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Abstract

Home range estimators are a critical component for understanding animal spatial ecology.
The choice of home range estimator in spatial ecology studies can significantly influence
management and conservation actions, as different methods lead to vastly different inter-
pretations of movement patterns, habitat selection, as well as home range requirements.
Reptile studies in particular have struggled to reach a consensus on the appropriate home
range estimators to use, and species with cryptic behavior make home range assessment
difficult. We applied dynamic Brownian Bridge Movement Models (dBBMMs) to radio-telem-
etry data from Ophiophagus hannah, a wide-ranging snake species. We used two focal indi-
viduals at different life stages (one juvenile male and one adult male) and sought to identify
whether the method would accurately represent both their home range and movement pat-
terns. To assess the suitability of dBBMMs, we compared this novel method with traditional
home range estimation methods: minimum convex polygons (MCP) and Kernel density esti-
mators (KDE). Both KDE and MCP incorporated higher levels of Type | and Type Il errors,
which would lead to biases in our understanding of this species space-use and habitat selec-
tion. Although these methods identified some general spatial-temporal patterns, dBBMMs
were more efficient at detecting movement corridors and accurately representing long-term
shelters sites, showing an improvement over methods traditionally favored in reptile studies.
The additional flexibility of the dBBMM approach in providing insight into movement patterns
can help further improve conservation and management actions. Additionally, our results
suggest that dBBMMs may be more widely applicable in studies that rely on VHF telemetry
and not limited to studies employing GPS tags.

Introduction

Home range estimators are widely used in spatial ecology studies, as they provide basic mea-
surements of animal space-use patterns. Quantifying home ranges is also a fundamental com-
ponent in animal habitat and resource selection studies, as we can draw behavioral and
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ecological implications across a range of spatial and temporal scales. Foraging patterns, breed-
ing success, migration and dispersal are all vital parameters that can be directly related to an
animal’s space use [1, 2]. An individual’s movement patterns have consequences not only for
individual fitness, but also for population dynamics, gene flow, and ultimately, species’ distri-
butions [3]. Home range estimators also provide information for conservation of threatened
species, as increasing anthropogenic disturbance is likely to cause variation in home range
size, space-use patterns and behavioral responses [4]. In particular, animals living in close
proximity to or within fragmented or developed landscapes exhibit higher risks of human per-
secution [5, 6], road mortality [7], and exposure to contaminants and illegal poisoning [8].

Spatial ecologists have developed numerous methods to study movement patterns which
can inform conservation management, particularly with the introduction of GPS telemetry
technology [9, 10]. The use of GPS tagging is still uncommon for reptiles, particularly in the
case of snakes (see [11, 12]). Compared to VHF transmitters, current GPS tags have several
drawbacks such a larger tag sizes, reduced battery life, and cost per unit. For snake species that
require highly forested areas with dense vegetation and that shelters underground in burrows
or man-made structures [13, 14], the fix success rate of GPS tags would still be recurrently low.
This problem is particularly relevant for species, such as snakes, that require surgical implanta-
tion of the transmitter, which also leads to a significantly weakened GPS signal [12] (Smith
et al. 2018). Reptile studies in particular have no consensus pertaining to preferred methods
for assessing spatial ecology [15]. Traditionally, researchers have favored minimum convex
polygons (MCPs) and kernel density estimators (KDE) [16]. Minimum convex polygons are
commonly used for comparison purposes, despite being widely regarded as inaccurate and
inconsistent; MCPs can result in type I and type II errors, by both not incorporating areas
known to be used (usually due to short sampling duration) or by incorporating large areas of
unused space [17]. Minimum convex polygons are also highly sensitive to sample size and per-
form inconsistently depending on the underlying point pattern shape [18, 19]. Kernel density
methods likewise perform poorly with large amounts of animal location data, are affected by
the method of bandwidth selection and do not account for the temporal structure of the
underlying point process that comprises the home range limits [20-22]. Analyzing small data-
sets with KDEs may result in type II errors (due to oversmoothing), while large datasets lead to
type I errors (undersmoothing) [17]. Most reptile studies resort to kernel methods but do not
attempt to account for these issues [15], particularly the violation of autocorrelation and inde-
pendence assumptions [23], or the performance of bandwidth selection methods [24]. These
issues will be even more problematic once data collection with GPS telemetry technology
becomes more prevalent in reptile research [25]. Additionally, the lack of consensus in data
collection protocols and choice of home range estimators for reptiles makes it impossible to
compare studies across geographic regions.

Movement analysis is inherently complicated, because it is based on multidimensional data
autocorrelated in space and time. As spatial data increases in size and complexity, more com-
plex home range estimators are required to accurately represent space-use patterns. Multiple
estimation methods have emerged as alternatives or extensions to KDE, either by making use
of combined spatial and temporal information (movement-based KDE, such as Brownian
bridge and biased random walk models) [26, 27], accounting for the highly autocorrelated
nature of movement data (autocorrelated KDE or AKDE) [28], irregular sampling intervals
(time KDE) [29], or incorporating three-dimensional movements [30]. However, most of
these methods deal separately with sample size sensitivity, autocorrelation, and irregular data
collection.

Trajectory-based estimation approaches have emerged as more favorable alternatives to tra-
ditional KDE [31]. The Brownian bridge movement model (BBMM), introduced by Horne
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et al. [26], improves on kernel methods by explicitly modelling an animal’s movement path,
rather than individual points (incorporating the distance and time lag between consecutive
locations), and providing an estimate of the animal’s mobility referred to as the Brownian
motion variance (¢°,,). Frequently used with GPS telemetry technology, BBMMs account for
both temporal autocorrelation and large data sets, assumptions which KDEs violate [26].
Unlike other methods, such as the recently developed Time Local Convex Hull (T-LoCoH)
[32], BBMMs also account for spatial uncertainty of every location and can handle irregularly
sampled data [33]. Furthermore, BBMM:s have been recently used to identify migration routes
[34] (Nicholson et al. 2016), habitat selection [35], foraging and feeding sites [36, 37], and use
of corridors [38].

Studies in spatial ecology have begun yielding insights into not only space-use patterns, but
into behavioral mechanisms that allow individuals to explore their spatio-temporal heteroge-
neous environments [39, 40]. Because animals are known to transition between a number of
different behaviors over time, such as resting, foraging, mating, evading predators or thermo-
regulating [1, 41-43], Kranstauber et al. [40] introduced the dynamic Brownian bridge move-
ment model (dBBMM). While BBMMs assume a constant o2, along an animal’s entire
movement path, dBBMMs allow ¢°,, to vary in response to underlying shifts in the animal’s
behavior by using a modified version of the behavioral change point analysis [1]. However, the
effectiveness of dBBMMs at representing reptile home range and space-use has not been
addressed.

In this paper, we illustrate how dBBMMs provide information on the spatial ecology of a
highly mobile snake species, Ophiophagus hannah, and compare it with other frequently used
home range estimators. As any comparison between methods is partially subjective and ques-
tion-dependent [17], we refer to the following natural history observations of our study spe-
cies: (1) king cobras use long-term shelter sites to bask and thermoregulate (necessary to digest
prey items), thereby limiting their movement and activity after a meal, and (2) movement
between these stopover sites is exploratory instead of purely directional, as king cobras are
active predators [44]. We aimed to compare how different home range estimators correctly
identified these long-term shelter sites, any potential habitat selection and the movement corri-
dors used by our two focal O. hannah individuals. Finally, we discuss study design and the
applicability of dBBMMs to other reptile studies, providing recommendations for future
research.

Materials and methods

Study area

Our study area was located in the Sakaerat Biosphere Reserve (SBR; UNESCO-MAB Biosphere
Reserve), Nakhon Ratchasima Province, Thailand (14.44-14.55°N, 101.88-101.95°E) (Fig 1).
The biosphere reserve contained approximately 80,000 ha of protected area at an elevation of
280 to 762 m above sea level [45]. The area includes a mixture of Dry Evergreen Forest (DEF)—
dominated by Hopea ferrea, H. odorata and Hydnocarpus ilicifolia—, Dry Dipterocarp Forest
(DDF)—with Shorea obtusa and S. siamensis—, forest plantations (i.e. eucalyptus, rubber,
banana, and acacia), and an agricultural and settlement matrix in the surrounding landscape.
Approximately 72,000 people in 159 villages live in the SBR transitional zone, and 84% of the
households work in agriculture [46]. The crops cultivated in this agricultural matrix are cassava,
corn, sugar cane and rice. Other minor habitats include sparse stands of bamboo groves, as well
as small areas of open grasslands. The biosphere reserve is also intersected by a major highway,
running SW-NE. Thailand Institute of Scientific and Technological Research at the facility
Sakaerat Environmental Research Station (SERS) provided permission and site access for work
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Fig 1. Map of the study area. Location of Nakhon Ratchasima province in Thailand (left), and the different area
designations of the Sakaerat Biosphere Reserve (right), basemap provided by Global PALSAR (Global PALSAR-2/
PALSAR/JERS-1 Mosaic and Forest/Non-Forest map, (c) JAXA).

https://doi.org/10.1371/journal.pone.0203449.9001

within the SBR. Department of National Parks, Thailand provided permission to work with
king cobras in the SBR. Our project was approved by the Suranaree University of Technology
Ethics Council which is the Thai national requirement when performing research on nonhu-
man species.

SBR receives nearly 1260 mm annual rainfall with an average annual temperature of 26.0°C
[42]. Throughout 2014-2015, the temperature within SBR was as low as 11.1°C (January) and
rose up to 41.7°C during the hotter months of the dry season (March-April), while the mean
relative humidity was 77.3% (range of 26.7-100%).

Study species

To determine the suitability of dBBMMs to a snake species, we applied this novel method to
VHEF telemetry data from two focal individuals of Ophiophagus hannah at different life stages
(one juvenile male and one adult male). Ophiophagus hannah, commonly referred to as king
cobra, is the largest venomous snake in the world. This species is categorized as Vulnerable on
the IUCN Red List [47], due to pet and medicinal trade, habitat destruction (specifically log-
ging and agricultural expansion), and human persecution. However, published information
on O. hannah spatial ecology and habitat requirements is limited to a single study in India that
only included two non-translocated individuals and one translocated individual [48, 49]. The
two non-translocated individuals were both males with an average MCP of 2240 + 760 ha, and
an average 50% and 95% KDE of 1515 + 15 ha and 435 + 215 ha, respectively. However, the
spatial-temporal processes associated with breeding or dispersal behavior are largely unknown,
particularly in Thailand. As part of a larger study evaluating spatial ecology and behavior of O.
hannah in Northeast Thailand, we have captured and implanted radio-transmitters on king
cobras since 2013. We implanted snakes with Holohil model BD-2T (9-36 g) radio-transmit-
ters which both weighed <5% of the individual’s mass. We inserted transmitters into the coe-
lomic body cavity. Neither transmitter was recovered because transmitters both expired early.

To evaluate dBBMM methods, we used movement data from one adult and one juvenile
male king cobra. The adult male (referred to as OPHA1) was captured on April 19 2014. At
the time of its first capture, the animal was 3.398 m long (snout-vent length (SVL) = 2.794 and
total length (TL) = 0.604) and weighed 4.6 kg. The juvenile male (OPHA2) was captured on
July 6™ 2014 and measured 2.291 m (SVL = 1.770 m and TL = 0.521 m) and weighed 1.3 kg.
We tracked OPHAL for 649 days and collected 1,944 locations between March 2014 and
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December 2015, and tracked OPHA2 for 533 days for 1,432 locations collected between July
2014 and December 2015. In Thailand, the breeding season appears to occur from April-May
(Strine pers. comm.), an increased activity period in April-October, and a low activity period
around the cold season (especially between December-January).

Data collection

The maximum transmitter detectability was approximately 300 m thus we were required to
track the animals consistently to insure the animals were not lost during the study period. To
reduce temporal bias and standardize sampling intervals, we typically relocated both individu-
als four times per day (0630h, 1100h, 1600h, 2000h), and recorded their new locations with a
handheld GPS unit (Garmin 64S). Exceptions included times when we were unable to obtain a
signal, or during the cold season (December-January), when we only radio tracked twice per
day due to decreased snake activity. We omitted night checks (00:00 and 04:00) based on our
previous data, which indicated that O. hannah is almost entirely diurnal. Although we tried to
confirm all shelter sites used, we limited our distance to the snake to a minimum of 10 m if in
village areas, or 30 m in forested areas. Exceptions included setting cameras near long-term
shelter sites, when there were villagers nearby or when the snake was near or in a residence. If
the individuals were moving during radio tracking, observers followed the snake until move-
ment ceased for at least 30 minutes before taking a data point and retreating. Observers
remained > 100 m away while snakes were moving to minimize our influence on both the
snake being tracked and potential prey that might be present in the area.

Home range estimators

We applied BBMMs and dBBMMs to estimate the utilization distribution (UD) for all of our
VHF tracking data, using the Move [50] and BBMM [51] packages in R statistical software
[52]. To draw comparisons to prior studies, we also estimated the minimum convex polygon
(MCP) and fixed-KDE using 4 different bandwidth selection methods, calculated using the rhr
package [53], as there is no way of choosing a bandwidth a priori [54]. We used the fixed-KDE
method, as it incorporates the density of locations and is considered more accurate at deter-
mining outer boundaries than the adaptive KDE [55, 56]. The amount of smoothing was ini-
tially determined by the reference bandwidth (h,.¢) and least-squares cross-validation (hyscv)
for comparison purposes. As previous studies have also reported, h,.r oversmooths and h; scv
undersmooths KDE home ranges [20, 55, 56]; therefore, we decided to also calculate band-
widths based on a plug-in approach (hpjyg.in) and our own bandwidth estimate (h;40) based on
an approximation to the dBBMM home range. We selected this value visually, to make more
direct comparisons between fixed-KDE (henceforth KDE) and dBBMMs.

Similar to the standard BBMMs, dBBMMs require a time-stamped series of animal loca-
tions and the estimated telemetry error associated with each location. As an approximation to
our field location error, we use the average GPS accuracy for all relocations collected in the
field with or handheld GPS device (5.5 m). Both methods calculate the variance of the Brown-
ian motion (¢?,,), but while standard BBMMs assume ¢7,,, to be the same along the entire path,
dBBMMs allows %, to vary along the movement path for user-defined subsets of 1 locations
(windows). Following the recommendations of Kranstauber et al. [40], we specified a moving
window size of 11 (equivalent of 44 h) and a margin of 3 (12 h) to account for potential diurnal
versus nocturnal movement pattern differences.

By calculating the Brownian motion variance, ¢°,,,, we can determine where larger varia-
tions in movement trajectories occurred due to the species’ behavioral differences. Higher ¢%,,
values are associated with irregular paths and/or increased activity and lower values are
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associated with more regular paths and/or decreased activity [40]. We used o7, to detect
breeding and foraging behavior for the adult male. The juvenile was too young to breed and
therefore limited to foraging behavior only.

Method comparisons

Quantitatively comparing home range estimator performance is difficult considering that the
underlying “true” home range of any individual is unknown; therefore, we must assess the rela-
tive performance of different methods based on several indicators. Based on the suggestions of
[57], we propose that the suitability of dBBMMs compared with other methods should be
based on (1) home range estimate optimization (i.e. the tradeoff between type I and type II
errors), (2) ability to classify high and low-use areas, (3) identification of general patterns of
habitat selection versus availability, and (4) insight into variation of movement and habitat
selection over spatio-temporal scales.

Additionally, a good home range estimator will produce an output that is ecologically rele-
vant for its study species. Our study species, similarly to other snakes and reptiles, is known to
use long-term shelter sites, limiting their activity and movement for the duration to only ther-
moregulation (i.e. basking to effectively digest prey items) [44]. In addition, their movement
patterns appear to be exploratory rather than directional during foraging events, as this species
is an active predator [44]. As such, we would expect an ecologically relevant home range esti-
mate to produce a small core area representing shelter sites (as very little exploration occurs at
this stage), while still producing a generally large 95% and 99% isopleth that demonstrates
their wide-ranging behavior (necessary for successful foraging).

Home range estimate optimization. In order to evaluate goodness-of-fit of all the home
range estimators, we calculate area-under-the-curve (AUC). The AUC metric has been
recently used to analytically evaluate the most appropriate estimation of home range, by calcu-
lating the proportion of pixels correctly or incorrectly classified [57]. Although it does not pro-
vide an absolute measure of goodness-of-fit, AUC offers a relative metric for comparing the
results of different estimators [58]. We calculated AUC for all methods except MCPs and KDE
hyscv using the caTools package. Following Walter et al. [58], and due to the scale dependency
of AUC evaluations, we estimated all home ranges with the same reference grid and extent.

We compared different home range estimators using boundary shape (i.e. complexity) sim-
ilarly to Stark et al. [59], to illustrate how each method under- or overestimated the home
range of our study species. As such, we calculated shape complexity (defined as perimeter/
area) for the 50, 95% and 99% isopleths for each model, excluding the MCP (which was only
used as a reference for the 95%). The tradeoff between Type I (not including areas known to
be used) and Type II errors (including areas known not to be used) is not equal across different
contours. At the 50% isopleth (typically defined as the core area) we want to minimize Type II
error, since the underlying ecological question is providing a more precise estimate on high
utilization areas. In our case, these areas should represent the short- and long-term shelter
sites of our snakes. However, for the 95% or 99% isopleths, we want to either balance both
Type I and Type II errors or skew slightly towards minimizing Type I errors; we want these
activity areas to reflect the observed variation in animal locations while still providing insight
into the potential (i.e. available) home range. Shape complexity (defined as perimeter/area)
can provide a rough indication of how well models represent different error structures, as
highly complex shapes arise from models that create tight fits around the observed relocations
(i.e. increasing Type I and minimizing Type II errors).

Classification of high and low-use areas. We calculated the size of 50%, 95% and 99%
contours for each home range estimator (excluding MCPs). The classification of areas within a
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home range can be usually broken down into two components: the core area and the activity
area. The core area is an important descriptor for an animal’s space-use patterns (i.e. area of
greater intensity use) and is usually defined ad hoc, typically as the 50% UD isopleths. This
rule is likely to lead to overestimation of core areas with most methods, but is also the most fre-
quently used in the literature [60, 61]. In this case study, it is likely that our 50% isopleths will
correspond to short- and long-term shelter sites of our snakes, and lead to smaller isopleth
sizes than other taxa due to the long stopover periods of our snakes and reptiles in general. On
the other hand, the activity area is usually defined as a 95% isopleth, and considered as an eco-
logically relevant area that eliminates outlying points (i.e. exploratory activity). To evaluate the
suitability of our activity areas, we used both the 95% and 99% isopleths, in an attempt to com-
pare their ability to connect used areas and reveal movement pathways. We also calculated
these isopleths for comparison purposes between methods and with other reptile studies.

Habitat selection versus availability. We calculated the proportion of habitats within the
50% and 99% isopleths for all home range estimators (excluding MCPs), using QGIS (version
2.18.18). By considering the proportion of each habitat within 99% contour as available, and the
proportion of each habitat within 50% contours as selected, we can potentially reveal each individu-
al’s habitat selection patterns. While this analysis is not possible with MCPs, we ran it for both
Brownian bridge methods and for KDEs. We examined these habitat preferences by calculating
the selection ratio w; = uy/a; for each habitat following Manly [62], where u; is the proportion of
used habitat and a; is the proportion of available habitat. The ratio is 1 if an individual uses an habi-
tat in relation to their availability, between 1 and 0 if they use it proportionally less than its avail-
ability, and > 1 if they use it proportionally more its availability. We ran Manly’s selection ratios
using the wideslII function in the adehabitatHS package. Variation over spatio-temporal scales.

Habitat selection is not static, and can shift across different spatial and temporal scales. As
such, we categorized our study period into six equal periods of four months each, based on
environmental data collected at SBR, and compared home ranges and movement patterns
between cold season (December-February), dry season (March-June), and rainy season (July-
November). We then calculated UDs for each season—99% isopleth values for available habi-
tat, and 50% for selected habitat—, and the home range overlap between seasons. In addition
to evaluating the temporal variation of each individual’s home range, we looked into the rela-
tionship of motion variance o7, with habitat and season, as well as a few environmental vari-
ables acquired during data collection. This analysis is only possible using the dBBMM outputs,
and it is not run for any other estimator. In theory, if the use of a particular habitat (or season)
is positively associated with %, it represents a more active behavioral state of our individuals.
As seasons correlate with the environmental variables collected, we investigated these relation-
ships with two different model sets using negative binomial Generalized Linear Mixed Models
(GLMM): one with habitat and season as fixed effects; and another with mean temperature,
maximum and minimum temperature, mean humidity and total daily rainfall as fixed effects.
We square-root transformed our response variable (6%,,) and used snake ID as a random effect
to control for individual differences for both model sets. We selected the best model according
to Akaike’s Corrected Information Criterion (AICc), and the p-value threshold as 0.05 to
determine the significant variables. We conducted all statistical analyses mentioned above in R
version 3.5.0 [52]. Values reported are means + SE.

Results
Method comparisons

Home range estimate optimization. The KDE h;scy method for bandwidth selection did
not reach convergence, and thus was excluded from AUC calculations. All other home range
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Table 1. Area-under-the-curve (AUC) and complexity, i.e. perimeter (m)/area (ha), for different methods. We calculated complexity for the 50%, 95%, and 99% iso-
pleths for KDE and the Brownian bridge methods, but only for the 95% for the MCP.

Snake ID
OPHA1
OPHA1
OPHAL1
OPHAL1
OPHA1
OPHA1
OPHA1
OPHA2
OPHA2
OPHA2
OPHA2
OPHA2
OPHA2
OPHA2

https://doi.org/10.1371/journal.pone.0203449.t001

Method

MCP

KDE h,¢
KDE hyscy
KDE hyjygin
KDE hy o
BBMM
dBBMM
MCP

KDE h,¢
KDE hyscy
KDE hpugin
KDE hyo
BBMM
dBBMM

Complexity
AUC 50% 95% 99%
N/A N/A 0.001 N/A
0.987 0.003 0.002 0.001
N/A 0.050 0.027 0.019
0.991 0.035 0.016 0.010
0.991 0.012 0.004 0.003
0.993 0.023 0.005 0.003
0.994 0.081 0.004 0.002
N/A N/A 0.001 N/A
0.986 0.033 0.016 0.012
N/A 0.002 0.001 0.001
0.992 0.028 0.016 0.011
0.994 0.008 0.003 0.003
0.997 0.027 0.010 0.006
0.997 0.044 0.006 0.004

estimators produced probability estimates that predicted presence and pseudo-absence better
than random (Table 1). For both OPHA1 and OPHA?2, the dBBMM and BBMM estimates
produced higher AUC values compared to the kernel-based methods, generally avoiding Type
I and Type II errors. The KDE h,¢ estimator showed relatively poor model performance (i.e.
lower predictive accuracy) even when compared to the manually selected h,,, indicating a sig-
nificant skew towards Type II errors.

Each method also significantly differed in shape complexity of the resulting estimates
(Table 1). The KDE hy scy produced the largest, patchiest estimates, with the longest bound-
aries relative to area (i.e. higher complexity) at the 95% and 99% isopleths, displaying the high-
est Type I errors. For each isopleth and individual, the KDE h,.¢ produced the lowest
complexity (increasing Type II errors). However, while the dBBMM offered the highest com-
plexity at the 50% isopleth level for both individuals, it showed the most significant decrease in
relative complexity at the 95% and 99%.

Classification of high and low-use areas. Different analyses produced varying home
range estimates (Table 2). Overall home range size for OPHAI was 1040.1 ha for the 99%
dBBMM isopleth (525.7 £ 102.7 ha), 631 ha for 95% (306.1 + 60.8 ha), and 4.5 ha for 50% (i.e.
core area, 3.2 + 1.4 ha). As expected, the bandwidth selection method that most resembled

Table 2. Home range size estimates for different methods. Home range sizes (in hectares) at the 50%, 95%, and 99% contours for both OPHA1 and OPHA2, calculated

using different estimators.

MCP

KDE hyer
KDE hyscv
KDE hpiug in
KDE hy0
BBMM
dBBMM

https://doi.org/10.1371/journal.pone.0203449.t002

50%
194.6
261.8

18.9

28.8
125.1

92.2

4.5

OPHA1 Home range size (ha) OPHA?2 Home range size (ha)

95% 99% 50% 95% 99%
1023.0 1195.7 236.2 1794.3 1 895.8
1011.9 1386.0 290.0 1476.1 2424.0
262.1 422.2 27.2 272.2 445.9
329.0 502.6 24.8 257.2 4244
624.0 877.9 92.6 570.8 895.7
607.3 877.8 36.9 355.1 640.9
631.7 1 040.1 13.6 500.9 940.9

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 8/20


https://doi.org/10.1371/journal.pone.0203449.t001
https://doi.org/10.1371/journal.pone.0203449.t002
https://doi.org/10.1371/journal.pone.0203449

@° PLOS | ONE

Dynamic Brownian Bridge Movement Models and king cobras

B
KDE h=100 bandwidth KDE Plug-in bandwidth
1608000 1608000 -
1607000 4 1607000 -
2 2
£ £
Z 1606000 S 1606000
1605000 1605000
1604000 ~— - . v 1604000 -— . ; .
814000 816000 818000 820000 814000 816000 818000 820000
Easting Easting
(o8 ) D .
KDE h=href bandwidth KDE h=LSCV bandwidth
1608000 1608000
1607000 1607000
(<2} (=2}
£ £
L <
5 5
=Z 1606000 4 Z 1606000 4
1605000 1605000
1604000 -— : . : 1604000 -— : . .
814000 816000 818000 820000 814000 816000 818000 820000
Easting Easting

Fig 2. Home range estimates for OPHA1 using a fixed-kernel density approach. Home range estimates for OPHA1 using KDE with (A)
manually selected bandwidth, (B) plug-in bandwidth, (C) href bandwidth, and (D) LSCV bandwidth.

https://doi.org/10.1371/journal.pone.0203449.9002

dBBMMs was KDE h; g, with 877.9 ha for 99% isopleths, 624.0 ha for 95% and 125.1 ha for
50% (see Table 2; Fig 2). For comparison purposes, we also calculated the 95% MCP (1023.0
ha). For our juvenile male, the overall 99% dBBMM isopleth was 940.9 ha (260.3 + 64.2 ha),
the 95% was 500.9 ha (125.5 + 35.2 ha), and the 50% was 13.6 ha (3.1 + 3.0 ha), while its 95%
MCP was 1794.3 ha. Similarly, OPHA2’s KDE h, o resembled dBBMM outputs the most, with
895.7% for 99% isopleths, 570.8 ha for 95% and 92.6 ha for 50% (Table 2; Fig 3).

The KDE h,¢ produced the largest estimates for both individuals (Table 2); particularly for
the juvenile, whose 99% KDE h,.¢ was 2.7 times larger than the equivalent dBBMM area and
1.3 times larger than the 99% MCP. As expected, KDE h; scy produced the smallest estimates
for both 95% and 99% activity areas. In comparison, dBBMMs generated large estimates for
the 95% and 99% areas, but the smallest 50% core areas (hyscy excluded).

Habitat selection versus availability. Each method was able to identify habitat selection
patterns, but, in some cases, for different habitats. For OPHA 1, almost all methods (excluding
dBBMM) selected DEF as proportionally more used than available (Fig 4). The DDF habitat
was selected either as proportionally more used (dBBMM, KDE h,¢) or proportionally less
used than available (KDE h;9, BBMM, KDE hyjyg in). The KDE hy gy was the only method to
display plantation forest as another habitat proportionally more used than available. In gen-
eral, the method that most closely resembled the pattern showcased by the dBBMM was KDE
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h,.r but the latter still failed to display DEF as a proportionally less used than available habitat.
All methods show agreement on the negative selection (i.e. avoidance) of agricultural fields,
human settlements and water-associated habitats.

For OPHAZ2, all methods followed the same habitat selection patterns except for one habitat
(Fig 4): while KDE hyjug.in, BBMM and KDE h,. selected HDF as more used than available, all
remaining methods (ABBMM, KDE hy ¢y and KDE h ) showed it as less used than available.
In general, all methods suggest a high preference for human settlements and agricultural fields,
and negative selection of DDF, DEF and water-associated habitats.

Variation over spatio-temporal scales. The adult male travelled longer distances than the
juvenile, although movements were more contained within its home range. OPHAL traveled
up to 4.2 km from its capture site, for a total movement path of 145,744 km. This adult male
moved an average distance of 282 m per relocation, and a maximum single movement burst of
2,273 m. OPHA2 traveled more than 9.4 km from its capture site, but with a shorter overall
movement path (68,171 km). This juvenile moved an average of 174 m per relocation, and his
maximum movement burst was 1,025 m. In addition, both individuals spent roughly half of
their time at stopover sites, i.e. short and long-term shelters (44.9% and 50.4% respectively).

Both individuals also exhibited seasonal changes in home range size, with larger activity
areas during the dry seasons, larger core areas during the rainy seasons and smaller estimated
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areas for both activity and core areas for cold seasons (S1 and S2 Tables); the rainy season also
coincided with the breeding season for the adult male. Home range (99% dBBMM) size of the
adult male, throughout the seasons, ranged from 266.7-836.3 ha, averaging 525.7 + 102.7 ha.
Seasonal core areas (50% dBBMM) for the adult male ranged from 0.2 to 9.3 ha (3.2 + 1.4 ha).
The seasonal home range size of the juvenile male ranged from 40-413.1 ha, averaging

260.3 + 64.2 ha. Core areas for the juvenile male ranged from 0.06-14.99 ha (3.10 £ 2.97 ha).
This seasonal pattern is still present, although less evident, with KDE h;0; the standard devia-
tion of the dBBMM activity areas were 251.5 and 143.6 (adult and juvenile, respectively), com-
pared to 97.2 and 129.4 ha for KDE h;, (S1 and S2 Tables).

By analyzing the Brownian motion variance (o°,,,) we were able to discern each individual’s
movement rate, both within a spatial and a temporal scale. The adult male had an average
Brownian motion variance of 45.9 + 2.4 ¢%,,, and a maximum of 948.6 ¢°,,, while the juvenile
male had an average of 21.1 + 1.5 0, and a maximum of 491.8 ¢°,,,. We observed differences
in movement patterns between OPHAland OPHAZ2; although OPHA2 covered more distance
than OPHAL1, its motion variance was generally lower, and its peaks are not as prominent (Fig
5). Throughout the adult male’s tracking period, it had four peaks above 500 ¢°,,;: three during
dry season in March of both years (i.e. breeding season), and one during August 2015 (rainy
season). The juvenile male never had peaks above 500 ¢°,,,, limiting its more intense activity
periods to five events of >300 o°,,, during its second year: once during the dry season (but out-
side of the breeding season of O. hannah), two events during the rainy season, and one during
the cold season.

After modelling the relationships between seasonality and mobility (¢,,), OPHA2 dis-
played a significant positive relationship between o”m and the dry and rainy seasons, showing
higher activity rates during these periods, while OPHA1 did not show any clear seasonal pat-
terns (S3 Table). When we looked at the relationship between o°,, and environmental variables
(54 Table), OPHA1 showed a negative association between mobility and average temperature
(i.e. lower values of ¢°,, for higher temperatures), while OPHA2 showed a positive association
with average temperature and a negative association with rainfall.

Motion variance provided additional insight for both snakes, as it identified shifts in activity
patterns based on which habitat the individual was moving through. This relationship between
mobility (0%,,) and habitat use was also modelled using GLMMs to display how dBBMM’s
motion variance is able to detect spatial patterns (S3 and S4 Tables). For OPHA1, there was a
strong negative relationship between o7, and the use of bamboo forests, DEF, HDF and MDF
These results suggest that OPHAL preferred these habitats for stopover sites (i.e. long-term
shelter sites). For OPHAZ2, there was a strong negative relationship between ¢”,,, and the use of
bamboo forests and MDF, suggesting their use for long-term shelter sites, and a strong positive
relationship with DDF, the latter suggesting higher activity levels within this habitat.

Discussion
Method comparison

Home range estimate optimization. As expected, different methods provided different
information about space-use patterns and home range size. By purely following the AUC eval-
uation, the two Brownian bridge methods (BBMM and dBBMM) were the best home range
estimators. However, one of the shortcomings of AUC is that both omission and commission
errors have equal weights [63, 64], causing models that fit closer to the realized distribution to
be favored, rather than the potential distribution. The selection of a home range estimator is
depended on the a priori research question, which needs to lead to biologically meaningful
outputs [17]. Based on both AUC and complexity (i.e. shape boundary), the dBBMM method
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Fig 5. Home range and variance estimate through time using dynamic Brownian Bridge Movement Models. The dBBMM home range
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appears to provide the best trade-off between Type I and Type II errors expected for our study
species: it avoids the inclusion of areas not used by the animal for its 50% isopleths (as we are
trying to identify potential short- and long-term shelter sites), and it avoids the removal of
areas known to be used by our animals in its 95% and 99% isopleths (to evaluate potential hab-
itats and movement corridors).

Classification of high and low-use areas. Expectedly, both MCPs and the KDE methods
incorporated large areas of unused space (Type II error), with KDE h,¢ providing the largest
estimates of 50% and 99% areas, followed by the 95% MCP. Although this large home range
estimation is valuable as an initial report of home range size, it can lead to a skewed under-
standing of the species space-use patterns and mislead any conservation output. For example,
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the 50% KDE h,.¢isopleth led to an overestimation of the core use areas for both individuals.
As one of our goals was to compare used habitat with available habitat for each individual
(50% versus 99% isopleths), overestimated core areas led to biases in our understanding of
their habitat selection. On the other hand, estimates based on KDE hyj,g.in and KDE hy gy
showed the smallest home range sizes: hpjyg.in Only estimated one core area for the adult male,
while hy scv completely underestimated the 50%, 95% or 99% areas, isolating many of its used
sites (minimized Type II errors but highly increased Type I errors). These patterns have been
confirmed at multiple studies [20, 54, 55], as KDE methods often result in highly under- and
oversmoothed home ranges. The LSCV bandwidth method, in particular, is specifically unable
to deal with dispersed geographic points [20]. KDE h, o provided a similar estimate to
BBMMs and dBBMMs, which was expected, as we selected that bandwidth to approximate the
home range size estimation to that of Brownian Bridge models. However, even with our cho-
sen bandwidth, our estimates using KDE returned a larger core area (the estimate was seven
times larger when compared to the 50% dBBMM for OPHA?2, and 28 times larger for
OPHALI), while underestimating the activity area. Even though dBBMM:s provided the smallest
50% core area estimates, it makes sense when accounting for our study species’ use of shelter
sites for extended periods of time with minimal movement or exploration of nearby areas.
These observations raise serious doubts about the use of KDE with king cobra radiotelemetry
data, even while comparing four different bandwidth selection methods. Although KDE is the
preferred home range estimator for reptiles (i.e., they do not assume sample points within the
home range boundary, something very common in most hull-based methods, and we can gen-
erate confidence intervals) [15], tit does not appear to accurately represent the home range of a
highly mobile snake species.

Row and Blouin-Demers [15] suggested using MCPs to estimate home range size, and
KDE:s to analyze particular space-use patterns within home ranges, after adjusting the smooth-
ing factor so that the 95% KDE is equal to the MCP area. Although we do agree that even in
instances when sample size is small, KDE can provide valuable data on habitat use and prefer-
ence, the fact that it does not account for time between points, or even assume autocorrelated
data, makes KDE:s less than ideal for our type of telemetry data. There are methods that
improve upon KDE (e.g., by using temporal or spatiotemporal weights, or by incorporated
autocorrelation) [29], but researchers still have to deal with this method’s sensitivity to large
sample size (i.e. number of relocations).

Habitat selection versus availability. The under- and overestimation of the 50% and 99%
isopleths in different models directly influenced the habitat selection results. One of the two
primary forest habitats (DDF), located in the core area of the biosphere reserve, shifted
between selected to not selected, while others (e.g. HDF, disturbed forested habitat common in
the study area) even shifted from selected to avoided with different home range estimators.
These results highlight how selecting a home range estimator that performs relatively poorer
to other methods can lead to radically different ecological implications. In a scenario of rapid
anthropogenic landscape changes, it is important to correctly detect if species are selecting or
avoiding primary habitats comparatively to disturbed areas. In addition, our two focus individ-
uals had different habitat selection patterns, so a study based on a bigger sample size would be
necessary to really understand overall habitat selection of our study species. We also did not
detect any patterns in each method’s ability to discern habitat selection, likely due to the high
variation of isopleth shape and sizes.

Variation over spatio-temporal scales. Each method we used was able to demonstrate
the variation in king cobra home range through time. While the area each method provided
varied dramatically, within each method the temporal change between seasons was preserved.
However, the dBBMM approach allowed a deeper investigation in temporal variation through
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motion variance ¢°,,,. The incorporation of this motion variance variable allows for direct
modeling of animal space-use and movement patterns in response to changing weather condi-
tions. For reptiles, low activity sites (reduced ¢%,,) do not necessarily correlate with low use or
least preferred areas, as they require safe, long-term shelters to digest prey items; their limited
movement and energy requirements during this time can make them more vulnerable to pred-
ators or extreme changes in temperature, and it is important for researchers to properly iden-
tify these sites. As such, our results highly support the use of dBBMMs for studies whose
primary focus is to identify temporal shifts in animal movement patterns.

Conclusions

Snake populations appear to be in widespread decline [65], so it is important to gather infor-
mation on home range, habitat use and movement patterns in order to reduce or mitigate
human-snake conflicts. As human activities alter landscapes, suitable habitat patches are often
fragmented or isolated, species with low dispersal potential are highly susceptible to local
extinction [66]. Different home range estimators will provide varying information related to
an animal’s spatial ecology; and, when choosing a method during exploratory analyses, it is
important to focus on what research questions are asked [33]. In addition, the weighting of
Type I and Type II errors varies based on the underlying objectives, as well as the type of relo-
cation data collected [17]. For our species, and comparatively to MCP and KDE methods,
dBBMMs performed better at optimizing the trade-off between Type I and Type II errors, at
displaying ecologically-based patterns in used versus available habitat, and at providing addi-
tional insights into habitat and seasonal variation. The dBBMM method was also better at dis-
playing connections between high-use sites than fixed KDE. Currently, no literature is
available on the use of dBBMMs with snakes, although they have been used for many different
species of mammals and birds [22, 67-69]. Many other home range estimation methods (e.g.,
autocorrelated KDE, LoCoH) are absent from our analyses; however, this study is not intended
as a comparison between all possible methods, but as an evaluation of the potential of
dBBMMs for reptile home range estimation and the challenges associated with estimating rep-
tile space-use.

While both MCPs and KDEs are frequently used in reptile studies [15], no consensus exists
on the most appropriate estimation method [25, 70]. Due to the extreme variation in methods
employed, and lack of standardized procedures, reproducibility of studies is generally difficult.
The multitude of advanced methods available also make it difficult for researchers to select the
appropriate methodology that best suits their study species or objective. Researchers studying
highly mobile reptile species (with higher periods of activity in between stopover periods), par-
ticularly those who actively hunt, and have appropriately well-sampled individuals, should
consider the use of dBBMMs. Even if dBBMMs do not work perfectly with certain telemetry
datasets, they can still reveal patterns that are important for conservation and management
priorities, such as habitat selection, movement and behavior patterns, and vulnerability to
anthropogenic threats. Further studies will allow us to test dBBMMs on a larger dataset of king
cobra telemetry data, potentially collect movement and behavioral data from their nesting and
breeding periods, as well as potential ontogenetic shifts and sexual dimorphism.

Supporting information

S1 Table. Seasonal variation in home range for OPHA1. Home range size estimations for
the 99% contour using a dBBMM and BBMM approach compared to sizes for KDE using a
range of bandwidths in each season.

(DOCX)

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 15/20


http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0203449.s001
https://doi.org/10.1371/journal.pone.0203449

@° PLOS | ONE

Dynamic Brownian Bridge Movement Models and king cobras

S2 Table. Seasonal variation in home range for OPHA2. Home range size estimations for
the 99% contour using a dBBMM and BBMM approach compared to sizes for KDE using a
range of bandwidths in each season.

(DOCX)

S3 Table. Results of the best Generalized linear mixed effects models (GLMM), i.e. lowest
AIC, for OPHA1 and OPHA2 testing for variation in motion variance (62m) in different
habitats and seasons. Significant values are labeled with an asterisk (*).

(DOCX)

S$4 Table. Results of the best Generalized linear mixed effects models (GLMM), i.e. lowest
AIC, testing for variation in motion variance (62m) with different environmental vari-
ables. Significant values are labeled with an asterisk (*).

(DOCX)

Acknowledgments

We thank Wildlife Reserves Singapore and National Scientific and Technological Develop-
ment Agency for supporting the project. We thank Suranaree University of Technology for
logistic support and the Department of National Parks Thailand for site access to work with a
protected Species. We thank the Nakhon Ratchasima Zoo for assistance with logistics. We
thank the National Research Council Thailand for permission to conduct research within
Thailand. All methods were carried out under the guidelines of the animal use and ethics com-
mittee of SUT. The Thailand Institute of Scientific and Technological Research (TISTR) and
Sakaerat Environmental Research Station (SERS) provided site access and technical support
throughout the project. Additional thanks must go to the many volunteers who made this proj-
ect possible, as well as to the SERS staff who assisted on a daily basis.

Author Contributions

Conceptualization: Matthew Crane, Pongthep Suwanwaree, Colin Strine.
Data curation: Inés Silva, Matthew Crane.

Formal analysis: Inés Silva, Matthew Crane.

Funding acquisition: Pongthep Suwanwaree, Colin Strine.

Investigation: Matthew Crane, Colin Strine.

Methodology: Matthew Crane, Colin Strine.

Project administration: Pongthep Suwanwaree, Colin Strine, Matt Goode.
Resources: Matt Goode.

Software: Colin Strine.

Supervision: Pongthep Suwanwaree.

Validation: Matthew Crane, Matt Goode.

Visualization: Inés Silva, Matthew Crane.

Writing - original draft: Inés Silva, Matthew Crane, Colin Strine.

Writing - review & editing: Inés Silva, Matthew Crane, Pongthep Suwanwaree, Colin Strine,
Matt Goode.

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 16/20


http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0203449.s002
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0203449.s003
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0203449.s004
https://doi.org/10.1371/journal.pone.0203449

@° PLOS | ONE

Dynamic Brownian Bridge Movement Models and king cobras

References

1.

10.

11.

12.

13.

14.

15.

16.
17.

18.

19.

20.

21,

22,

Gurarie E, Andrews RD, Laidre KL. A novel method for identifying behavioural changes in animal move-
ment data. Ecol Lett. 2009; 12: 395-408. https://doi.org/10.1111/j.1461-0248.2009.01293.x PMID:
19379134

Cagnacci F, Focardi S, Ghisla A, van Moorter B, Merrill EH, Gurarie E, et al. How many routes lead to
migration? Comparison of methods to assess and characterize migratory movements. J Anim Ecol.
2016; 85: 54-68. https://doi.org/10.1111/1365-2656.12449 PMID: 26412564

Clobert J, Danchin E, Dhondt AA, Nichols JD. Dispersal. 1st ed. Oxford: Oxford University Press;
2001.

Boyce MS, Pitt J, Northrup JM, Morehouse AT, Knopff KH, Cristescu B, et al. Temporal autocorrelation
functions for movement rates from global positioning system radiotelemetry data. Philos Trans R Soc
Lond B Biol Sci. 2010; 365: 2213-2219. https://doi.org/10.1098/rstb.2010.0080 PMID: 20566498

Gavin MC, Solomon JN, Blank SG. Measuring and monitoring illegal use of natural resources. Conserv
Biol. 2010; 24: 89-100. https://doi.org/10.1111/j.1523-1739.2009.01387.x PMID: 20015259

StJohn FAV., Keane AM, Edwards-Jones G, Jones L, Yarnell RW, Jones JPG. Identifying indicators of
illegal behaviour: carnivore killing in human-managed landscapes. Proc R Soc B. 2011; 279: 804-812.
https://doi.org/10.1098/rspb.2011.1228 PMID: 21795272

Coffin AW. From roadkill to road ecology: A review of the ecological effects of roads. J Transp Geogr.
2007; 15: 396-406.

Mateo-Tomas P, Olea PP, Sanchez-Barbudo IS, Mateo R. Alleviating human-wildlife conflicts: Identify-
ing the causes and mapping the risk of illegal poisoning of wild fauna. J Appl Ecol. 2012; 49: 376-385.

Kie JG, Matthiopoulos J, Fieberg J, Powell RA, Cagnacci F, Mitchell MS, et al. The home-range con-
cept: are traditional estimators still relevant with modern telemetry technology? Philos Trans R Soc
Lond B Biol Sci. 2010; 365: 2221-31. https://doi.org/10.1098/rstb.2010.0093 PMID: 20566499

Latham ADM, Cecilia Latham M, Anderson DP, Cruz J, Herries D, Hebblewhite M. The GPS craze: Six
questions to address before deciding to deploy GPS technology on wildlife. N Z J Ecol. 2015; 39: 143—
152.

Hart KM, Cherkiss MS, Smith BJ, Mazzotti FJ, Fujisaki |, Snow RW, et al. Home range, habitat use, and
movement patterns of non-native Burmese pythons in Everglades National Park, Florida, USA. Anim
Biotelemetry. 2015; https://doi.org/10.1186/s40317-015-0022-2

Smith BJ, Hart KM, Mazzotti FJ, Basille M, Romagosa CM. Evaluating GPS biologging technology for
studying spatial ecology of large constricting snakes. Anim Biotelemetry. 2018; https://doi.org/10.1186/
s40317-018-0145-3

Hebblewhite M, Haydon DT. Distinguishing technology from biology: a critical review of the use of GPS
telemetry data in ecology. Philos Trans R Soc B Biol Sci. 2010; 365: 2303-2312.

Glasby L, Yarnell RW. Evaluation of the performance and accuracy of Global Positioning System bug
transmitters deployed on a small mammal. Eur J Wildl Res. 2013; 59: 915-919.

Row JR, Blouin-Demers G. Kernels Are Not Accurate Estimators of Home-range Size for Herpetofauna.
Copeia. 2006; 2006: 797-802.

Worton BJ. A review of models of home range for animal movement. Ecol Modell. 1987; 38: 277-298.

Fieberg J, Borger L. Could you please phrase “home range” as a question? J Mammal. 2012; https://
doi.org/10.1644/11-MAMM-A-270.1

Downs JA, Horner MW. Effects of Point Pattern Shape on Home-Range Estimates. J Wildl Manage.
2008; 72: 1813-1818.

Millspaugh JJ, Kesler DC, Kays RW, Gitzen RA, Schulz JH, Belant JL, et al. Wildlife radio-tracking and
remote monitoring. Telemetry in Wildlife Science, ENVIS Bulltein: Wildlife & Protected Areas Vol 13 No
1.1999. pp. 20-30.

Hemson G, Johnson P, South A, Kenward R, Ripley R, Mcdonald D. Are kernels the mustard? Data
from global positioning system (GPS) collars suggests problems for kernel home-range analyses with
least-squares cross-validation. J Anim Ecol. 2005; 74: 455—-463.

Horne JS, Garton EO. Likelihood cross-validation versus least squares cross-validation for choosing
the smoothing parameter in kernel home-range analysis. J Wildl Manage. 2006; 70: 641-648.

Byrne ME, Clint Mccoy J, Hinton JW, Chamberlain MJ, Collier BA. Using dynamic Brownian bridge
movement modelling to measure temporal patterns of habitat selection. J Anim Ecol. 2014; 83: 1234—
1243. https://doi.org/10.1111/1365-2656.12205 PMID: 24460723

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 17/20


https://doi.org/10.1111/j.1461-0248.2009.01293.x
http://www.ncbi.nlm.nih.gov/pubmed/19379134
https://doi.org/10.1111/1365-2656.12449
http://www.ncbi.nlm.nih.gov/pubmed/26412564
https://doi.org/10.1098/rstb.2010.0080
http://www.ncbi.nlm.nih.gov/pubmed/20566498
https://doi.org/10.1111/j.1523-1739.2009.01387.x
http://www.ncbi.nlm.nih.gov/pubmed/20015259
https://doi.org/10.1098/rspb.2011.1228
http://www.ncbi.nlm.nih.gov/pubmed/21795272
https://doi.org/10.1098/rstb.2010.0093
http://www.ncbi.nlm.nih.gov/pubmed/20566499
https://doi.org/10.1186/s40317-015-0022-2
https://doi.org/10.1186/s40317-018-0145-3
https://doi.org/10.1186/s40317-018-0145-3
https://doi.org/10.1644/11-MAMM-A-270.1
https://doi.org/10.1644/11-MAMM-A-270.1
https://doi.org/10.1111/1365-2656.12205
http://www.ncbi.nlm.nih.gov/pubmed/24460723
https://doi.org/10.1371/journal.pone.0203449

@° PLOS | ONE

Dynamic Brownian Bridge Movement Models and king cobras

23.

24,

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42,

43.

44,

45.

Fieberg J. Utilization Distribution Estimation Using Weighted Kernel Density Estimators. J Wildl Man-
age. 2007; 71: 1669-1675.

Bauder JM, Breininger DR, Bolt MR, Legare ML, Jenkins CL, McGarigal K. The role of the bandwidth
matrix in influencing kernel home range estimates for snakes using VHF telemetry data. Wildl Res.
2015; 42: 437-453.

Walter WD, Fischer JW, Baruch-mordo S, Vercauteren KC. What is the proper method to delineate
home range of an animal using today’s advanced GPS telemetry systems: The initial step. In: Krejcar
Ondrej, editor. Modern telemetry. InTech; 2011. pp. 249-268.

Horne JS, Garton EO, Krone SM, Lewis JS. Analyzing animal movements using Brownian bridges.
Ecology. 2007; 88: 2354-2363. PMID: 17918412

Benhamou S. Dynamic approach to space and habitat use based on biased random bridges. PLoS
One. 2011; 6. https://doi.org/10.1371/journal.pone.0014592 PMID: 21297869

Fleming CH, Fagan WF, Mueller T, Olson KA, Leimbruber P, Calabrese JM. Rigorous home range esti-
mation with movement data: a new autocorrelated kernel density estimator. Ecology. 2015; 96: 1182—
1188. PMID: 26236833

Katajisto J, Moilanen A. Kernel-based home range method for data with irregular sampling intervals.
Ecol Modell. 2006; 194: 405-413.

Tracey JA, Sheppard J, Zhu J, Wei F, Swaisgood RR, Fisher RN. Movement-Based estimation and
visualization of space use in 3D for wildlife ecology and conservation. PLoS One. 2014; 9.

Downs JA, Horner MW. Analysing infrequently sampled animal tracking data by incorporating general-
ized movement trajectories with kernel density estimation. Comput Environ Urban Syst. Elsevier Ltd;
2012; 36: 302-310.

Lyons AJ, Turner WC, Getz WM. Home range plus: a space-time characterization of movement over
real landscapes. Mov Ecol. 2013; 1: 1-14. https://doi.org/10.1186/2051-3933-1-1

Gurarie E, Bracis C, Delgado M, Meckley TD, Kojola |, Wagner CM. What is the animal doing? Tools for
exploring behavioural structure in animal movements. J Anim Ecol. 2016; 85: 69-84. https://doi.org/10.
1111/1365-2656.12379 PMID: 25907267

Nicholson KL, Arthur SM, Horne JS, Garton EO, Del Vecchio PA. Modeling caribou movements: Sea-
sonal ranges and migration routes of the central arctic herd. PLoS One. 2016; 11.

Moriarty KM, Epps CW, Zielinski WJ. Forest thinning changes movement patterns and habitat use by
Pacific marten. J Wildl Manage. 2016; 80: 621—-633.

Bamford AJ, Diekmann M, Monadjem A, Mendelsohn J. Ranging behaviour of Cape Vultures Gyps
coprotheres from an endangered population in Namibia. Bird Conserv Int. 2007; 17: 331-339.

Vergara PM, Soto GE, Moreira-Arce D, Rodewald AD, Meneses LO, Pérez-Hernandez CG. Foraging
behaviour in magellanic woodpeckers is consistent with a multi-scale assessment of tree quality. PLoS
One. 2016; 11: 1-22.

Panzacchi M, Van Moorter B, Strand O, Saerens M, Kiviméki |, St. Clair CC, et al. Predicting the contin-
uum between corridors and barriers to animal movements using Step Selection Functions and Random-
ized Shortest Paths. J Anim Ecol. 2016; 85: 32—42. https://doi.org/10.1111/1365-2656.12386 PMID:
25950737

Schick RS, Loarie SR, Colchero F, Best BD, Boustany A, Conde DA, et al. Understanding movement
data and movement processes: Current and emerging directions. Ecol Lett. 2008; 11: 1338—1350.
https://doi.org/10.1111/j.1461-0248.2008.01249.x PMID: 19046362

Kranstauber B, Kays R, Lapoint SD, Wikelski M, Safi K. A dynamic Brownian bridge movement model
to estimate utilization distributions for heterogeneous animal movement. J Anim Ecol. 2012; 81: 738—
746. https://doi.org/10.1111/j.1365-2656.2012.01955.x PMID: 22348740

Morales JM, Haydon DT, Frair J, Holsinger KE, Fryxell JM. Extracting more out of relocation data: Build-
ing movement models as mixtures of random walks. Ecology. 2004; 85: 2436—2445. https://doi.org/10.
1890/03-0269

Jonsen ID, Flemming JM, Myers RA. Robust State-Space Modeling of Animal Movement Data. Ecol-
ogy. 2005; 86: 2874—-2880.

McClintock BT, King R, Thomas L, Matthiopoulous J, McConnell BJ, Morales JM. A general modelling
framework for animal movement and migration using multistate random walks. 2012; 82: 1-52.

Bhaisare D, Ramanuj V, Shankar P. Observations on a Wild King Cobra (Ophiophagus hannah), with
Emphasis on Foraging and Diet. IRCF Reptil Amphib. 2010; 17: 95-102.

Lamotte S, Gajaseni J, Malaisse F. Structure diversity in three forest types of north-eastern Thailand
(Sakaerat Reserve, Pak Tong Chai). Biotechnol Agron Soc Environ. 1998; 2: 192-202.

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 18/20


http://www.ncbi.nlm.nih.gov/pubmed/17918412
https://doi.org/10.1371/journal.pone.0014592
http://www.ncbi.nlm.nih.gov/pubmed/21297869
http://www.ncbi.nlm.nih.gov/pubmed/26236833
https://doi.org/10.1186/2051-3933-1-1
https://doi.org/10.1111/1365-2656.12379
https://doi.org/10.1111/1365-2656.12379
http://www.ncbi.nlm.nih.gov/pubmed/25907267
https://doi.org/10.1111/1365-2656.12386
http://www.ncbi.nlm.nih.gov/pubmed/25950737
https://doi.org/10.1111/j.1461-0248.2008.01249.x
http://www.ncbi.nlm.nih.gov/pubmed/19046362
https://doi.org/10.1111/j.1365-2656.2012.01955.x
http://www.ncbi.nlm.nih.gov/pubmed/22348740
https://doi.org/10.1890/03-0269
https://doi.org/10.1890/03-0269
https://doi.org/10.1371/journal.pone.0203449

@° PLOS | ONE

Dynamic Brownian Bridge Movement Models and king cobras

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

Sutthivanich I. Integration of landscape ecology metrics with remotely sensed data for forest restoration
and management in Sakaerat Biosphere Reserve, Nakhon Ratchasima, Thailand. PhD Thesis, Sura-
naree University of Technology. 2012. Available from: http://sutir.sut.ac.th:8080/sutir/bitstream/
123456789/4538/2/F ulltext.pdf

Stuart B, Wogan G, Grismer L, Auliya M, Inger RF, Lilley R, et al. Ophiophagus hannah. 2012 [cited 1
October 2017]. In: The IUCN Red List of Threatened Species 2012 [Internet]. Available from: http://
www.iucnredlist.org/details/177540/0

Barve S, Bhaisare D, Giri A. A preliminary study on translocation of “rescued” King Cobras (Ophiopha-
gus hannah). Hamadryad. 2013; 36: 80-86.

Rao C, Talukdar G, Choudhury BC, Shankar G, Whitaker R, Goode M. Habitat use of King Cobra
(Ophiophagus hannah) in a heterogeneous landscape matrix in the tropical forests of the Western
Ghats, India. Hamadryad. 2013; 36: 69—79.

Kranstauber B, Smolla M, Scharf AK. move: Visualizing and analyzing animal track data. R package
version 3.0.1. 2017: http://CRAN.R-project.org/package=move.

Nielson RM, Sawyer H., McDonald TL. BBMM: Brownian bridge movement model for estimating the
movement path of an animal using discrete location data. R package version 3.0. 2013: hitp://CRAN.R-
project.org/package=BBMM.

R Core Development Team (2017) R: A language and environment for statistical computing. Vienna,
Austria, URL http://www.R-project.org: R Foundation for Statistical Computing.

Signer J, Balkenhol N. Reproducible home ranges (rhr): A new, user-friendly R package for analyses of
wildlife telemetry data. Wildl Soc Bull. 2015; 39: 358—-363.

Worton BJ. Kernel Methods for Estimating the Utilization Distribution in Home-Range Studies. Ecology.
1989; 70: 164—168.

Worton BJ. Using Monte Carlo simulation to evaluate kernel-based home range estimators. J Wildl
Manage. 1995; 59: 794-800.

Seaman DE, Millspaugh JJ, Kernohan BJ, Brundige GC, Raedeke KJ, Gitzen RA. Effects of sample
size on kernel home range estimates. J Wildl Manage. 1999; 63: 739-747.

Cumming GS, Cornélis D. Quantitative comparison and selection of home range metrics for telemetry
data. Divers Distrib. 2012; 18: 1057—-1065. https://doi.org/10.1111/j.1472-4642.2012.00908.x

Walter WD, Onorato DP, Fischer JW. Is there a single best estimator? Selection of home range estima-
tors using area-under-the-curve. Mov Ecol. 2015; 3: 1-11. https://doi.org/10.1186/s40462-015-0028-7

Stark DJ, Vaughan IP, Saldivar DAR, Nathan SKSS, Goossens B. Evaluating methods for estimating
home ranges using GPS collars: A comparison using proboscis monkeys (Nasalis larvatus). PLoS One.
2017; https://doi.org/10.1371/journal.pone.0174891 PMID: 28362872

Samuel MD, Pierce DJ, Garton EO. Identifying areas of concentrated use within the home range. J
Anim Ecol. 1985; 54: 711-719.

Wilson RR, Hooten MB, Strobel BN, Shivik JA. Accounting for Individuals, Uncertainty, and Multiscale
Clustering in Core Area Estimation. J Wildl Manage. 2010; https://doi.org/10.2193/2009-490

Manly BF, McDonald L, Thomas DL, McDonald TL, Erickson WP. Resource selection by animals: sta-
tistical design and analysis for field studies. Springer Science & Business Media; 2007 May 8.

Lobo JM, Jiménez-Valverde A, Real R. AUC: A misleading measure of the performance of predictive
distribution models. Global Ecology and Biogeography. 2008. https://doi.org/10.1111/j.1466-8238.
2007.00358.x

Peterson AT, Papes M, Soberdn J. Rethinking receiver operating characteristic analysis applications in
ecological niche modeling. Ecol Modell. 2008; https://doi.org/10.1016/j.ecolmodel.2007.11.008

Reading CJ., Luiselli LM., Akani GC., B X., Amore G., B J.M., et al. Are snake populations in widespread
decline? Biol Lett. 2010; 6: 777—780. https://doi.org/10.1098/rsbl.2010.0373 PMID: 20534600

Parvinen K. Adaptive responses to landscape disturbances: theory. In: Ferriére R, Dieckmann U, Cou-
vet D, editors. Evolutionary conservation biology. Cambridge: Cambridge University Press; 2004. pp.
265-283.

Lai S, Béty J, Berteaux D. Spatio—temporal hotspots of satellite—tracked arctic foxes reveal a large
detection range in a mammalian predator. Mov Ecol. 2015; 3: 1-10. https://doi.org/10.1186/s40462-
015-0028-7

Palm EC, Newman SH, Prosser DJ, Xiao X, Ze L, Batbayar N, et al. Mapping migratory flyways in Asia
using dynamic Brownian bridge movement models. Mov Ecol. 2015; 3: 3. https://doi.org/10.1186/
s40462-015-0029-6 PMID: 25709838

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 19/20


http://sutir.sut.ac.th:8080/sutir/bitstream/123456789/4538/2/Fulltext.pdf
http://sutir.sut.ac.th:8080/sutir/bitstream/123456789/4538/2/Fulltext.pdf
http://www.iucnredlist.org/details/177540/0
http://www.iucnredlist.org/details/177540/0
http://CRAN.R-project.org/package=move
http://CRAN.R-project.org/package=BBMM
http://CRAN.R-project.org/package=BBMM
http://www.R-project.org:
https://doi.org/10.1111/j.1472-4642.2012.00908.x
https://doi.org/10.1186/s40462-015-0028-7
https://doi.org/10.1371/journal.pone.0174891
http://www.ncbi.nlm.nih.gov/pubmed/28362872
https://doi.org/10.2193/2009-490
https://doi.org/10.1111/j.1466-8238.2007.00358.x
https://doi.org/10.1111/j.1466-8238.2007.00358.x
https://doi.org/10.1016/j.ecolmodel.2007.11.008
https://doi.org/10.1098/rsbl.2010.0373
http://www.ncbi.nlm.nih.gov/pubmed/20534600
https://doi.org/10.1186/s40462-015-0028-7
https://doi.org/10.1186/s40462-015-0028-7
https://doi.org/10.1186/s40462-015-0029-6
https://doi.org/10.1186/s40462-015-0029-6
http://www.ncbi.nlm.nih.gov/pubmed/25709838
https://doi.org/10.1371/journal.pone.0203449

o @
@ : PLOS | ONE Dynamic Brownian Bridge Movement Models and king cobras

69. Mojica EK, Watts BD, Turrin CL. Utilization probability map for migrating bald eagles in northeastern
North America: A tool for siting wind energy facilities and other flight hazards. PLoS One. 2016; 11: 1—
11.

70. Laver PN, Kelly MJ. A Critical Review of Home Range Studies. J Wildl Manage. 2008; 72: 290-298.

PLOS ONE | https://doi.org/10.1371/journal.pone.0203449 September 18,2018 20/20


https://doi.org/10.1371/journal.pone.0203449

