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Derivation and culture of small hepatocyte progenitor cells (SHPCs) capable of proliferating in vitro has been described
in rodents and recently in humans. These cells are capable of engrafting in injured livers, however, they display de-
differentiated morphology and reduced xenobiotic metabolism activity in culture over passages. Here we report that
SHPCs derived from adult primary human hepatocytes (PHHs) and cultured on mouse embryonic fibroblasts (MEFs)
not only display differentiated morphology and exhibit gene expression profiles similar to adult PHHs, but impor-
tantly, they retain their phenotype over several passages. Further, unlike previous reports, where extensive manipula-
tions of culture conditions are required to convert SHPCs to metabolically functional hepatocytes, SHPCs in our co-
culture system maintain expression of xenobiotic metabolism-associated genes. We show that SHPCs in co-culture
are able to perform xenobiotic metabolism at rates equal to their parent PHHs as evidenced by the metabolism of acet-
aminophen to all of its major metabolites. In summary, we present an improved co-culture system that allows gener-
ation of SHPCs from adult PHHs that maintain their differentiated phenotype over multiple passages. Our findings

would be useful for expansion of limited PHHs for use in studies of drug metabolism and toxicity testing.

Studies in rats have demonstrated that the restoration of tissue mass in
injured livers can be achieved through either proliferation of mature hepa-
tocytes (Grisham, 1962) or, under impaired cell division, through the ex-
pansion of a population of hepatocytes called small hepatocyte progenitor
cells (SHPCs) (Best and Coleman, 2010). SHPCs have also been successfully
isolated and grown ex vivo from hepatocytes obtained from adult rat livers
(Mitaka et al., 1999). In culture, SHPCs present a differentiated morphology
reminiscent of mature hepatocytes and, upon transplantation, engraft and
heal inured rat livers (Gordon et al., 2002; Ichinohe et al., 2012). These
cells are characterized by the expression of CD44 (Kon et al., 2006) and
have also been isolated and grown in vitro from mouse livers (Katsuda
etal., 2017). SHPCs have been shown to originate from mature hepatocytes
(Avril et al., 2004) possibly through their transition to a biphenotypic,
stem-like state, indicated by the concurrent expression of cholangiocyte

markers. Recently, SHPCs have also been derived from primary human hepa-
tocytes (PHHSs) that show engraftment in mouse livers (Zhang et al., 2018)
and are capable of supporting human hepatitis B virus infection (Fu et al.,
2019), however these cells display diminished metabolic activity over pas-
sages. Human SHPCs have been shown to reconvert to a metabolically active
state after treatment with specialized conditions, but these cells can only be
derived from PHHs obtained from infant livers (Katsuda et al., 2019).

Here we report that culturing adult human donor liver-derived PHHs on
mouse embryonic fibroblasts (MEFs) gives rise to CD44 " SHPC colonies
that not only have high proliferative capacity, but also exhibit a differentiated
morphology and xenobiotic metabolic activity. Co-cultured SHPCs display
gene expression profiles similar to adult PHHs and, importantly, they retain
their phenotype over multiple passages. Further, these cells in our co-culture
system are capable of performing xenobiotic metabolism at rates equivalent
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to fully differentiated adult PHHs. Since PHHs are limited, their expansion in
culture and, importantly, the preservation of differentiated phenotype over
passages will be of great importance. These differentiated SHPCs would be
useful in drug discovery, toxicity testing, and modeling liver diseases. They
could also potentially be used for cellular transplantation, as a bridge to
organ transplant, or for correction of liver diseases (Yovchev et al., 2014).

1. Materials and methods
1.1. Cell culture

Cryopreserved adult liver-derived primary human hepatocytes were
purchased from Thermo Fisher (donor data detailed in Supplementary
Table 1) and cultured on MEFs. MEFs were obtained from E13.5 embryos
of time pregnant CD-1 female mice purchased from Charles River Laborato-
ries. MEFs were cultured to passage 1 (p1) to passage 3 (p3) in growth me-
dium (1 x DMEM, 10 X heat inactivated fetal bovine serum (FBS), 1 X
nonessential amino acids) and irradiated with a dose of 80Gy using a
Mark I 137Cs irradiator (from J. L. Shepherd and Associates). Irradiated
MEFs were seeded onto 0.1% gelatin coated plates at a concentration of
1.8 x 10° cells/mL to be used for culturing SHPCs. SHPC medium was
E6 based (Chen et al., 2011) and contained Dexamethasone (1 pM), epider-
mal growth factor (100 ng/ml), Oncostatin M (10 pg/ml), 20% FBS, insulin
(2 pl/ml), Nicotinamide (100 mM), Y27632 (10 uM), A-083 (0.5 pM),
CHIR99021 (3 pM), and N2 and B27 (both at 1 x). SHPCs were passaged
by dissociation with 10 X Trypsin-EDTA (Sigma-Aldrich) and split 1:2
every 3 days with daily feeding. The SHPCs were not sorted from the
MEFs during passaging. After trypsinization for 5 min in a 37 °C incubator,
trypsin was neutralized with SHPC medium. Next, all the cells (SHPCs,
MEFs) were pipetted up and down and transferred to a 50 ml centrifuge
tube and allowed to settle for 5 min. The supernatant containing mostly
SHPCs were then seeded on new MEF plates leaving majority of the feeder
cells at the bottom of the centrifuge tube. Importantly, MEFs were plated
24 h prior to SHPC seeding. Primary human cholangiocytes were obtained
from Celprogen Stem Cell Research and Therapeutics and cultured as per
manufacturer's guidelines. HepG2 cells (ATCC) were cultured in
DMEM-F12 supplemented with 10% FBS on Matrigel coated plates to
40% and 80% confluency prior to RNA isolation (low and high density
respectively). Total RNA from human fetal liver tissue was purchased
from Clonetech. 6-carboxyfluorescein diacetate (6-CFDA, Sigma Aldrich)
metabolism assay to visualize bile canaliculi was performed following
Ardalani et al. (2019) with modifications. SHPCs were incubated with
6-CFDA and DAPI (4’,6-diamidino-2-phenylindole) (Thermo Fisher),
washed with PBS and imaged immediately to minimize loss of the excreted
fluorogenic carboxy fluorescein (6-CF) through diffusion into the surround-
ing medium. To reduce this diffusion as well as background fluorescence,
the PBS was aspirated off prior to imaging.

1.2. Gene expression analyses

Total RNA from cells were isolated with RNeasy Plus kit (QIAGEN), and
sequencing libraries were prepared following the LM-seq protocol (Hou
et al.,, 2015). Bioinformatic analyses of gene expression levels were
performed using the following packages: normalization was performed
with EB-Seq (Leng et al., 2015); clustering (K-Means) with R v3.6.1; and
PCA and elbowing with factoextra v1.0.5 in R package (https://
rdocumentation.org). Gene enrichment analysis was performed with
ConsensusPathDB (Kamburov et al., 2011; Kamburov et al., 2009). We
added one to the expected counts and then Log2 transformed them. We
then used this normalized data to generate line graphs. For correlation
plots, we kept only the first 2 significant digits of each expression value be-
fore making the plots. We used Spearman's rank correlation coefficient to
find the correlation between the samples. All RNA_Seq data have been sub-
mitted to the GEO database (accession number GSE157791).
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1.3. Acetaminophen metabolism study

SHPCs were separated from MEFs by magnetic-activated cell sorting
(MACS) using anti-CD44 conjugated magnetic beads (Miltenyi Biotec).
PHHs, HepG2 cells, and sorted SHPCs were resuspended in E6 medium con-
taining 10 mM acetaminophen (Sigma-Aldrich) and incubated at 37 °C for
an hour. Post incubation, cellular media was stored at —80 °C and later
thawed, protein precipitated, and metabolites generated were quantified
by LC/MS/MS using the standard curves of spike metabolites. Details of
mass spectrometry methodology are described in the Supplementary data
section. All standards used in this study were provided by Dr. Chris
Bradfield, McArdle Laboratories, University of Wisconsin-Madison and
validated by the m/z ratio.

2. Results
2.1. SHPCs on MEFs display differentiated phenotype

1 x 10° cryopreserved PHHs were seeded per 9.6 cm? in plates coated
with Matrigel (Corning Life Sciences) from Donor 1 (donor data detailed in
Supplementary Table 1). To induce generation of SHPCs, we tried combina-
tions of small molecules and growth factors that have been reported for
SHPC generation from mouse (Katsuda et al., 2017) and rat (Mitaka et al.,
1999) in E6 medium (Chen et al., 2011) with PHHs obtained from Donor 1.
The mouse or rat media components alone or in combination failed to gener-
ate SHPC colonies. The introduction of N2 and B27, supplements that support
adult stem cell culture, was successful in producing SHPC colonies between
day 7 to 10 post plating. N2 has 5 (Nagy et al., 2006) and B27 has 20 compo-
nents (Brewer et al., 1993) and both have traditionally been used for neuronal
cultures (Brewer and Cotman, 1989; Brewer et al., 1993) and neural lineage
differentiation from pluripotent stem cells (Brewer et al., 1993; Dhara et al.,
2008; Li et al., 1998). However, our rationale in using these supplements in
our medium stems from their successful use in hepatoblast generation
(Zhang et al., 2015) as hepatoblasts and hepatic progenitor cells are hypoth-
esized to be similar, sharing expression of CD44 (Yovchev et al., 2007).
SHPCs morphologically resembled PHHs in monolayer culture, except they
were smaller than primary cells (between 8 and 20 pm compared to ~30
pum of PHHs in monolayer culture). Though the cells in the middle of the col-
ony displayed typical differentiated hepatocyte morphology with bile canalic-
ular structures, these colonies did not display a tight boundary as seen in rat
SHPC colonies, and cells at the periphery of our colonies displayed a de-
differentiated morphology (Supplementary Fig. 1a). Further, upon passaging,
the dedifferentiated cells took over and the colonies lost the bile canalicular
network (Supplementary Fig. 1b, donor 1, p1). Differentiated hepatocyte
morphology is associated with hepatocyte-specific functions in rats
(Arterburn et al., 1995), and hence we explored ways of generating SHPCs
that would display tight colonies with differentiated morphology.

Mouse SHPCs have been reported to proliferate rapidly while maintaining
their differentiated morphology and having well-defined boundaries when
co-cultured in direct contact with MEFs (Zhou et al., 2019). We next explored
derivation of human SHPCs by seeding cryopreserved PHHs on MEF plates
using the previous medium that gave rise to SHPCs on Matrigel. Between 7
and 10 days post plating, SHPC colonies were observed to emerge and no
new colonies were produced after 14 days post-plating. At this time 56 * 2
colonies were observed/10° PHHs plated and contained 50 = 10 cells/col-
ony (donor 1). These colonies exhibited the tight, well-differentiated clusters
of smaller sized hepatocytes reminiscent of rat SHPC colonies (Fig. 1a). Adult
PHH-derived SHPCs on MEFs displayed typical polarized hepatocyte mor-
phology with prominent bile canaliculi. To ascertain formation of functional
bile canaliculi, we performed 6-carboxyfluorescein diacetate (6-CFDA) me-
tabolism assay. 6-CFDA is taken up by hepatocytes, where intracellular ester-
ase metabolizes it into 6-CF (carboxy fluorescein, green fluorescent) and is
excreted through bile canaliculi (Lin et al., 2016b). Fig. 1b shows an SHPC
colony (donor 1, pl) in phase contrast (top) and its excretion of 6-CF in the
canalicular space (bottom), marked by arrows. The network-like pattern
seen is typically observed in CFDA staining of polarized hepatocytes in
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sandwich cultures. Primary rat hepatocytes have been shown to retain their
differentiated morphology for extended periods of time and form extensive
canalicular networks in collagen (LeCluyse et al., 1994) and heparin-PEG hy-
drogel (Elena Foster et al., 2015) sandwich cultures. However, in our culture
system without any overlay, the fluorogenic 6-CF excreted by the SHPCs rap-
idly diffused into the surrounding medium leaving scattered pockets of fluo-
rescence prompting us to image the cells immediately after washing. We
postulate that encapsulation of the bile canaliculi in sandwich cultures hin-
ders diffusion of 6-CF into the surrounding medium resulting in a better
and more complete visualization of the canalicular network. The feeder
MEFs around the SHPCs display fluorescence as they do not excrete the
dye. Further, expression of hepatocyte, hepatic progenitor, and xenobiotic
metabolism-associated genes were higher in SHPCs cultured on MEFs com-
pared to those cultured on Matrigel (both from donor 1, p1, Fig. 1c).

The SHPC colonies were passaged on day 14 post PHH plating. They
doubled every 3 days thereafter and were passaged at 3-day intervals at
1:2 ratio by dissociating in 10 X Trypsin-EDTA and reseeding on fresh
MEF plates. They could be frozen in SHPC medium supplemented with
serum and DMSO and successfully cultured after being thawed. We froze
SHPCs after magnetically sorting them with microbeads conjugated to
CD44 antibody. After thawing, cells were 60 + 3% viable and when plated
gave rise to differentiated looking colonies (donor 1, Fig. 1d).

We next characterized SHPCs along with their parental PHHs (from
Donors 2 and 3) in MEF co-culture via whole transcriptome sequencing
(Supplementary Table 2) and bioinformatic analyses. Elbow method
(Thorndike, 1953) identified 5 clusters to ideally represent the whole
RNA-Seq dataset (elbow plot in Supplementary Fig. 2). Clustering with K
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= 5 grouped the SHPCs derived from different donors (as well as different
passages) together, close to their parental adult PHHs, whereas control
HepG2 (a hepatoma-derived undifferentiated cell line), human fetal liver
tissue and cholangiocytes grouped separately (Fig. 1e). We included
cholangiocytes in our analysis since SHPCs have been postulated to repre-
sent a biphenotypic nature as they express cholangiocyte markers CK-7
and CK-19. We also included HepG2s grown at different densities as expres-
sion of xenobiotic metabolism-associated genes in cultured hepatocytes are
a function of their confluency (Hamilton et al., 2001). Further, whole ge-
nome PCA analysis also grouped the SHPCs together, close to adult PHHs
(Fig. 1f), away from control HepG2, fetal liver, and cholangiocytes. Cluster-
ing of SHPCs derived from different donors together suggests they share a
unique phenotype that is closer to, but not entirely similar to, differentiated
adult cells.

2.2. SHPCs on MEFs maintain differentiated phenotype over multiple passages

To investigate whether SHPCs on MEFs can retain their differentiated
phenotype over prolonged passaging, we performed RNA-Seq on SHPCs
through multiple passages as well as the parental uncultured PHH (Donor
1) from which they were derived (Supplementary Table 3). SHPCs showed
a doubling time of 3 days and were cultured for 7 passages (2 doublings),
and they continued to grow exponentially even after p7. The SHPC colonies
on MEFs displayed differentiated and polarized morphology at p7 that were
cultured for over a month akin to cells at pO (Fig. 2a and b). Spearman's
rank-order correlation analysis of whole transcriptome RNA-Seq data of
these cells showed a correlation of 0.56 between the parental PHH and

Fig. 1. (a) SHPCs cultured on MEFs (p1, donor 1) retain defined boundaries and polarized hepatic morphology upon passaging. (b) SHPC colony on MEF (p1, donor
1) displays functional bile canaliculi. Top panel shows phase contrast image of a colony that was incubated with 6-CFDA. Bottom panel shows 6-CF to be excreted into
the canalicular network (green fluorescent, nuclei counterstained with DAPI) by the SHPCs while the surrounding MEF cells do not excrete it and are green.
(c) Expression of hepatocyte, hepatic progenitor, and xenobiotic metabolism-associated genes are higher in SHPCs cultured on MEFs compared to those cultured on
Matrigel (donor 1, p1). (d) SHPCs plated after thawing frozen cells gives rise to colonies with differentiated morphology. () Whole transcriptome analysis shows SHPCs
to cluster together, next to adult uncultured parental PHHs by K-means clustering and by (f) PCA analysis.
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Fig. 1 (continued).

pO0, suggesting SHPCs have a different gene expression signature than pa-
rental PHHs, however, p0 had a high correlation to all later passages (aver-
age Rho® of 0.89 up to p7) indicating they strongly retained their
phenotype through multiple passages on MEFs (Fig. 2c¢). Hepatic markers

(HNF4A, APOA1, SERPINA1, ASGR1, KRT 8 and 18) retained similar ex-
pression levels through passages, with/without changes from parental
PHH (Fig. 2d). They retained high expression of the mature hepatic gene al-
bumin concomitant with low expression of the fetal marker alpha-
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Fig. 1 (continued).

fetoprotein (AFP) indicating they conserve features of mature differentiated
cells. This was also validated by their consistent expression of important
phase I and II drug metabolizing genes over passages, whether they in-
creased/decreased from parental PHH (CYP1Al, CYP1B1, CYP2C9,
CYP2E1, CYP3A4, UGT1A1, UGT1A6, UGT1A9) (Fig. 2d). To note, two
genes whose expression decreased from parental PHHs were CYP3A4 and
CYP2C9, both being important drug metabolizers. At the same time,
SHPCs at all passages displayed high expression of progenitor markers, ab-
sent in PHHs (CD44, EPCAM, PROM1, CD24, ITGA6, SOX9, KRT 7 and 19),
placing them in a unique group, apart from mature differentiated adult cells
(Fig. 2d).

2.3. SHPCs maintain xenobiotic metabolism activity similar to PHHs

We next tested metabolic function of the SHPCs and their parental PHHs
(from Donors 1 and 2) along with control HepG2 cells, a hepatoma-derived
undifferentiated cell line with poor metabolic activity. The SHPCs (both at
p3) were magnetically separated from feeder MEFs with anti-CD44 conju-
gated antibody; PHHs were thawed and washed and were not put into cul-
ture prior to testing. We chose to use magnetic sorting to isolate SHPCs over
fluorescent sorting as the latter not only results in poor cell viability
(Sutermaster and Darling, 2019), but in our experience, FAC sorting also re-
sults in lowered metabolic activity of hepatocytes. All the cell types were in-
cubated for an hour in E6 medium containing 10 mM acetaminophen
(APAP), a common hepatotoxicant used in toxicity studies. The media
was collected post incubation, and the amount of metabolites secreted
was measured by LC/MS/MS. APAP is mainly cleared in vivo by the forma-
tion of APAP-sulfate (APAP-sulf) and APAP-glucuronide (APAP-gluc) (Chen
et al., 2008); while at high doses when these pathways are saturated, APAP
forms a minor oxidative hepatotoxic metabolite, NAPQI, which has a very
short half-life (Mannery et al., 2010) and is reduced back to APAP or conju-
gated to glutathione, forming the APAP-glutathione (APAP-gsh) conjugate.
Fig. 3a illustrates SHPCs from both donors generated all three metabolites
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at rates equal to or better than parental PHHs, whereas HepG2 cells, except
for APAP-sulfate, were infective in APAP metabolism. Both Donors 1 and 2
derived SHPCs were superior to their parental PHHs in formation of APAP-
gluc, APAP-sulf, and APAP-gsh conjugate. However, there were significant
differences in generation of metabolites by the SHPCs obtained from the
two donors, in particular in generation of APAP-gsh (Fig. 3a). Formation
of glutathione conjugates by hepatocytes have been noted previously to
vary significantly between donors (Prabhu et al., 2002) and might be the
reason for the observed difference in APAP-gsh generated by the SHPCs de-
rived from hepatocytes obtained from the two different donors. However,
further studies are required to address the inter-donor variability in gluta-
thione conjugation in SHPCs.

A major goal of our work was to develop culture conditions that will
maintain metabolic function of SHPCs through passages. To investigate
this, we compared expression of major genes associated with APAP metab-
olism (Mazaleuskaya et al., 2015) (Krasniak et al., 2014) between p3 (when
APAP metabolism was tested) and at late passage (p7) (donor 1). We found
all genes involved in generation of the major metabolites and their secre-
tion to be comparable between p3 and p7, indicating that our co-culture
system is able preserve metabolic capabilities of SHPCs over multiple pas-
sages (Fig. 3b, Supplementary Table 3).

3. Discussion

Fibroblast co-culture has mostly been used with cancer cells to generate
clinically relevant tumor models as it recreates the tumor microenviron-
ment faithfully (Jeong et al., 2016; Lee et al., 2018; Majety et al., 2015;
Miki et al., 2012). Bhatia and colleagues (Bhatia et al., 1998) and later
other workers have described fibroblast co-culture with normal primary he-
patocytes, (Cho et al., 2010; Khetani and Bhatia, 2008; Lin and Khetani,
2017; Lin et al., 2016a). These works demonstrated fibroblasts to prolong
maturity and drug metabolizing capabilities of primary human and rat he-
patocytes in vitro. The first report of progenitor cell co-culture with
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Fig. 1 (continued).

fibroblasts was by Zhou et al. (2019). They demonstrated mouse fetal liver-
derived progenitor cells to differentiate to hepatocytes or cholangiocytes
depending on direct or indirect contact with the feeder fibroblasts. There-
fore, fibroblast co-culture models are not novel; however, we believe that
we are the first to report derivation and successful propagation of progeni-
tor cells from primary human hepatocytes in a fibroblast co-culture system.
Here we report derivation of CD44* SHPCs from adult primary human
hepatocytes (PHHs) in co-culture with MEFs. We also show that our co-
culture system enables the SHPCs to retain their differentiated phenotype
throughout multiple passages. They also display gene expression profiles
similar to differentiated mature PHHs, as well as competency in xenobiotic
metabolism equivalent to PHHs. However, they concurrently express he-
patic progenitor markers, setting them apart as a unique cell type. Both
Matrigel and MEF conditioned media (data not shown) failed to maintain
differentiated phenotype of SHPCs, indicating that SHPCs require direct
cell-cell contact with MEFs for maintenance of their phenotype. We are in
the process of identifying cell signaling mechanism(s) responsible for this,
as well as identifying the minimal essential components for our medium.
Recently proliferative hepatocytes have been reported to have been de-
rived from PHHs (Fu et al., 2019; Hu et al., 2018; Katsuda et al., 2019; Kim
etal., 2019; Zhang et al., 2018). Hu and colleagues (Hu et al., 2018) showed
mouse and human primary hepatocytes to proliferate when cultured in
3-dimensional (3D) organoids. 3D culture has been shown to improve met-
abolic functions of hepatocytes (Ardalani et al., 2019), however, successful
aggregation of PHHs vary from lot to lot (Baze et al., 2018). Kim et al., de-
scribed a chemical cocktail to induce ‘reprogramming’ of PHHs into
CD44 + bipotent progenitor cells; however, it required further steps for dif-
ferentiation into hepatocytes (Kim et al., 2019). Zhang and colleagues
showed PHH-derived CD44 expressing SHPCs to engraft in livers of immu-
nodeficient mice, but they displayed de-differentiated morphology in cul-
ture, and the authors did not report any xenobiotic metabolism of these
cells (Zhang et al., 2018). While it has been possible to derive CD44 +
SHPCs from livers of infants that displayed differentiated morphology
(Katsuda et al., 2019), these conditions did not allow generation of SHPCs
from adult PHHs, and shortage of infant liver donors makes this work chal-
lenging to translate into practice for drug and toxicity testing. Further, ma-
nipulation of culture conditions to reconvert these cells to a metabolically
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active state was required, and only two phase II enzyme activity of these
cells were tested in this work: sulfotransferases (SULTs) and glucuronosyl
tranferases (UGTS), both of which were much lower than PHHs.

A recent work (Fu et al., 2019) also showed generation of proliferative
hepatocytes from PHHs, termed liver progenitor-like cells (HepLPCs) but
the authors did not report them to express CD44. HepLPCs showed great re-
duction in hepatic marker genes (ALB, G6PC, HNF4A) in a very short period
of time in culture (10 days). The HepLPCs could be converted back to func-
tional cells, but showed considerably lower xenobiotic metabolic activity
(at p5) compared to PHHs.

The three seminal works in PHH proliferation (Fu et al., 2019; Katsuda
et al., 2019; Zhang et al., 2018) showed reduction/absence of xenobiotic
metabolism activity in the proliferating cells. These works also did not
perform detailed correlation analysis of gene expression through passages.
We, for the first time, not only demonstrate maintenance of functional
metabolism-associated genes over passages in adult PHH-derived SHPCs,
but also demonstrate the SHPCs perform at equal or even better levels in xe-
nobiotic metabolism in both phase I and II metabolic pathways. However, it
must be noted that we found a significant drop in expression of CYP3A4 and
CYP2C9 in SHPCs over parental PHHs. CYP2C9 and CYP3A4 are two im-
portant drug metabolizing enzymes, with the latter responsible for metabo-
lizing over 50% of all clinically used drugs (Zanger and Schwab, 2013).
Therefore, it is imperative to identify and remedy the cause of downregula-
tion of CYP3A4 in SHPCs before this system could be used in drug develop-
ment and toxicity testing. The reduction of CYP3A4 in SHPCs could be due
to a myriad of reasons: inhibitors may be present in the currently undefined
SHPC medium; CYP3A4 expression is dependent on confluency (Sivertsson
et al., 2010); and SHPCs might need higher cell density to express this
enzyme at higher levels. CYP3A4 levels as well as inducibility varies from
donor to donor (Bulutoglu et al., 2020), and it is conceivable that
CYP3A4 expression in SHPCs derived from different donors would also
vary. We are investigating ways to overcome this shortcoming to make
our system a practical and useful tool in drug discovery and toxicity testing.

We studied acetaminophen metabolism to assess metabolic capabilities
of proliferating SHPCs compared to their parental PHHs. Acetaminophen
metabolism is well-studied and undergoes both phase I oxidative metabo-
lism primarily through Cytochrome P450 2E1 and phase II conjugation to
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Fig. 2. SHPCs maintain differentiated morphology and gene expression through late passages. (a) SHPC colonies at p0 display tight boundaries and polarized morphology.
(b) Same morphology is maintained by the SHPCs at late passage (p7). (¢) SHPCs maintain gene expression profiles that show high correlation between p0 and later passages.
Cells through passages retain average correlation of 0.89 Rho? with p0 calculated from whole genome RNA-sequencing. (d) SHPCs also continue expressing hepatocyte and
xenobiotic metabolism-associated genes that is otherwise lost in culture. They also express progenitor marker genes at similar levels throughout passages.
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Fig. 2 (continued).

sulfate or glucuronide via SULTs and UGTs respectively. We showed that
SHPCs even at p3 are equivalent or better than PHHs in xenobiotic metab-
olism through phase I and II pathways. PHHs are considered the gold stan-
dard for in vitro cell based metabolism studies, but as they are limited and
lose their metabolic capacity, including those involved in xenobiotic metab-
olism (Cassim et al., 2017; Holme, 1985) rapidly in culture. Thus, SHPCs
could be useful for drug metabolism testing; however, future studies are
necessary to determine if these cells have broad metabolic activity in
other important phase I and phase II enzymes. Further, drug induction
and baseline metabolism studies also need to be performed to confirm the
functionality of SHPCs in MEF co-culture system.

We used acetaminophen metabolism as an initial indication of their
metabolic capacity because of our previous work in this area (Sengupta
et al., 2014). Together with CYP2E1, oxidative metabolism for most drugs
(>90%) occurs through cytochromes P450 CYP1A2, CYP2C9, 2C19,
CYP2D6 and CYP3A4 (Bibi, 2008). Expression of the above genes in
SHPCs varied from donor to donor, except CYP 2D6, which was poor in
SHPCs derived from all three donors we tested. Thus, pooled SHPCs from
a large number of donors may be required for accurate drug and toxicity
testing. Further, we performed colony formation and cell viability assays
with hepatocytes obtained from donor 1. These parameters may vary
from donor to donor.

A recent work (Xiang et al., 2019) reported long-term maintenance of
PHHs in culture, but these cells did not proliferate. Xiang et al., and Fu
et al., also demonstrated infection of the cultured cells by hepatitis B virus
(Fuet al., 2019; Xiang et al., 2019). Another recent work also showed gen-
eration of proliferative hepatocytes from primary cells supportive of hepa-
titis B as well as hepatitis delta virus replication (Unzu et al., 2019). We
did not explore virus replication capabilities of our SHPCs as there are
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multiple hepatic cell types including immortalized lines and pluripotent
stem cell derived hepatocytes that allow productive infection by HBV
(Gripon et al., 2002; Shlomai et al., 2014).

A major use of passagable differentiated SHPCs will be in the field of
drug development and toxicity testing, as PHHs, that are currently
employed for such studies are limited and have a very short useful life in
culture due to rapid de-differentiation. Proliferation of SHPCs would also
allow their genetic manipulation in culture for various research purposes.
Patient-derived SHPCs can also be used for the development of drugs
against inherited liver diseases. SHPCs also hold the promise of clinical
transplantation for regeneration of diseased livers, acute failures, correction
of metabolic diseases, and as a bridge to organ transplantation.

4. Conclusion

Here we report that a) small hepatocyte progenitor cells (SHPCs) de-
rived from adult human liver-derived primary hepatocytes and cultured
on MEFs retain their differentiated phenotype and mature gene expression
over multiple passages and b) SHPCs in MEF co-culture system are as com-
petent as adult primary human hepatocytes in their xenobiotic metabolic
activity. We conclude that MEF co-cultured SHPCs may be useful for drug
development and toxicity testing.

Supplementary data to this article can be found online at https://doi.
org/10.1016/j.crtox.2020.08.001.
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Fig. 3. (a). SHPCs (p3) metabolize acetaminophen (APAP) to all its major metabolites at rates equal to or greater than uncultured adult parental PHHs. (b) Genes involved in
APAP metabolism shows similar levels between p3 (when APAP metabolism was tested) and at late passage (p7). Gene expression values are in ECs (expected counts).

81


Image of Fig. 3

S. Sengupta et al.

b
Glucuronidation
10000
1000
100
10
1
UGT1A1 UGT1A6 UGT1A9 UGT2B15
Glutathione conjugation
1000
100
10
1
GSTP1 GSTT1 GSTM1
Excretion (bile)
10000
1000
100
10
1

ABCG2 ABCC2

Current Research in Toxicology 1 (2020) 70-84

Sulfation
1000

Tl

SULT1A1 SULT1A2 SULT1A3 SULT1A4 SULT1E1 SULT2A1

(=]

NAPQ1 formation
100000

10000

1000

100

) I
g L

CYP2E1 CYP3A4 CYP1A2

Excretion (blood)

10000

1000

100

10

ABCC3 ABCC4

- SHPC p3

- SHPC p7

Fig. 3 (continued).

publication was developed under Assistance Agreement No. 83573701
awarded by the U.S. Environmental Protection Agency to the University
of Wisconsin and The Morgridge Institute for Research. It has not been for-
mally reviewed by the EPA. The views expressed in this document are

82

solely those of Srikumar Sengupta, Brian Johnson, Morten Seirup, Hamisha
Ardalani, Bret Duffin, Gregory A. Barrett-Wilt, Ron Stewart, James A.
Thomson and do not necessarily reflect those of the Agency. EPA does not
endorse any products or commercial services mentioned in this publication.


Image of Fig. 3

S. Sengupta et al.

Declaration of competing interest

The authors declare that they have no known competing financial inter-
ests or personal relationships that could have appeared to influence the
work reported in this paper.

References

Ardalani, H., Sengupta, S., Harms, V., Vickerman, V., Thomson, J.A., Murphy, W.L., 2019. 3-D
culture and endothelial cells improve maturity of human pluripotent stem cell-derived
hepatocytes. Acta Biomater. 95, 371-381.

Arterburn, L.M., Zurlo, J., Yager, J.D., Overton, R.M., Heifetz, A.H., 1995. A morphological
study of differentiated hepatocytes in vitro. Hepatology 22, 175-187.

Avril, A., Pichard, V., Bralet, M.P., Ferry, N., 2004. Mature hepatocytes are the source of small he-
patocyte-like progenitor cells in the retrorsine model of liver injury. J. Hepatol. 41, 737-743.

Baze, A., Parmentier, C., Hendriks, D.F.G., Hurrell, T., Heyd, B., Bachellier, P., Schuster, C.,
Ingelman-Sundberg, M., Richert, L., 2018. Three-dimensional spheroid primary human
hepatocytes in monoculture and coculture with nonparenchymal cells. Tissue Eng Part
C Methods 24, 534-545.

Best, D.H., Coleman, W.B., 2010. Liver regeneration by small hepatocyte-like progenitor cells after
necrotic injury by carbon tetrachloride in retrorsine-exposed rats. Exp. Mol. Pathol. 89, 92-98.

Bhatia, S.N., Balis, U.J., Yarmush, M.L., Toner, M., 1998. Microfabrication of hepatocyte/fi-
broblast co-cultures: role of homotypic cell interactions. Biotechnol. Prog. 14, 378-387.

Bibi, Z., 2008. Role of cytochrome P450 in drug interactions. Nutr. Metab. (Lond.) 5, 27.

Brewer, G.J., Cotman, C.W., 1989. Survival and growth of hippocampal neurons in defined
medium at low density: advantages of a sandwich culture technique or low oxygen.
Brain Res. 494, 65-74.

Brewer, G.J., Torricelli, J.R., Evege, E.K., Price, P.J., 1993. Optimized survival of hippocampal
neurons in B27-supplemented Neurobasal, a new serum-free medium combination.
J. Neurosci. Res. 35, 567-576.

Bulutoglu, B., Rey-Bedon, C., Mert, S., Tian, L., Jang, Y.Y., Yarmush, M.L., Usta, O.B., 2020. A
comparison of hepato-cellular in vitro platforms to study CYP3A4 induction. PLoS One
15, €0229106.

Cassim, S., Raymond, V.A., Laierre, P., Bildeau, M., 2017. From in vivo to in vitro: major met-
abolic alterations take place in hepatocytes during and following isolation. PLoS One 12,
€0190366.

Chen, C., Krausz, K.W., Idle, J.R., Gonzalez, F.J., 2008. Identification of novel toxicity-associ-
ated metabolites by metabolomics and mass isotopomer analysis of acetaminophen me-
tabolism in wild-type and Cyp2el-null mice. J. Biol. Chem. 283, 4543-4559.

Chen, G., Gulbranson, D.R., Hou, Z., Bolin, J.M., Ruotti, V., Probasco, M.D., Smuga-Otto, K.,
Howden, S.E., Diol, N.R., Propson, N.E., et al., 2011. Chemically defined conditions for
human iPSC derivation and culture. Nat. Methods 8, 424-429.

Cho, C.H., Park, J., Tilles, A.W., Berthiaume, F., Toner, M., Yarmush, M.L., 2010. Layered pat-
terning of hepatocytes in co-culture systems using microfabricated stencils. Biotechniques
48, 47-52.

Dhara, S.K., Hasneen, K., Machacek, D.W., Boyd, N.L., Rao, R.R., Stice, S.L., 2008. Human
neural progenitor cells derived from embryonic stem cells in feeder-free cultures. Differ-
entiation 76, 454-464.

Elena Foster, J.Y., Siltanen, Christian, Patel, Dipali, Haque, Amranul, Anderson, Leif, Revzin,
Alexander, 2015. Heparin hydrogel sandwich cultures of primary hepatocytes. Eur.
Polym. J. 72, 726-735.

Fu, G.B., Huang, W.J., Zeng, M., Zhou, X., Wu, H.P., Liu, C.C., Wu, H., Weng, J., Zhang, H.D.,
Cai, Y.C,, et al., 2019. Expansion and differentiation of human hepatocyte-derived liver
progenitor-like cells and their use for the study of hepatotropic pathogens. Cell Res. 29,
8-22.

Gordon, G.J., Butz, G.M., Grisham, J.W., Coleman, W.B., 2002. Isolation, short-term culture,
and transplantation of small hepatocyte-like progenitor cells from retrorsine-exposed
rats. Transplantation 73, 1236-1243.

Gripon, P., Rumin, S., Urban, S., Le Seyec, J., Glaise, D., Cannie, I., Guyomard, C., Lucas, J.,
Trepo, C., Guguen-Guillouzo, C., 2002. Infection of a human hepatoma cell line by hepa-
titis B virus. Proc. Natl. Acad. Sci. U. S. A. 99, 15655-15660.

Grisham, J.W., 1962. A morphologic study of deoxyribonucleic acid synthesis and cell prolif-
eration in regenerating rat liver; autoradiography with thymidine-H3. Cancer Res. 22,
842-849.

Hamilton, G.A., Jolley, S.L., Gilbert, D., Coon, D.J., Barros, S., LeCluyse, E.L., 2001. Regulation
of cell morphology and cytochrome P450 expression in human hepatocytes by extracellu-
lar matrix and cell-cell interactions. Cell Tissue Res. 306, 85-99.

Holme, J.A., 1985. Xenobiotic metabolism and toxicity in primary monolayer cultures of he-
patocytes. NIPH Ann. 8, 49-63.

Hou, Z., Jiang, P., Swanson, S.A., Elwell, A.L., Nguyen, B.K., Bolin, J.M., Stewart, R., Thom-
son, J.A., 2015. A cost-effective RNA sequencing protocol for large-scale gene expression
studies. Sci. Rep. 5, 9570.

Hu, H., Gehart, H., Artegiani, B., C, L.O.-L., Dekkers, F., Basak, O., van Es, J., Chuva de Sousa
Lopes, S.M., Begthel, H., Korving, J., et al. (2018). Long-term expansion of functional
mouse and human hepatocytes as 3D organoids. Cell 175, 1591-1606 (e1519).

Ichinohe, N., Kon, J., Sasaki, K., Nakamura, Y., Ooe, H., Tanimizu, N., Mitaka, T., 2012.
Growth ability and repopulation efficiency of transplanted hepatic stem cells, progenitor
cells, and mature hepatocytes in retrorsine-treated rat livers. Cell Transplant. 21, 11-22.

Jeong, S.Y., Lee, J.H., Shin, Y., Chung, S., Kuh, H.J., 2016. Co-culture of tumor spheroids and
fibroblasts in a collagen matrix-incorporated microfluidic Chip mimics reciprocal activa-
tion in solid tumor microenvironment. PLoS One 11, e0159013.

Kamburov, A., Wierling, C., Lehrach, H., Herwig, R., 2009. ConsensusPathDB—a database for
integrating human functional interaction networks. Nucleic Acids Res. 37, D623-D628.

83

Current Research in Toxicology 1 (2020) 70-84

Kamburov, A., Pentchev, K., Galicka, H., Wierling, C., Lehrach, H., Herwig, R., 2011.
ConsensusPathDB: toward a more complete picture of cell biology. Nucleic Acids Res.
39, D712-D717.

Katsuda, T., Kawamata, M., Hagiwara, K., Takahashi, R.U., Yamamoto, Y., Camargo, F.D.,
Ochiya, T., 2017. Conversion of terminally committed hepatocytes to culturable bipotent
progenitor cells with regenerative capacity. Cell Stem Cell 20, 41-55.

Katsuda, T., Matsuzaki, J., Yamaguchi, T., Yamada, Y., Prieto-Vila, M., Hosaka, K.,
Takeuchi, A., Saito, Y., Ochiya, T., 2019. Generation of human hepatic progen-
itor cells with regenerative and metabolic capacities from primary hepatocytes.
Elife 8.

Khetani, S.R., Bhatia, S.N., 2008. Microscale culture of human liver cells for drug develop-
ment. Nat. Biotechnol. 26, 120-126.

Kim, Y., Kang, K., Lee, S.B., Seo, D., Yoon, S., Kim, S.J., Jang, K., Jung, Y.K., Lee, K.G., Factor,
V.M, et al., 2019. Small molecule-mediated reprogramming of human hepatocytes into
bipotent progenitor cells. J. Hepatol. 70, 97-107.

Kon, J., Ooe, H., Oshima, H., Kikkawa, Y., Mitaka, T., 2006. Expression of CD44 in rat hepatic
progenitor cells. J. Hepatol. 45, 90-98.

Krasniak, A.E., Knipp, G.T., Svensson, C.K., Liu, W., 2014. Pharmacogenomics of acetamino-
phen in pediatric populations: a moving target. Front. Genet. 5, 314.

LeCluyse, E.L., Audus, K.L., Hochman, J.H., 1994. Formation of extensive canalicular net-
works by rat hepatocytes cultured in collagen-sandwich configuration. Am. J. Phys.
266, C1764-C1774.

Lee, S.W., Kwak, H.S., Kang, M.H., Park, Y.Y., Jeong, G.S., 2018. Fibroblast-associated tu-
mour microenvironment induces vascular structure-networked tumouroid. Sci. Rep.
8, 2365.

Leng, N., Li, Y., McIntosh, B.E., Nguyen, B.K., Duffin, B., Tian, S., Thomson, J.A., Dewey,
C.N., Stewart, R., Kendziorski, C., 2015. EBSeq-HMM: a Bayesian approach for iden-
tifying gene-expression changes in ordered RNA-seq experiments. Bioinformatics 31,
2614-2622.

Li, M., Pevny, L., Lovell-Badge, R., Smith, A., 1998. Generation of purified neural precursors
from embryonic stem cells by lineage selection. Curr. Biol. 8, 971-974.

Lin, C., and Khetani, S.R. (2017). Micropatterned co-cultures of human hepatocytes and stro-
mal cells for the assessment of drug clearance and drug-drug interactions. Curr Protoc
Toxicol 72,14 17 11-14 17 23.

Lin, C., Shi, J., Moore, A., Khetani, S.R., 2016a. Prediction of drug clearance and drug-
drug interactions in microscale cultures of human hepatocytes. Drug Metab. Dispos.
44,127-136.

Lin, CJ., Li, F.C,, Lee, Y.Y., Tseng, T.Y., Chen, W.L., Hovhannisyan, V., Kang, N., Horton, N.G.,
Chiang, S.J., Xu, C., et al., 2016b. Direct visualization of functional heterogeneity in
hepatobiliary metabolism using 6-CFDA as model compound. Biomed Opt Express 7,
3574-3584.

Majety, M., Pradel, L.P., Gies, M., Ries, C.H., 2015. Fibroblasts influence survival and thera-
peutic response in a 3D co-culture model. PLoS One 10, e0127948.

Mannery, Y.O., Ziegler, T.R., Park, Y., Jones, D.P., 2010. Acetaminophen elimination half-life
in humans is unaffected by short-term consumption of sulfur amino acid-free diet.
J. Pharmacol. Exp. Ther. 333, 948-953.

Mazaleuskaya, L.L., Sangkuhl, K., Thorn, C.F., FitzGerald, G.A., Altman, R.B., Klein, T.E.,
2015. PharmGKB summary: pathways of acetaminophen metabolism at the therapeutic
versus toxic doses. Pharmacogenet. Genomics 25, 416-426.

Miki, Y., Ono, K., Hata, S., Suzuki, T., Kumamoto, H., Sasano, H., 2012. The advantages of co-
culture over mono cell culture in simulating in vivo environment. J. Steroid Biochem.
Mol. Biol. 131, 68-75.

Mitaka, T., Sato, F., Mizuguchi, T., Yokono, T., Mochizuki, Y., 1999. Reconstruction of hepatic
organoid by rat small hepatocytes and hepatic nonparenchymal cells. Hepatology 29,
111-125.

Nagy, A., Gertsenstein, M., Vintersten, K., Behringer, R., 2006. Imnmunosurgery: isolating the
inner cell mass (ICM) of blastocysts. CSH Protoc 2006.

Prabhu, S., Fackett, A., Lloyd, S., McClellan, H.A., Terrell, C.M., Silber, P.M., Li, A.P., 2002.
Identification of glutathione conjugates of troglitazone in human hepatocytes. Chem.
Biol. Interact. 142, 83-97.

Sengupta, S., Johnson, B.P., Swanson, S.A., Stewart, R., Bradfield, C.A., Thomson, J.A., 2014.
Aggregate culture of human embryonic stem cell-derived hepatocytes in suspension are
an improved in vitro model for drug metabolism and toxicity testing. Toxicol. Sci. 140,
236-245.

Shlomai, A., Schwartz, R.E., Ramanan, V., Bhatta, A., de Jong, Y.P., Bhatia, S.N., Rice, C.M.,
2014. Modeling host interactions with hepatitis B virus using primary and induced plu-
ripotent stem cell-derived hepatocellular systems. Proc. Natl. Acad. Sci. U. S. A. 111,
12193-12198.

Sivertsson, L., Ek, M., Darnell, M., Edebert, I., Ingelman-Sundberg, M., Neve, E.P., 2010.
CYP3A4 catalytic activity is induced in confluent Huh7 hepatoma cells. Drug Metab.
Dispos. 38, 995-1002.

Sutermaster, B.A., Darling, E.M., 2019. Considerations for high-yield, high-throughput cell en-
richment: fluorescence versus magnetic sorting. Sci. Rep. 9, 227.

Thorndike, R., 1953. Who belongs in the family? Psychometrica 18, 267-276.

Unzu, C., Planet, E., Brandenberg, N., Fusil, F., Cassano, M., Perez-Vargas, J., Friedli, M.,
Cosset, F.L., Lutolf, M.P., Wildhaber, B.E., et al., 2019. Pharmacological induction of a
progenitor state for the efficient expansion of primary human hepatocytes. Hepatology
69, 2214-2231.

Xiang, C., Du, Y., Meng, G., Soon Yi, L., Sun, S., Song, N., Zhang, X., Xiao, Y., Wang, J., Yi, Z.,
et al., 2019. Long-term functional maintenance of primary human hepatocytes in vitro.
Science 364, 399-402.

Yovchev, M.1, Grozdanov, P.N., Joseph, B., Gupta, S., Dabeva, M.D., 2007. Novel hepatic pro-
genitor cell surface markers in the adult rat liver. Hepatology 45, 139-149.

Yovchev, M.I., Xue, Y., Shafritz, D.A., Locker, J., Oertel, M., 2014. Repopulation of the fi-
brotic/cirrhotic rat liver by transplanted hepatic stem/progenitor cells and mature hepa-
tocytes. Hepatology 59, 284-295.


http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0005
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0005
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0005
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0010
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0010
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0015
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0015
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0020
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0020
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0020
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0025
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0025
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0030
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0030
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0035
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0040
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0040
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0040
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0045
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0045
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0045
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0050
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0050
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0050
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0055
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0055
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0055
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0060
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0060
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0060
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0065
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0065
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0070
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0070
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0070
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0075
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0075
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0075
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0080
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0080
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0085
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0085
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0085
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0090
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0090
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0090
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0095
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0095
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0100
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0100
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0100
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0105
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0105
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0105
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0110
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0110
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0115
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0115
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0120
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0120
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0125
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0125
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0125
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0130
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0130
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0135
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0135
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0140
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0140
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0145
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0145
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0145
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0150
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0150
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0155
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0155
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0160
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0160
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0165
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0165
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0170
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0170
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0170
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0175
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0175
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0175
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0180
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0180
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0180
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0185
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0185
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0190
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0190
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0190
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0195
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0195
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0195
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0200
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0200
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0205
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0205
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0205
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0210
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0210
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0215
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0215
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0215
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0220
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0220
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0220
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0225
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0225
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0230
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0230
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0235
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0235
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0235
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0240
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0240
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0240
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0245
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0245
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0250
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0250
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0255
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0260
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0260
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0260
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0265
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0265
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0270
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0270
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0275
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0275
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0275

S. Sengupta et al.

Zanger, U.M., Schwab, M., 2013. Cytochrome P450 enzymes in drug metabolism: regulation
of gene expression, enzyme activities, and impact of genetic variation. Pharmacol. Ther.
138, 103-141.

Zhang, M., Sun, P., Wang, Y., Chen, J., Lv, L., Wei, W., Jin, C., Li, W., 2015. Generation of self-
renewing hepatoblasts from human embryonic stem cells by chemical approaches. Stem
Cells Transl. Med. 4, 1275-1282.

84

Current Research in Toxicology 1 (2020) 70-84

Zhang, K., Zhang, L., Liu, W., Ma, X., Cen, J., Sun, Z., Wang, C., Feng, S., Zhang, Z., Yue, L., et
al., 2018. In vitro expansion of primary human hepatocytes with efficient liver repopula-
tion capacity. Cell Stem Cell 23 e804, 806-819.

Zhou, T., Wang, W., Aimaiti, Y., Jin, X., Chen, Z., Chen, L., Li, D., 2019. Direct and indirect
coculture of mouse hepatic progenitor cells with mouse embryonic fibroblasts for the
generation of hepatocytes and cholangiocytes. Cytotechnology 71, 267-275.


http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0280
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0280
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0280
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0285
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0285
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0285
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0290
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0290
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0295
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0295
http://refhub.elsevier.com/S2666-027X(20)30009-8/rf0295

	Co-�culture with mouse embryonic fibroblasts improves maintenance of metabolic function of human small hepatocyte progenito...
	1. Materials and methods
	1.1. Cell culture
	1.2. Gene expression analyses
	1.3. Acetaminophen metabolism study

	2. Results
	2.1. SHPCs on MEFs display differentiated phenotype
	2.2. SHPCs on MEFs maintain differentiated phenotype over multiple passages
	2.3. SHPCs maintain xenobiotic metabolism activity similar to PHHs

	3. Discussion
	4. Conclusion
	Financial support
	Declaration of competing interest
	References




