightening interest in the enzyme as a target in various
diseases. Because of its prevalence across multiple biological contexts, tTG has been extensively reviewed in recent
years.8–12

Among the many cancers tTG plays a role in, one of the most lethal, with a poor patient outlook, is glioblastoma.
Glioblastoma is the most aggressive type of malignant brain tumor, and it is particularly difficult to treat due to the high
chance of dangerous side effects when applying chemotherapeutics, radiation, or surgery to the brain. Glioblastomas arise
from the brain’s glial cells, where tTG is known to play various critical and diverse roles in a cell-specific manner, leading to
very complex behaviors by the enzyme in glioblastoma. Here, we therefore maintain a narrow focus describing the roles
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played by tTG and its clinical outlook in glioblastoma. We briefly examine the basic biology of the transglutaminases, and of
glial cells, then investigate the most recent research examining tTG in the context of glioblastoma, where it is an important
factor contributing to the aggressiveness of this incurable disease. We then examine the current progress toward making tTG
a viable clinical target, and comment on possible future directions in the field.

Biology of Tissue Transglutaminase
The transglutaminases comprise a family of nine proteins, eight of which (TGM1-7 and Factor XIII) have protein crosslinking
activity.13 Of these, only tTG is ubiquitously expressed, which helps to explain why it is a recurring factor in several diseases.
Each family member is comprised by four domains (a beta-sandwich domain, the catalytic core, and then two beta-barrels,
Figure 1A);14,15 however, they show distinct tissue distributions. Moreover, tTG adopts two substantially different conforma-
tions: an open-state, in which the domains have a semi-linear arrangement, and a closed-state, in which the two β-barrels fold
over onto the catalytic domain (Figures 1A and B).9 The open-state (Figures 1A and C) is dominant in the presence of calcium,
while the closed-state is favored in the absence of calcium and when in the presence of micromolar concentrations of guanine
nucleotides.16–18

tTG exhibits two functional capabilities – a protein crosslinking activity, and GTP/ATP-binding and hydrolytic activity.8,9

Protein crosslinking occurs when tTG adopts the open-state, which exposes the substrate binding site (Figure 1). The protein
crosslinking active sites for each member of the transglutaminase family are highly conserved. Catalysis is mediated by
a triad of residues, namely Cysteine 277, Histidine 335, and Aspartic acid 358 in tTG, with Tryptophan 241 also being highly
conserved and helping to stabilize the transition state for crosslinking activity.1 The protein crosslinking-defective family
member, Protein Band 4.2, has a Cysteine-to-Alanine mutation rendering it catalytically incompetent.13,19 Protein cross-
linking occurs via transamidation, in which the γ-carboxamide group of a glutamine residue is reacted with the ε-amino
group of a lysine residue, forming a new amide bond and releasing ammonia. However, tTG can utilize other substrates,
including amines such as cadaverine, and water, to catalyze several different reactions.

No strong consensus sequence has been identified for the glutamine-bearing proteins crosslinked by tTG (Figure 2).
However, its catalytic activity does not appear to be entirely indiscriminate,20,21 suggesting consensus/recognition
potential for crosslinking substrates at some other region on the protein. Since excessive protein crosslinking could be
cytotoxic,9 this activity is probably tightly regulated in normal biological contexts.

In the closed-state, the protein crosslinking active site of tTG is not accessible,14 but the guanosine nucleotide binding
pocket of tTG is revealed (Figure 1B). Guanine nucleotides compete with calcium to promote the closed-state
conformation.9,21 Since tTG has GTP hydrolytic activity, some early reports suggested that tTG might function as
a molecular switch similar to G-proteins acting in signal transduction pathways, although no such signaling functions
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have as yet been established.22–24 Furthermore, structural studies have failed to reveal differences between the GTP- and
GDP-bound forms of tTG, so it is not clear how such signaling function might be regulated.14,25

Tissue Transglutaminase in Glial Cell Biology
The brain is comprised primarily of two types of cells: neurons and glial cells. Neurons, the nerve cells of the brain,
generate electrical impulses to transmit information between one another and are responsible for higher order brain
function. Glial cells (from which glioblastomas arise) do not produce electrical impulses, although they do communicate
via other means, and support neuronal function in a variety of ways.26 Glial cells are genetically diverse, and various
types of glial cells exist.27 These include:

Figure 1 Structure of tissue transglutaminase. (A) Crystal structures of tTG in the closed-state conformation (left, PDB ID 1KV3), and the open-state conformation (right,
PDB ID 2Q3Z). Boxes show the binding site for nucleotide or crosslinking substrate, respectively. Addition of calcium drives tTG to the open state, while addition of
nucleotide stabilizes the closed state. (B) Zoomed in image of the nucleotide binding pocket of closed-state tTG. Shown in black and colored by heteroatom is the
nucleotide GTP. The GTP bound state (PDB 4PYG) is colored in blue and the GDP bound state (1KV3) is colored in grey. GDP is omitted from the nucleotide binding site
for clarity, since the position of the nucleotide does not change between states. Amino acid side chains that form hydrogen bonds with the nucleotide are labeled and drawn
as sticks. (C) Zoomed in image of the peptide binding site of open-state tTG (PDB 2Q3Z). Shown in green is an irreversible gluten peptide mimetic, Ac-P(DON)LPF-NH2.
The highly conserved catalytic triad (C277, H335, D358) is labeled and shown as sticks, with the addition of W241 which is also conserved among transglutaminases.
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Astrocytes, star-shaped cells that perform several functions.28 They contribute to the blood-brain barrier, which
regulates chemical access to the brain.29 They help to regulate the microenvironment surrounding neurons, by adjusting
ion concentration, recycling neurotransmitters, and releasing signaling molecules. Although largely nonreactive, upon
injury to the central nervous system, astrocytes respond with significant changes to their morphology and function to
effect repair.30

Ependymal cells, thin epithelial cells that produce and help circulate cerebrospinal fluid. They also activate following
brain injury, and upon activation differentiate into astrocytes, thus bearing some characteristics of stem cells.31

Oligodendrocytes, large cells that act as scaffolding for neurons.28 Via the process of myelination, oligodendrocyte
projections wrap around the axon of neurons and insulate them from the local environment, while also securing them in
place. While coating neurons, oligodendrocytes also provide various growth factors and metabolites,32 thus supporting
neuronal survival and growth.

Microglia, smaller, specialized immune cells that constantly move throughout the brain and communicate with other
glial cells while searching for potential defects in brain function.33 They use specialized potassium channels to work
with astrocytes to regulate potassium levels in the extracellular environment. Microglia actively scavenge for debris
throughout the brain and act in effect as a “cleanup crew”. To compensate for the inability of antibodies to pass the
blood-brain barrier, microglia can act as antigen-presenting cells, priming T-cells in the brain for immunological
function.

The myriad roles of tTG in each of these cell types are beyond the scope of this review, but have been outlined in
detail in a recent review from Rudlong et al.34 Here we will thus highlight just a few to provide examples of the diverse
functions of tTG in glial cells.

It is widely accepted that tTG plays important roles in cell survival,8 and this is case for many glial cells.35

However, in astrocytes following ischemic injury, tTG instead promotes cell death, whereas the depletion of tTG
results in greater cell survival.36,37 Extracellular tTG released by microglia bind to the oligodendrocyte G-protein-
coupled receptor ADGRG1 (also known as GPR56) to drive myelination, as demonstrated in a mouse model of
demyelination.35 However, in astrocytes, tTG contributes to fibronectin deposition during the process of

Figure 2 Consensus sequence for tTG crosslinking substrates. Alignment of all glutamine-donor crosslinking substrates described in the Transdab database demonstrates
that other than glutamine (Q at position 0), there is little to no favoritism for different residues at up to five positions before or after the glutamine residue to be crosslinked.
Figure generated with Seq2Logo 2.0.
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demyelination.37 Further, in various glial cells tTG contributes to differentiation (in oligodendrocytes)35,38 and
migration (in astrocytes).39 The diverse roles played by tTG help explain how it can be co-opted to support key
malignant phenotypes in glioblastomas.

Roles of Tissue Transglutaminase in Glioblastoma
Gliomas are the most common form of primary brain tumors. The World Health Organization has recently updated
classification of gliomas into four distinct categories that reflect the age of the patient and the aggressiveness of the
tumor.40,41 This includes adult-type diffuse gliomas (including glioblastoma), pediatric-type diffuse low-grade gliomas,
pediatric-type diffuse high-grade gliomas, and circumscribed astrocytic gliomas. Here, we will focus on the behavior of
tTG in glioblastoma. Prognosis for glioblastoma is poor, with the median survival following treatment being under two
years. Despite the investments in the study of glioblastoma, standard-of-care treatment remains aggressive and toxic. It
typically involves maximal safe surgical removal of the tumor, followed by treatment with radiation and temozolomide
(an alkylating chemotherapeutic).42 Newer therapies, such as immune checkpoint inhibitors (ICI) have shown some
limited promise in preliminary studies, however the identification of subgroups of patients responding to ICIs and
predictive factors for ICI success are necessary to achieve superior outcomes.43 Thus, glioblastoma remains largely
incurable, and significant unmet need remains among patients. tTG has attracted attention as a protein that contributes to
numerous phenotypes supporting glioblastoma aggressiveness, and thus a potential therapeutic target.

The roles played by tTG in tumorigenesis in most cancers will depend upon its ability to adopt the conformational
states described above (Figure 1). Intracellular tTG is exposed to low levels of calcium, but high levels of nucleotide, so
it assumes a GTP-bound “closed” conformation that, in some contexts, protects epidermal growth factor (EGF) receptors
from c-Cbl catalyzed receptor ubiquitylation and degradation, and helps assemble a signaling complex between PI-3K
and c-Src, resulting in their activation.44–46 When secreted from cells, tTG is exposed to extracellular calcium, and adopts
the open-state conformation, which can associate with microvesicles (MVs), a class of extracellular vesicles that form on
the surfaces of aggressive cancer cells and support tumor progression.47–49 These two distinct conformations, and the
dynamics between intracellular and extracellular tTG, likely account for the majority of roles played by tTG in cancer
progression. Now, we consider specific roles tTG plays in glioblastoma.

Survival
tTG frequently promotes the survival of healthy cells, and it serves a similar role in glioblastoma, where inhibition or
deletion of tTG causes cell death in U87MG and LN229 glioblastoma cells and reduces their ability to survive stresses.44

However, tTG expression is relatively low in healthy brain tissue as well as in most low-grade gliomas, despite being
overexpressed in high-grade tumors.44 The gene for tTG, TGM2, is hypermethylated at the 5’ flanking region in lower-
grade gliomas, resulting in reduced tTG expression.50 Treatment of U87MG, U118MG, T98G, or A172 glioblastoma
cells featuring TGM2 hypermethylation with the demethylating agent 5-aza-2’-deoxycytidine restored tTG expression,
but had no discernible impact upon cell viability. This suggests that higher grade gliomas may be under stresses that
require tTG for survival, while lower grade gliomas reduce its expression to support other phenotypes.

The function of tTG to promote cancer cell survival can be broadly split into two categories: evasion of cell death and
promotion of cell growth. Upregulation of tTG expression and activity by retinoic acid offers strong protection against
artificially induced apoptosis.51 Similarly, Yuan and coworkers demonstrated that inhibition of tTG with peptidomimetic
inhibitors promoted proapoptotic changes in glioblastoma cells. These included decreased phosphorylation of Akt and the
associated reduction in the expression of survivin, phospho-GSK-3β, and phospho-Bad, and increased expression of the
proapoptotic protein Bim. Thus, tTG plays an important role in the ability of glioma cancer cells to evade apoptosis.52

Relatedly, Gundemir and coworkers found that inhibition of tTG activity did little to block growth factor signaling, but
had a strong impact on pathways downstream of NfκB, which plays a key role regulating proliferation in various
contexts.53

OncoTargets and Therapy 2022:15 https://doi.org/10.2147/OTT.S329262

DovePress
281

Dovepress Katt et al

Powered by TCPDF (www.tcpdf.org)

https://www.dovepress.com
https://www.dovepress.com


Drug and Radiation Resistance
Many aggressive brain tumors display the ability to resist therapeutic intervention, including chemotherapy, and tTG has
been strongly implicated in the conferral of chemoresistance in cancer.5 However, tTG does not render cells resistant to
all chemotherapeutic agents. In the U118MG glioblastoma cell line, expression of tTG induces resistance to the DNA-
damaging drugs doxorubicin and CCNU, but not to vincristine, temozolomide, cisplatin, or cyclophosphamide.50

Similarly, treatment of murine DBT glioblastoma xenografts with tTG inhibitors alongside the chemotherapeutic
carmustine is much more effective than treatment with carmustine alone, suggesting that carmustine sensitivity is at
least partially modulated by tTG.52 tTG-mediated chemoresistance extends to glioma stem cells (GSCs) as well. Cancer
stem cells are thought to be one of the most important factors causing the cancer to evade treatment. In gliomas,
mesenchymal GSCs tend to be highly chemoresistant, and to be associated with the most aggressive glioblastomas.
Sullivan et al observed that tTG was preferentially overexpressed in this GSC subtype through a process mediated by
aldehyde dehydrogenase 1A3 (ALDH1A3) and its product retinoic acid.54 Inhibition of tTG with the peptidomimetic
Z-Don induced sensitivity to temozolomide, strongly suggesting that tTG provides different types of chemoprotection in
different cell types.

In addition to conferring resistance to chemotherapeutic treatment, tTG can also bestow glioblastomas with radiation
resistance. Daniel and coworkers demonstrated that tTG enhances radio-resistance in glioblastoma both in vitro and
in vivo by repressing the expression of the DNA damage repair protein RAD51.55 They and others have also noted that
radiation treatment of glioblastomas frequently resulted in upregulation of tTG.55,56 Interestingly, Berg demonstrated that
irradiation of healthy astrocytes caused tTG to be secreted into the extracellular matrix, which in turn generated
a supportive microenvironment for implanted glioma cells, leading to more rapid tumor growth in mouse models. This
modified extracellular matrix supported stemness and radio-resistance. This supported earlier work by Sullivan, which
demonstrated that tTG inhibition restored radiation sensitivity to mesenchymal GSCs.54 It similarly corroborated work by
Yin showing that tTG was overexpressed in the perinecrotic environment surrounding glioblastomas,57 where it assists in
trans-differentiation of GSCs.58 Typically, GSCs differentiate to the radiation-resistant mesenchymal subtype following
radiation treatment. Knockdown or inhibition of tTG in a glioblastoma mouse model suppressed trans-differentiation of
GSCs to the aggressive mesenchymal state. In total, these studies demonstrate that tTG confers radio-resistance both
directly through expression in cells, and indirectly via its actions in the tumor microenvironment. These effects are likely
driven by tTG crosslinking activity, which is driven by tTG adopting the open-state conformation in response to
relatively high levels of calcium ions in the extracellular space.

Tumor Progression and Metastatic Spread
Another phenotype supported by tTG is tumor cell migration and invasion. When examining the differences between
highly motile U87MG and largely immobile U343MG-A cells, tTG was one of just five proteins found to be significantly
more highly expressed in U87MG cells.59 One possible explanation for this involves the interplay between tTG and the
EGF receptor. Overexpression and hyperactivation of the EGF receptor has been demonstrated to be a hallmark of
glioblastoma, and to correlate with tumor aggressiveness and invasive potential.60,61 In U87MG and LN229 glioblastoma
cells, tTG sequesters the E3 ubiquitin ligase c-Cbl, thus blocking the ubiquitination of the EGF receptor and preventing
its degradation (Figure 3A).44 Depleting these glioblastoma cell lines of tTG using siRNA results in a decrease in the
expression of the EGF receptor. Moreover, ectopic expression of tTG in T98G glioblastoma cells, which express very
low endogenous levels of tTG, resulted in a marked increase in EGF receptor stability. Interestingly, mutations in tTG
that blocked nucleotide binding (ie R580K) blocked tTG binding to c-Cbl. Based on previous SAXS analysis, nucleotide
binding defective mutants of tTG adopt the open-state conformation and ectopic expression of these mutants results in
potent cell death, suggesting that the open-state conformation of tTG is cytotoxic to glioblastoma cell lines.

tTG also assists in the spread of cancer cells through its presence in the tumor microenvironment. The involvement of
extracellular tTG in cell attachment and motility has been widely appreciated.8,12 This occurs through the ability of tTG
to crosslink extracellular matrix components including collagen and fibronectin. These changes have been shown to
change the stiffness of the extracellular matrix and promote tumor cell growth and migration. Notably, however, tTG also
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plays important roles in the actions of microvesicles, which are shed from various cancer cells and assist in stimulating
tumor angiogenesis, metastasis, and other malignant phenotypes.62 For example, treatment of noncancerous NIH-3T3
fibroblasts with MVs derived from U87MG glioblastoma cells confers cancer-like effects on the recipient cells.62 This
effect was driven by tTG-catalyzed crosslinking of fibronectin along the surfaces of MVs to cell-based integrins
(Figure 3B). These events take place in the extracellular space, where tTG adopts primarily the open-state conformation.
In the same study, MVs shed by aggressive breast cancer cells were also shown to confer transformed phenotypes to
fibroblasts, and to support tumor formation in mice.62

Drugs Targeting tTG
There has been substantial research focusing on the development of tTG inhibitors,63,64 and well over a dozen different
scaffolds have been described at this point. Here, we discuss representative highlights from various inhibitor classes.
Transglutaminase inhibitors predominantly target the protein crosslinking active site and include alternative substrates,
peptidic compounds, and non-peptidic compounds (Figure 4). The earliest inhibitors fell into the first class. Competitive
amine inhibitors such as monodansyl cadaverine65 and cystamine66 reduce access to the crosslinking active site by
amine-donor substrates. They in turn are crosslinked to glutamine-donor substrates, thus reducing the rate of crosslinking
activity directed toward the normal cellular substrates. These compounds have shown promise in protection against
insoluble aggregate formation and oxidative stress.67–69 However, these inhibitors are nonspecific, limiting their useful-
ness as therapeutic reagents targeting tTG.

Peptidic inhibitors offer significantly improved selectivity and potency, but generally at the expense of cell perme-
ability. One such drug, KCC009,70,71 inhibits tTG-mediated fibronectin remodeling, and when combined with the
chemotherapy drug carmustine, an increased inhibitory effect was achieved in DBT glioblastoma xenografts in vivo.71

Another commonly used inhibitor, Z-Don, is moderately cell permeable. Z-don has been used to block glioblastoma cell
migration in wound-healing assays,72 and to help demonstrate that when neurons are exposed to organophosphates, they
covalently bind to and activate tTG, causing neurotoxic effects.73 Arguably the most important inhibitor in this class is

Figure 3 Mechanisms by which tissue transglutaminase impacts glioblastoma aggressiveness. (A) Without tTG, in many glioblastoma cells c-Cbl ubiquitinates the EGFR,
priming it for degradation. When tTG is present, it sequesters the c-Cbl, preventing ubiquitination and effectively stabilizing the growth receptor, functionally increasing its
expression. (B) Extracellular tTG is able to crosslink fibronectin displayed on the outside of microvesicles (MVs) to integrins expressed on cell surfaces. This allows the MVs
to dock to the cells, and release their contents.
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ZED-1227, the only tTG inhibitor to have been entered into clinical trials.74 ZED-1227 is cell-impermeable however,
having been designed to target extracellular tTG in Celiac disease, so it would be unable to inhibit intracellular tTG
functions in glioblastoma.

In recent years, several studies have reported non-peptidic inhibitors of tTG. Some, such as ERW1041E, are still semi-
peptidic. ERW1041E contains a proline residue in its core and has been demonstrated to inhibit tTG with a minimum
inhibitory concentration of 6–12 µM in vitro, and to be well tolerated in mouse models of Celiac disease at concentrations as
high as 50 mg/kg.75 Another commonly used compound is CP4d,76 which is a substrate competitive inhibitor with a potency
of ~1 µM; however, it is also highly susceptible to nucleophilic attack by glutathione at the electrophilic alkene. Apperley

Figure 4 Inhibitors of tissue transglutaminase. Tissue transglutaminase inhibitors can be broadly classified as (A) alternate substrates, an older class of inhibitor which takes
the place of a natural substrate of tTG, thus blocking biologically relevant crosslinking reactions. (B) Irreversible substrate competitive inhibitors, which bind to the
crosslinking substrate site and covalently attach to tTG, blocking crosslinking. These tend to be derived from peptide structures. (C) Reversible substrate competitive
inhibitors. These molecules bind to the substrate crosslinking site of tTG, but do not modify the enzyme. (D) Inhibitors which bind to the nucleotide binding pocket.
Relatively few inhibitors utilize this strategy, but they stabilize the closed-state of tTG, thus blocking crosslinking activity.
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and colleagues attempted to rectify this problem, generating two new molecules – 22b and 27d. Unfortunately, potency and
metabolic stability did not go hand in hand. While 22b improved upon the potency of CP4d by ~2 fold, only 27d significantly
reduced the rate of attack from glutathione, losing an order of magnitude in potency at the same time.77

One particularly interesting compound is LDN-27219. While most tTG inhibitors are designed to bind to the protein
crosslinking active site, LDN-27219 instead binds to the nucleotide binding pocket of the enzyme while it is in its closed-
state conformation, and stabilizes that conformation to prevent crosslinking activity.78 Schneider et al utilized this
compound when demonstrating that tTG mediates an increase in PD-L1 expression by crosslinking serotonin taken up
from the microenvironment to various small G-proteins at their glutamine residues essential for GTP hydrolysis, thus
activating their signaling pathways.79 PD-L1 expression is a key mechanism by which tumor cells evade the immune
response. Similarly, Pinilla and coworkers demonstrated that stabilizing the closed-state conformation of tTG with LDN-
27219 was more effective than peptidomimetic inhibition of catalytic activity with Z-Don in reducing blood pressure in
Wistar Hannover rats.80 Taking an opposite approach, TTGM-5826 was explicitly designed to stabilize the open-state
conformation of tTG and to take advantage of the findings that maintaining the open-state conformation of tTG, which
can be significant in aggressive cancer cells that highly express tTG, confers cytotoxicity.9,81,82 TTGM 5826 was shown
to stabilize the tTG open-state conformation through various biochemical assays, and to inhibit the growth and migration
of U87 and LN229 glioblastoma cells in vitro.72 It also exhibited a degree of selectivity between transformed and healthy
cells, further raising the hope that tTG inhibitors might eventually become part of a low toxicity anti-cancer treatment
regimen.

Clinical Outlook
Given the demonstrations of tTG as an important factor in glioblastoma oncogenesis and disease progression, and the
diverse chemical scaffolds that have been reported to inhibit tTG activity, it is perhaps surprising that so little has been
done to bring a tTG inhibitor to the clinic. Clinicaltrials.gov is the world’s largest database of current and past clinical
trials. Currently, clinicaltrials.gov lists 68 studies featuring the keyword “transglutaminase”. Of these, only two pertain to
cancer, and both use tTG exclusively as a biomarker to assess the effectiveness of the treatments being examined.83,84

Over 40 of the entries, by comparison, are trials looking at Celiac disease, where tTG is also a major causative factor.85

Most of these trials are examining the use of tTG antibodies as therapeutic agents, or exploring tTG as a diagnostic
marker, or other applications not especially relevant to treatment of glioblastoma.

However, there is at least one diamond in the rough, so to speak. A trial of the peptidomimetic tTG inhibitor ZED-
1227, in which three different dose points (10, 25, or 100 mg of compound daily for 6 weeks) were tested, showed the
compound to have no acute toxic effects, and to have a statistically significant impact in preventing gluten-induced
mucosal damage due to Celiac disease.74 While peptidomimetic compounds are typically at best only minimally cell
permeable, limiting the applicability of this specific inhibitor to glioblastomas, it does raise hopes for small-molecule tTG
therapeutics coming to the clinic.

Opinions on the Future of Tissue Transglutaminase in Glioblastoma
Translating tTG inhibitors from the bench to the bedside requires, in our opinion, three steps to occur. These are 1)
a more complete understanding of the role of tTG in glioblastoma specifically, 2) the development of enhanced potency
and improved pharmacological characteristics for clinically relevant tTG inhibitors, and 3) identification of an ideal
treatment approach. The first issue represents perhaps the most difficult challenge to address. tTG is a comparative rarity
among enzymes in that it that exhibits a wide range of functional effects. In addition, the specific processes it contributes
to vary by context, in both disease and in healthy tissue, thus making it very difficult to predict a priori how tTG will
function in a given cell system and/or under conditions of different types of cellular stress, until it has been directly
examined in those situations. For example, tTG has been shown to play important roles in models of pancreatic cancer,
ovarian cancer, cervical cancer, and breast cancer.6,45,86–88 Many of the effects observed in these cancer models have not
been conclusively demonstrated in glioblastomas; given the discrepancies between tTG function between even glioblas-
toma and lower-grade gliomas, it is unlikely that all effects will be reproduced in glioblastoma. However, a fuller
understanding of which effects are conserved between model systems could potentially help to direct tTG-based
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treatment approaches. It will thus be important to reproduce findings that have been reported for a variety of cancers in
malignant brain tumors before trusting that tTG will perform any given function in glioblastoma.

The second challenge is that of inhibitor design. Current tTG inhibitors frequently have comparatively low potency,
and/or relatively poor cell permeability. The most potent drugs are generally the least cell permeable, which is acceptable
for treating extracellular tTG in eg Celiac disease, but greatly limits applicability to glioblastoma. Drug optimization is
substantially easier when a structure of the drug bound to its target exists. However, tTG is notoriously difficult to
crystallize, and only nine different structures exist, only half of which have a bound drug, despite the wide variety of drug
scaffolds that have been reported. We suspect that this will be partially resolved via newer methods. One potential option
is cryogenic electron microscopy (cryoEM). The explosion of cryoEM as a method for high resolution structural analysis
has resulted in numerous protein-protein complex structures that were previously too challenging to interrogate with
X-ray crystallography. CryoEM does not require crystallization of the protein, so could possibly overcome the current
challenges associated with crystallizing tTG. This also opens the exciting possibility to investigate tTG complexes that
could play important roles in cancer progression. For example, formation of the tTG-Src complex suggests that it plays
a key role in the activation of the Src tyrosine kinase and subsequent cancer cell growth.89 Additionally, the interaction of
tTG with the extracellular N-terminus of the G-protein coupled receptor ADGRG1 has been suggested to prevent
metastasis in melanomas.90 ADGRG1 is often overexpressed in aggressive brain tumors and has been inversely
correlated with patient survival.91 Structural characterization of these complexes would yield important mechanistic
details into the role tTG plays in cancer progression and open the door to the development of drugs targeting complex
formation.

Finally, any treatment involving a tTG inhibitor will likely be part of a combination treatment. While tTG is strongly
implicated in drug resistance in various tumor models, and thus there are many candidate drugs with which it might be
dosed, in our opinion the ICIs offer a particularly attractive partner. ICIs have shown substantial promise in some
indications, but are not entirely effective as single-agent treatments in glioblastoma.92 Meanwhile, tTG has been
implicated in immune evasion, both directly80 and via its effects in MVs,62 which are a key component of the tumor
microenvironment that assist tumors in evading immune responses.93,94 Thus, inhibiting tTG could help to restore
a normal immune response, even while checkpoint blockade inhibitors such as pembrolizumab95 act to hyper-activate
T cells.

Conclusions
Tissue transglutaminase is a multi-functional GTP-binding/protein crosslinking enzyme which has been shown to
contribute to a number of different stages of cancer progression. Thus, given what has been observed in a variety of
types of cancer, it is perhaps unsurprising that tTG influences the survival, growth, and metastatic spread of malignant
brain tumors. These effects are observed through aberrant signaling in numerous pathways including Akt and NfκB to
promote glioblastoma cell survival, acquired resistance to treatment with chemotherapeutics and radiation, and disruption
of the machinery necessary for EGFR degradation resulting in aggressive, uncontrolled growth. tTG expression is
correlated with a poor prognosis for patients with glioblastoma, and ongoing research has developed over a dozen
different drug scaffolds which inhibit the enzyme in vitro and in vivo. However, no tTG inhibitor has yet entered clinical
trials for any cancer indication; thus, more research is needed for tTG inhibitors to be used in such applications.
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