Additional file 1. Chromosome location and family precursor structure and sequence conservation of differentially expressed miRNAs. One miRNA was upregulated
in OF-EVs: (A) bta-miR-148b. Nineteen miRNAs up-regulated in OF-EVs: (B) bta-miR-134, (C) bta-miR-151-3p, (D) bta-miR-155, (E) bta-miR-188, (F) bta-miR-181b, (G) bta-
miR-181d, (H) bta-miR-224, (I) bta-miR-23b-3p, (J) bta-miR-24-3p, (K) bta-miR-27a-3p, (L) bta-miR-29a, (M) bta-miR-324, (N) bta-miR-326, (O) bta-miR-345-3p, (P) bta-miR-
410, (Q) bta-miR-652, (R) bta-miR-677, (S) bta-miR-873 and (T) bta-miR-708. Gene locations were accessed through RNAcentral v20 (Sweeney et al., 2021) and miRNAs
family precursor structure and sequence conservation through Rfam 14.8 database and R2DT 1.2 software provided by Rfam (Kalvari et al., 2021). Nucleotide sequence: A in
green, T in red, C in blue and G in yellow. Precursor structure: black structures. Sequence conservation: color graduation in red indicates nucleotides highly conserved and blue
poorly conserved across species.

r « RS B %
ches ) chr21 )
. —d : .
—_— So— - '-r- - — — — “Eoaee Te o000 85043020 e 53 040 B2 e 550 B2 043 080 =
; e o i B NI R W I BN BN BN BN IEE I N NN .
s rEm N I EENI 1IN pEm HI Im 11l INEm ImI 1M i
& N ]
s _
¢ -
: ;e .
< ——
-

D. [c.,. (— )

C. J— D

[}
832 4
c S seciea e 28,649 - 10,54
Selected location (3.002.410 - 3.002.430) T
— — — — — — R i il . BHDE ki
- . X E
! o} | 1 N a N ] INIWEEINII BN | EENIEIND D m 1100 e
i II N INNENEDN DEENN Il BN 11 N | Eam 1 EEHIlmEn 1mR » g
- <
S c e ——
fa-mR-151305 S y
S
) P4
af [ENSBTAGO0 B E E —
S5 <icame) s 158
o 9
- O
C 1 7]
pr——r o
h -I
Seauence conservaton
E. Fo i ] £ FR = )
* o Chrx { & s . £
B : f i chri1 [ ] )
—_— %y [ o
BT 725040 BT 758 000 1 32 BTS00 | TAFIRF] | IAFLEL T i ocation (05,710,203 - 06.710,227)
AR BB B : B BE 0150 B = R BE T e 710250
1 [ BN} L. EEEEEEEE R R B o 5 § NI NN e g"“: IREER CETEE =10 200 hsfmzzo| B 110220 0200 TR
-
) ) H ITINEN INININIEEEE]l B I EENE NI Il HI B 1IN 11
&%
I =
Ve ]
eﬁ-ﬁu catie) microRNA ba-miR-1610 > catte) Bta-Mir-181-P20_3p" (sta
a-n? ]
ey
et
&G
i
) £igv - -
B3 7
sus-c, - = v
H =
G. I = | H. T |
chr7 : ) ® chex [ ] )
| L o 8 % | . .
c = e » 444 LA
1811278 HU'VE nam J;' A D ES) NINI7S g g 34.448.920 34 448 940 344000 34,442 550 44700 94.447.020 X
B O EEE N O R R meaen e ... L] ] g_ff mEEE a Bl PR P e i D . HDE . -
? 9
= x
B g TamR-224
= [
g5 :
| ER
— == C )
7 g ‘
— —— o
| e -—— -
‘Sequence consenvason
| F ' 8| J L4 : % |
. s [ ) © 2 A | ]
L 82 + 4
k 4 c S = el mmtion €11, MO8 » 71830 103
S = siected locaton (11,536,081 - 11.839.102
< m— — m— m—
— — — = > BN 00 T G 40 .08 T| 080 N 2ET T ER120
B1aT.000 BLAT.0 BLONT A0 BreT 080 | | I THE BL81T00 ne o © - i L . _
D BEEN DENEEN NN REEEEN 0 PR U W R e e . I ImN . EEE .
1 0 NI N (N NN N PN s . EEIl H] BN N BN 1 » 5
- < - ! ! L ! .
. ! ! 1 ! 1 ! ! | 2 >
Cae) B < .5
23
22 . .
ER [catie) MoroANA Dta-mR-24 >
cattie] mecrofthl bla-mB.230 > 29
s o T ETEE
came) bR 23030 > @ g |
bia-rmir- 23 precurso e p———Ty——TE -—— .
K. ! 1 | ¥ L. I : o usy
o7 j ) v [ enea [ ! )| £ 5
| - L —dl . + d g M
G-u
— — — e ) T e e TR b ] -
5 80 83080 832,000 o020 130040 S -“l”-‘; . “ﬁ‘; - “‘:‘"l‘“- | -.:’-“’-" — "'-;-‘-- ‘”’““-. Ik :i'ﬁl
LR B BB B I AT T § EE Y e LN Bl L e —— - - — Yg.®
u-a
- - - - G-c
P Y p—— Tt G-C
YRy
T p—r— u [
4 Ye.g¥
Ty e —— u-A
N - u-a
C ————————— u-a
catta) bts 278 (ENSBTAG 8.2 :—g
c——————— ————n & u-e
i \r.27-73_3p (maturs (gudel) > i_ us
—— A-U
= 1 sa 0y
-——
r - . | . N ueEy
M. : N. I ; £
chr19 [ 1 ) chris [ i ] C
- : - 3% = : 4
S8 slected location (54.537.283 - 54 4 A2:8
5 o YT = s T ) T T 13 r:m Be5ar 280 $4.537.300 Tor e T u,aTz¢ 50 Beoarae n“:w_ﬂf.
nmEam 3t
N OB W N I ] N EmIEImm 11 (2o o O = ENT VN NG IV . WU T NN Y IR B e . L
= .
5 2 iy i i
i ——— .
| < g bta-mA-320 < (catie) Bia-Mir-328_5p" (star [passenger)) 55
s -
1 ] ..g < (cattie) Bta-Mar-320_pre stem-loop ?5
=1 C F3H
C B E < croRNA bia-me- 128 precursor ,:3'5<
=N y-at
5 S {catte) bta-mir-326 [ENSBTAGO0000020633.2) 518
© Bta-h» $28 stem-loop EE
= weue* Yucar

O. ! N P. F . = AVUA

chr21 [ | )|

v
t d chr21 1 ) ER.

Selected location (85.217.785 - 85,217,784 . _ - = e

§5.217.700 $5.217.720 $5.217.740 Mzr“ﬁ g,zn?F $5.217.800 - R
i . EEEET BN B BN IEEIR WS - (B ] . M O IEE = Pe.4EA.500 prssose B0 545'5“ = Faweas00 5. .5
N I s HEII ] ENEEN I ED NN D NN NN mEmInn ik

; : = A

H

s

cate) bta-mR 410>

mAIas 3

S Wir-348_3p (matre (guice)) >

Structure and sequence
conservation not available

wooacracraadaoccSncac

“EAABE AR EEEAEAAAN,

8

Pyl

= |

| S—

chrx )

(] ()

[ L=

¢ g2 - g2

e wosn Fa.450.000 T E3ea00 56,430,080 8-§ — — — 8—‘;

I EEI I EIIHIN HE IEmIIE W B oI IEN WIDIED ENIEENEE 8= o fumm == - ] LD pLmL g =

- 2 IEIEN'] ' TIPEET'VE e e 1 11 5 2

S5 S5

catie) ba-mR-352 > <] LB

=R ER

Sg Sg

E 2 £ 2

s u wv O w O

(&) o
| @ ! - F 3 N
S- chen [ ! ) © T- chr29 | ] )
L aiacte » 5218 ® - 5.629) - e Y - « 1" -

76,508,080 TRt | 78,598,100 76.568.120 .50 140 e e 180 Te5e8 18

GUEBGABaACAAL A

coarcuUGUoaGucuccutyy® e

Structure and sequence
conservation not available

<
3
°
-
° <o
C Sa «
>'e-0 =3
) -0 8-0 T ———
== 5.8:0, i
. o® Ygoaan
sPe0s ta-mAT08>
EPCT-EY

Y6uG




	Slide 1

