
cancers

Article

The Protein Secretome Is Altered in Rectal Cancer Tissue
Compared to Normal Rectal Tissue, and Alterations in the
Secretome Induce Enhanced Innate Immune Responses

Aisling B. Heeran 1, Margaret R. Dunne 1 , Maria E. Morrissey 1 , Croí E. Buckley 1, Niamh Clarke 1,
Aoife Cannon 1 , Noel E. Donlon 1 , Timothy S. Nugent 1 , Michael Durand 2, Cara Dunne 2, John O. Larkin 2,
Brian Mehigan 2, Paul McCormick 2, Niamh Lynam-Lennon 1 and Jacintha O’Sullivan 1,*

����������
�������

Citation: Heeran, A.B.; Dunne, M.R.;

Morrissey, M.E.; Buckley, C.E.; Clarke,

N.; Cannon, A.; Donlon, N.E.;

Nugent, T.S.; Durand, M.; Dunne, C.;

et al. The Protein Secretome Is

Altered in Rectal Cancer Tissue

Compared to Normal Rectal Tissue,

and Alterations in the Secretome

Induce Enhanced Innate Immune

Responses. Cancers 2021, 13, 571.

https://doi.org/10.3390/

cancers13030571

Academic Editor: Noel De Miranda

Received: 12 January 2021

Accepted: 25 January 2021

Published: 2 February 2021

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2021 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

1 Trinity St. James’s Cancer Institute, Trinity Translational Medicine Institute, Department of Surgery,
Trinity College Dublin and St. James’s Hospital, D08 W9RT Dublin 8, Ireland; heerana@tcd.ie (A.B.H.);
dunnem12@tcd.ie (M.R.D.); miamorrissey@gmail.com (M.E.M.); bucklecr@tcd.ie (C.E.B.);
clarken1@tcd.ie (N.C.); cannona@tcd.ie (A.C.); donlonn@tcd.ie (N.E.D.); nugentti@tcd.ie (T.S.N.);
lynamlen@tcd.ie (N.L.-L.)

2 GEMS, St. James’s Hospital, D08 NHY1 Dublin 8, Ireland; durandm@tcd.ie (M.D.);
cardunne@stjames.ie (C.D.); jlarkin@stjames.ie (J.O.L.); bmehigan@stjames.ie (B.M.);
pmccormick@stjames.ie (P.M.)

* Correspondence: osullij4@tcd.ie; Fax: +353-(0)18964122

Simple Summary: Rectal cancer occurs in the lower part of the bowel, and approximately half of
all rectal cancer patients receive chemoradiotherapy before surgery. In ~22% of cases the tumour
is eradicated, but the reasons for different response rates between patients are largely unknown.
Inflammation and the immune system are important players in the response to cancer treatment,
but we do not fully understand the role they play in this clinical setting. We examined the levels
of 54 inflammatory markers in normal (non-cancerous) rectal tissue and rectal cancer tissue, and
we found that rectal cancer tissue was more inflammatory, and the levels of inflammatory markers
correlated with obesity status. We found that irradiating rectal cancer tissue enhanced the ability of
immune cells to induce an anti-tumour immune response.

Abstract: Locally advanced rectal cancer is treated with neoadjuvant-chemoradiotherapy; however,
only ~22% of patients achieve a complete response, and resistance mechanisms are poorly understood.
The role of inflammation and immune cell biology in this setting is under-investigated. In this study,
we profiled the inflammatory protein secretome of normal (non-cancer) (n = 8) and malignant rectal
tissue (n = 12) pre- and post-radiation in human ex vivo explant models and examined the influence
of these untreated and treated secretomes on dendritic cell biology (n = 8 for cancer and normal).
These resultant profiles were correlated with patient clinical characteristics. Nineteen factors were
secreted at significantly higher levels from the rectal cancer secretome when compared to the normal
rectal secretome; Flt-1, P1GF, IFN-γ, IL-6, IL-10, CCL20, CCL26, CCL22, CCL3, CCL4, CCL17, GM-
CSF, IL-12/IL-23p40, IL-17A, IL-1α, IL-17A/F, IL-1RA, TSLP and CXCL10 (p < 0.05). Radiation was
found to have differential effects on normal rectal tissue and rectal cancer tissue with increased IL-15
and CCL22 secretion following radiation from normal rectal tissue explants (p < 0.05), while no
significant alterations were observed in the irradiated rectal cancer tissue. Interestingly, however, the
irradiated rectal cancer secretome induced the most potent effect on dendritic cell maturation via
upregulation of CD80 and PD-L1. Patient’s visceral fat area correlated with secreted factors including
CCL20, suggesting that obesity status may alter the tumour microenvironment (TME). These results
suggest that radiation does not have a negative effect on the ability of the rectal cancer TME to induce
an immune response. Understanding these responses may unveil potential therapeutic targets to
enhance radiation response and mitigate normal tissue injury. Tumour irradiation in this cohort
enhances innate immune responses, which may be harnessed to improve patient treatment outcome.
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1. Introduction

Rectal cancer is a malignancy that occurs in the lower part of the large intestine.
Approximately 700,000 cases of rectal cancer are diagnosed globally each year, and the
annual death toll is approximately 310,000 [1]. The standard of care for locally advanced
rectal cancer is neoadjuvant chemoradiotherapy (neo-CRT) [2]. While ~40–60% of patients
achieve some level of downstaging following neoadjuvant treatment [3], only 15–27%
of these patients achieve a complete pathological response to treatment [4], meaning
the potential for cure in the remaining patients depends on resectional surgery with
its attendant morbidity and long-term functional implications. The role of the tumour
microenvironment (TME) and the biological mechanisms underlying these responses to
treatment are poorly understood.

The TME describes the milieu of cancer cells, infiltrating immune cells, secreted
factors and the extracellular matrix. The interaction between the tumour cells and the
surrounding microenvironment profoundly affects tumour progression and treatment
response [5]. Much work to date has investigated the colorectal cancer (CRC) TME, and
while the colon and rectum are anatomically related, recurrence rates [6] and treatment
regimens differ between the cancer types [7]. The interplay between the TME, secreted
inflammatory mediators and immune cell function and how it may be altered by radiation
is poorly understood in the context of rectal cancer. Furthermore, to fully understand the
alterations occurring in the rectal cancer microenvironment and its interaction with the
immune system, it is important to also gain an understanding of the microenvironment in
a non-cancerous rectal tissue model.

Tumour-promoting inflammation is a recognised hallmark of cancer [8]. It is postulated
that chronic inflammation plays a role in the development of CRC, and anti-inflammatory
therapies can reduce risk [9,10]. Secreted factors from the TME may both positively and
negatively impact on cancer development. Radiation is known to induce alterations in
secreted factors from skin tissue [11]; however, the differential effects of clinically relevant
doses of radiation on the normal rectal tissue secretome compared to the rectal cancer tissue
secretome are unknown. To date, a comprehensive profiling of the rectal cancer protein
secretome and the normal rectal secretome has not been conducted.

The importance of the immune system and its role in carcinogenesis is pivotal [12], and
evidence supports the role of the immune system in the radiation response [13]. Dendritic
cells (DCs) are professional antigen-presenting cells that reside in blood and tissues in an
immature state. Their main function is to recognise pathogens, capture, process and present
antigens to T cells to elicit an antigen-specific immune response [14]. DCs are essential for an
anti-tumour immune response, and it has been reported that DCs in patients with cancer are
incapable of launching a sufficient anti-tumour response [14]. It is becoming increasingly
evident that radiation may alter the immune system and inflammatory pathways [15].
Historically, radiation was considered immunosuppressive, with the radiosensitivity of
lymphocytes being the dominant explanation for this; however, in recent years radiation is
considered immunomodulatory [16]. It is thought that radiation induces innate receptor
signalling and subsequent maturation of DCs through tumour cell death and release of
endogenous toll-like receptor (TLR) agonists [16]. Furthermore, injection of immature DCs
into an irradiated tumour site induced strong tumour-specific cytotoxic T lymphocyte
activity in a poorly immunogenic mouse tumour model [17].

In this study we have profiled for the first time the protein secretome of both normal
(non-cancer) rectal tissue and rectal cancer tissue pre- and post-radiation, and we examined
how these secretomes affect the innate immune system, specifically DC maturation. We
hypothesise that the protein secretome will differ between normal (non-cancer) and cancer
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tissue and that radiation will affect these secretomes and will likely induce them to interact
differently with the innate immune system.

2. Results

2.1. The Protein Secretome Differs between Normal Rectal Tissue and Rectal Cancer Tissue

In order to assess the differences in the inflammatory secretome between normal
rectal tissue and rectal cancer tissue, we cultured 12 rectal cancer biopsies and 8 normal
rectal biopsies for 24 h and used a multiplex ELISA platform to quantify the expression of
54 inflammatory proteins in the resultant normal conditioned media (NCM) and tumour
conditioned media (TCM). The secreted proteins were categorised into 7 panels: vascular
injury, angiogenesis, inflammatory, Th17, chemokine, cytokine 1 and cytokine 2. Levels
of the secreted factors in normal rectal tissue are displayed in Figure 1A–G, and levels of
the secreted factors in rectal cancer tissue are shown in Figure 2A–G. There was notable
heterogeneity in levels of secreted factors between patients in both cohorts. Fifty-three of
the secreted factors were within the limit of detection for at least one sample in normal
rectal biopsies and rectal cancer biopsies. However, three factors—Tie-2, VEGF-C and
VEGF-D—were only detectable in one sample each in the normal (non-cancer) cohort.
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Figure 1. Secreted levels of 53 proteins from n = 8 normal rectal biopsies. Normal rectal biopsies were cultured for 24 h, 
and the resultant NCM was screened for the expression of 54 inflammatory mediators using a multiplex ELISA. (A) Se-
creted levels of vascular injury proteins CRP, ICAM-1, SAA and VCAM-1. (B) Secreted levels of angiogenic factors bFGF, 
Flt-1, P1GF, Tie-2, VEGF-A, VEGF-C and VEGF-D. (C) Inflammatory protein secretions IFN-γ, IL-10, IL-12p70, IL-13, IL-
1β, IL-2, IL-4, IL-6, IL-8(HA) and TNF-α. (D) Secretion of Th17 proteins IL-21, IL-22, IL-23, IL-27, IL-31 and CCL20. (E) 
Chemokine secreted proteins CCL22, CCL3, CCL4, CCL17, CCL11, CCL26, CXCL10, CCL2 and CCL13. (F) Secretion of 
cytokine panel 1 proteins GM-CSF, IL-12/IL-23p40, IL-15, IL-16, IL-17A, IL-1α, IL-5, IL-7 and TNF-β. (G) Secretion of cy-
tokine 2 panel proteins IL-17A/F, IL-17B, IL-17C, IL-17D, IL-1RA, IL-3, IL-9 and TSLP. All protein secretions are normalised 
to protein content of the biopsies. 

Figure 1. Secreted levels of 53 proteins from n = 8 normal rectal biopsies. Normal rectal biopsies were cultured for 24 h, and
the resultant NCM was screened for the expression of 54 inflammatory mediators using a multiplex ELISA. (A) Secreted
levels of vascular injury proteins CRP, ICAM-1, SAA and VCAM-1. (B) Secreted levels of angiogenic factors bFGF, Flt-1,
P1GF, Tie-2, VEGF-A, VEGF-C and VEGF-D. (C) Inflammatory protein secretions IFN-γ, IL-10, IL-12p70, IL-13, IL-1β, IL-2,
IL-4, IL-6, IL-8(HA) and TNF-α. (D) Secretion of Th17 proteins IL-21, IL-22, IL-23, IL-27, IL-31 and CCL20. (E) Chemokine
secreted proteins CCL22, CCL3, CCL4, CCL17, CCL11, CCL26, CXCL10, CCL2 and CCL13. (F) Secretion of cytokine panel
1 proteins GM-CSF, IL-12/IL-23p40, IL-15, IL-16, IL-17A, IL-1α, IL-5, IL-7 and TNF-β. (G) Secretion of cytokine 2 panel
proteins IL-17A/F, IL-17B, IL-17C, IL-17D, IL-1RA, IL-3, IL-9 and TSLP. All protein secretions are normalised to protein
content of the biopsies.
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creted levels of vascular injury proteins CRP, ICAM-1, SAA and VCAM-1. (B) Secreted levels of angiogenic factors bFGF, 
Flt-1, P1GF, Tie-2, VEGF-A, VEGF-C and VEGF-D. (C) Inflammatory secreted proteins IFN-γ, IL-10, IL-12p70, IL-13, IL-
1β, IL-2, IL-4, IL-6, IL-8(HA) and TNF-α. (D) Secretion of Th17 proteins IL-21, IL-22, IL-23, IL-27, IL-31 and CCL20. (E) 
Chemokine secreted proteins CCL22, CCL3, CCL4, CCL17, CCL11, CCL26, CXCL10, CCL2 and CCL13. (F) Secretion of 
cytokine panel 1 proteins GM-CSF, IL-12/IL-23p40, IL-15, IL-16, IL-17A, IL-1α, IL-5, IL-7 and TNF-β. (G) Secretion of cy-
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Figure 2. Secreted levels of 53 proteins from n = 12 rectal cancer biopsies. Rectal cancer biopsies were cultured for 24 h, and
the resultant TCM was screened for the expression of 54 inflammatory mediators using a multiplex ELISA. (A) Secreted
levels of vascular injury proteins CRP, ICAM-1, SAA and VCAM-1. (B) Secreted levels of angiogenic factors bFGF, Flt-1,
P1GF, Tie-2, VEGF-A, VEGF-C and VEGF-D. (C) Inflammatory secreted proteins IFN-γ, IL-10, IL-12p70, IL-13, IL-1β, IL-2,
IL-4, IL-6, IL-8(HA) and TNF-α. (D) Secretion of Th17 proteins IL-21, IL-22, IL-23, IL-27, IL-31 and CCL20. (E) Chemokine
secreted proteins CCL22, CCL3, CCL4, CCL17, CCL11, CCL26, CXCL10, CCL2 and CCL13. (F) Secretion of cytokine panel
1 proteins GM-CSF, IL-12/IL-23p40, IL-15, IL-16, IL-17A, IL-1α, IL-5, IL-7 and TNF-β. (G) Secretion of cytokine 2 panel
proteins IL-17A/F, IL-17B, IL-17C, IL-17D, IL-1RA, IL-3, IL-9 and TSLP. All protein secretions are normalised to protein
content of the biopsies.

We identified 19 factors that were secreted at significantly higher levels in the rec-
tal cancer secretome compared to the normal rectal secretome: Flt-1 (p = 0.001), P1GF
(p = 0.01), IFN-γ (p = 0.04), IL-6 (p = 0.02), IL-10 (p = 0.0002), CCL20 (p = 0.005), CCL26
(p = 0.009), CCL22 (p = 0.007), CCL3 (p = 0.002), CCL4 (p = 0.0007), CCL17 (p = 0.02), GM-
CSF (p < 0.0001), IL-12/IL-23p40 (p = 0.01), IL-17A (p = 0.0003), IL-1α (p = 0.003), IL-17A/F
(p = 0.003), IL-1RA (p = 0.03), TSLP (p = 0.007) and CXCL10 (p = 0.001) (Figure 3A–S).
This indicates that the rectal cancer secretome is more inflammatory than the normal rec-
tal secretome, which is expected since tumour-promoting inflammation is a hallmark of
cancer [8].
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Figure 3. The protein secretome differs between rectal cancer tissue and normal rectal tissue. NCM and TCM from cultured 
normal rectal and rectal cancer biopsies were screened for the expression of 54 inflammatory secretions using a multiplex 
ELISA. Nineteen factors were secreted at significantly higher levels in the TCM compared to the NCM. There were signif-
icantly higher levels of (A) Flt-1, (B) P1GF, (C) IFN-γ, (D) IL-6, (E) IL-10, (F) CCL20, (G) CCL26, (H) CCL22, (I) CCL3, (J) 

Figure 3. The protein secretome differs between rectal cancer tissue and normal rectal tissue. NCM and TCM from
cultured normal rectal and rectal cancer biopsies were screened for the expression of 54 inflammatory secretions using a
multiplex ELISA. Nineteen factors were secreted at significantly higher levels in the TCM compared to the NCM. There
were significantly higher levels of (A) Flt-1, (B) P1GF, (C) IFN-γ, (D) IL-6, (E) IL-10, (F) CCL20, (G) CCL26, (H) CCL22,
(I) CCL3, (J) CCL4, (K) CCL17, (L) GM-CSF, (M) IL-12/IL-23p40, (N) IL-17A, (O) IL-1α, (P) IL-17A/F, (Q) IL-1RA, (R) TSLP
and (S) CXCL10 in the rectal cancer secretome. All data expressed as mean ± SEM. Statistical analysis by Mann Whitney
U-test. n = 8 for normal, n = 12 for cancer, n = 7 normal for P1GF, n = 5 normal for CCL17, n = 11 cancer for Flt-1, P1GF,
CCL17 and n = 10 cancer for IL-17A/F. **** p < 0.0001, *** p < 0.001, ** p < 0.01, * p < 0.05.



Cancers 2021, 13, 571 6 of 18

2.2. Radiation Significantly Altered the Secretion of IL-15 and CCL22 from Normal Rectal Tissue

Radiation is the standard of care for locally advanced rectal cancer, with about 50%
of rectal cancer patients receiving this treatment modality; therefore, we investigated the
effect of a clinically relevant dose of 1.8 Gy radiation on protein secretions from normal
rectal tissue and rectal cancer tissue. Interestingly, we found 2 factors that were secreted at
significantly higher levels from irradiated normal rectal tissue compared to mock-irradiated
normal rectal tissue: IL-15 (p = 0.01) and CCL22 (p = 0.03) (Figure 4A,B). This indicates that
a single fraction of 1.8 Gy radiation alters levels of secreted proteins in normal rectal tissue.
We did not observe any significant alterations in secreted factors in rectal cancer tissue
following a single fraction of a clinically relevant dose of radiation. This suggests that a
single fraction of 1.8 Gy radiation does not alter secreted proteins in rectal cancer tissue.
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and NCM from both mock-irradiated and irradiated biopsies had a significant inhibitory 
effect on LPS-induced expression of CD80 (p < 0.0001 for all comparisons). However, TCM 
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ducing significantly higher expression of CD80 compared to TCM from mock-irradiated 
rectal cancer (p = 0.03). TCM from both mock-irradiated (p = 0.007) and irradiated (p = 
0.001) rectal cancer tissue significantly enhanced LPS-induced expression of CD86. NCM 
did not affect expression of CD86 compared to the media only control with LPS (p > 0.05). 

Figure 4. Radiation alters the secretome of normal rectal tissue. NCM from mock-irradiated and irradiated normal rectal
biopsies were screened for the secretion of 54 inflammatory proteins using a multiplex ELISA. Following a single fraction of
1.8 Gy radiation, there were significantly higher levels of (A) IL-15 and (B) CCL22 in the normal rectal secretome. All data
expressed as mean ± SEM. Statistical analysis by Wilcoxon signed-rank test. n = 8 for CCL22 and n = 7 for IL-15, * p < 0.05.

2.3. The Rectal Cancer Microenvironment Alters Expression of Maturation Markers on CD11c+

Dendritic Cells

To assess the interaction between the TME and the immune system, we examined
the effect of TCM and NCM from both mock-irradiated and irradiated biopsies on DC
maturation markers. Following lipopolysaccharide (LPS)-induced maturation of DCs, there
was a significant increase in expression of the maturation markers CD80, CD86, CD83 and
PD-L1 and the phenotypic marker CD11c (p < 0.05). Therefore, we assessed the effects of
TCM and NCM from both mock-irradiated and irradiated tissue on these markers. TCM
and NCM from both mock-irradiated and irradiated biopsies had a significant inhibitory
effect on LPS-induced expression of CD80 (p < 0.0001 for all comparisons). However,
TCM from irradiated rectal cancer biopsies had the least inhibitory effect on CD80 levels,
inducing significantly higher expression of CD80 compared to TCM from mock-irradiated
rectal cancer (p = 0.03). TCM from both mock-irradiated (p = 0.007) and irradiated (p = 0.001)
rectal cancer tissue significantly enhanced LPS-induced expression of CD86. NCM did
not affect expression of CD86 compared to the media only control with LPS (p > 0.05).
CD83 expression was significantly enhanced by NCM from both mock-irradiated (p = 0.01)
and irradiated (p = 0.0006) biopsies and TCM both mock-irradiated (p < 0.0001) and
irradiated (p = 0.0003) biopsies compared to LPS-induced stimulation. Moreover, TCM
from mock-irradiated rectal cancer tissue enhanced expression of CD83 to a greater extent
than NCM from mock-irradiated normal rectal tissue (p = 0.02). PD-L1 expression levels
were significantly elevated on DCs treated with TCM from irradiated rectal cancer tissue
(p = 0.002) compared to LPS-induced expression. PD-L1 expression was significantly higher
on DCs treated with TCM from irradiated tissue compared to TCM from mock-irradiated
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tissue (p = 0.02). Levels of the phenotypic marker CD11c were significantly elevated on
DCs exposed to NCM from mock-irradiated (p = 0.007) and irradiated (p = 0.009) and
TCM from both mock-irradiated (p = 0.002) and irradiated (p = 0.002) rectal cancer tissue
(Figure 5A–E). This suggests that the irradiated rectal cancer microenvironment exerts the
most potent effect on upregulating DC maturation markers compared to the other three
microenvironments investigated. Similar results were observed in the unstimulated setting
without LPS whereby the irradiated rectal cancer TME had the most potent stimulatory
effect on DC maturation markers (Figure S1).
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Figure 5. The effect of NCM and TCM on LPS-induced dendritic cell (DC) maturation. CD11c+ DCs were treated with 
NCM and TCM from mock-irradiated and irradiated biopsies, and the effect on DC maturation markers was assessed by 
flow cytometry. (A) NCM and TCM from both mock-irradiated and irradiated biopsies significantly inhibit LPS-induced 
expression of CD80. TCM from irradiated rectal cancer tissue has a less inhibitory effect than TCM from mock-irradiated 
rectal cancer tissue. (B) TCM from both irradiated and mock-irradiated rectal cancer tissue caused significant enhancement 
of LPS-induced expression of CD86. (C) NCM and TCM from both irradiated and mock-irradiated normal rectal and rectal 
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Figure 5. The effect of NCM and TCM on LPS-induced dendritic cell (DC) maturation. CD11c+ DCs were treated with
NCM and TCM from mock-irradiated and irradiated biopsies, and the effect on DC maturation markers was assessed by
flow cytometry. (A) NCM and TCM from both mock-irradiated and irradiated biopsies significantly inhibit LPS-induced
expression of CD80. TCM from irradiated rectal cancer tissue has a less inhibitory effect than TCM from mock-irradiated
rectal cancer tissue. (B) TCM from both irradiated and mock-irradiated rectal cancer tissue caused significant enhancement
of LPS-induced expression of CD86. (C) NCM and TCM from both irradiated and mock-irradiated normal rectal and rectal
cancer biopsies caused a significant enhancement of LPS-induced expression of CD83. TCM from mock-irradiated rectal
cancer biopsies caused significant elevation of CD83 expression levels compared to NCM from mock-irradiated biopsies.
(D) PD-L1 expression was significantly enhanced by TCM from irradiated rectal cancer tissue. (E) LPS-induced expression
of CD11c was significantly elevated by NCM and TCM from irradiated and mock-irradiated biopsies. All data expressed as
mean ± SEM. Statistical analysis by Wilcoxon signed-rank test when comparing the same tissue type, e.g., Cancer 0 Gy vs.
Cancer 1.8 Gy and Mann Whitney U-test when comparing different tissue types and comparing to media control. n = 14 for
cMedia, n = 8 for normal and cancer, **** p < 0.0001, *** p < 0.001, ** p < 0.01, * p < 0.05.
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2.4. Linking Innate Immune Response with Secreted Factors in the Normal and
Cancer Microenvironments

Given the observed differences in DC maturation markers between CD11c+ DCs
treated with the normal and cancerous rectal tissue microenvironments, we correlated
DC maturation markers in both microenvironments pre- and post-radiation with secreted
factors from their respective microenvironment. There were no significant correlations
between secreted factors in the mock-irradiated normal rectal microenvironment and
markers of DC maturation. There was a significant inverse correlation between IL-10 and
CD80 (r = −0.8571, p = 0.01) in the irradiated normal microenvironment (Table 1). In the
mock-irradiated cancer microenvironment, there was a significant correlation between
CD80 and Flt-1 (r = 0.7857, p = 0.04), and an inverse correlation between CD80 and IL-27
(r = −0.8214, p = 0.03). CD83 correlated with levels of SAA (r = 0.7857, p = 0.04). Expression
of CD80 on DCs treated with TCM from irradiated rectal cancer tissue correlated with
levels of ICAM-1 (r = 0.8214, p = 0.03) and CD11c correlated with IL-1RA (r = 0.7619,
p = 0.03) (Table 2). These results indicate a differential relationship between DC maturation
markers and secreted factors in the normal and malignant rectal microenvironments and
that radiation further alters this relationship.

Table 1. Correlation between DC maturation markers and secreted factors in the microenvironment
of irradiated normal rectal tissue, i.e., Normal 1.8 Gy.

DC Marker Secreted Factor r Value p Value n

CD80 IL-10 −0.8571 0.01 8

Table 2. Correlation between DC maturation and phenotypic markers and secreted factors in the microenvironment of
rectal cancer tissue.

CANCER 0 GY CANCER 1.8 GY

DC Marker Secreted Factor r Value p Value n DC Marker Secreted Factor r Value p Value n

CD80 Flt-1 0.7857 0.04 7 CD80 ICAM-1 0.8214 0.03 7
CD80 IL-27 −0.8214 0.03 7 CD11c IL-1RA 0.7619 0.03 8
CD83 SAA 0.7857 0.04 7

2.5. Linking DC Maturation and Phenotypic Markers with Secretions from DCs Treated with TCM
and NCM

We performed multiplex ELISA screening on the DC-TCM/NCM supernatants of the
DCs treated with TCM and NCM from mock-irradiated and irradiated rectal tissue. We then
correlated these factors with DC maturation and phenotypic markers to identify if there
was a differential response of DCs to TCM and NCM and if radiation altered this response.
ICAM-1 was inversely correlated with CD83 (r = −0.7857, p = 0.02) and CD11c (r = −0.7857,
p = 0.02) on DCs treated with NCM from irradiated normal rectal tissue (Table 3). We found
a significant correlation between PD-L1 on DCs treated with TCM from mock-irradiated
rectal cancer tissue and TNF-α levels in the supernatants of DCs treated with TCM from
mock-irradiated rectal cancer tissue (r = 0.8333, p = 0.01). There was an inverse correlation
between VEGF-C and CD86 (r = −0.9276, p = 0.01) and CD11c (r = −0.8857, p = 0.03) in
DCs treated with TCM from irradiated rectal cancer tissue (Table 4). This highlights the
differential response of DCs to factors in their microenvironment.

2.6. Linking Clinical Characteristics with Secreted Factors and DC Maturation and
Phenotypic Markers

Given the heterogeneity in the levels of secreted factors in the TME, and to further
explore the relationship between factors secreted from the rectal cancer microenvironment,
we correlated patient clinical characteristics with secreted factors both pre- and post-
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radiation. In the mock-irradiated rectal cancer microenvironment, there were several
factors that significantly correlated with body composition parameters. Skeletal muscle
correlated inversely with Flt-1 (r = −0.6273, p = 0.04) and correlated positively with IL-
12/IL-23p40 (r = 0.6573, p = 0.02), IL-1α (r = 0.5874, p = 0.04) and VEGF-A (r = 0.6224,
p = 0.03). Visceral fat area (VFA) correlated with CCL20 (r = 0.6783, p = 0.01) (Table 5)
(Figure S2). In the irradiated rectal cancer secretome there was again a significant inverse
correlation between skeletal muscle and Flt-1 (r = −0.7182, p = 0.01) and VEGF-D (r = −1,
p = 0.01). Intermuscular fat correlated with CCL20 (r = 0.7133, p = 0.01), VEGF-A (r = 0.6084,
p = 0.03) and IL-1RA (r = 0.6084, p = 0.03), and VFA correlated with CCL20 (r = 0.6643,
p = 0.02) and IL-1RA (r = 0.6503, p = 0.02) (Table 6) (Figure S3).

Table 3. Correlation between DC maturation and phenotypic markers and secreted factors from DCs
treated with NCM.

NORMAL 1.8 GY

DC Marker Secreted Factor r Value p Value n

CD83 ICAM-1 −0.7857 0.02 8
CD11c ICAM-1 −0.7857 0.02 8

Table 4. Correlation between DC maturation and phenotypic markers and secreted factors from DCs treated with TCM.

CANCER 0 GY CANCER 1.8 GY

DC Marker Secreted Factor r Value p Value n DC Marker Secreted Factor r Value p Value n

PD-L1 TNF-α 0.8333 0.01 8 CD86 VEGF-C −0.9276 0.01 6
CD11c VEGF-C −0.8857 0.03 6

Table 5. Correlation between body composition parameters and factors secreted from mock-irradiated
rectal cancer tissue, i.e., Cancer 0 Gy.

Body Composition
Parameter Secreted Factor r Value p Value n

Skeletal muscle Flt-1 −0.6273 0.04 11
Skeletal muscle IL-12/IL-23p40 0.6573 0.02 12
Skeletal muscle IL-1α 0.5874 0.04 12
Skeletal muscle VEGF-A 0.6224 0.03 12
Visceral fat area CCL20 0.6783 0.01 12

Table 6. Correlation between body composition parameters and factors secreted from irradiated
rectal cancer tissue, i.e., Cancer 1.8 Gy.

Body Composition
Parameter Secreted Factor r Value p Value n

Skeletal muscle Flt-1 −0.7182 0.01 11
Skeletal muscle VEGF-D −1 0.01 5

Intermuscular fat CCL20 0.7133 0.01 12
Intermuscular fat VEGF-A 0.6084 0.03 12
Intermuscular fat IL-1RA 0.6084 0.03 12
Visceral fat area CCL20 0.6643 0.02 12
Visceral fat area IL-1RA 0.6503 0.02 12

Expression of CD11c on DCs treated with TCM from irradiated rectal cancer tissue
correlated significantly with VFA (r = 0.8095, p = 0.02) and intermuscular fat (r = 0.7381,
p = 0.04). These data suggest that obesity may influence the microenvironment of rectal
cancer tissue and the response of this microenvironment to radiation therapy. We analysed
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secreted factor data and DC maturation data according to T and N stage. VEGF-A was
significantly reduced in the TCM from irradiated rectal cancer tissue from patients with
node positive disease. TSLP was significantly higher in the irradiated TME of patients with
T1/2 stage tumours compared to those with T3/4 stage tumours. CD11c was significantly
elevated on DCs treated with TCM from irradiated rectal cancer biopsies from patients
with node negative disease (data not shown).

3. Discussion

The objective of this study was to profile the inflammatory secretome of human rectal
cancer and normal rectal tissue pre- and post-radiation and to investigate the interaction
between this secretome and the innate immune system, specifically DC maturation markers.
By conducting this study, we identified associations between factors within the TME and
DC maturation markers, thus providing an avenue for further exploration to harness the
therapeutic potential of modulating the TME. Using human ex vivo explants as a model
system, we have shown that the protein secretome differs between normal rectal and rectal
cancer tissue, and this is altered following radiation in normal rectal tissue, highlighting
variation in effects of radiation on the normal compared to the malignant rectal tissue
microenvironments. Furthermore, these protein secretome microenvironments interacted
differentially with the innate immune system.

We identified 19 factors that were secreted at significantly higher levels in the TME of
rectal cancer tissue compared to normal rectal tissue. This indicates that the rectal cancer
microenvironment is more inflammatory than the normal rectal microenvironment. Fol-
lowing radiation, two factors were elevated in the secretome of normal rectal tissue, while
surprisingly no secreted factor was significantly altered in malignant rectal tissue following
radiation. This indicates that malignant and normal rectal tissue respond differently to
radiation and suggests that a single fraction of 1.8 Gy radiation induces alterations in
inflammatory secretions in normal tissue but not in malignant tissue. Following exposure
of DCs to NCM and TCM from both mock-irradiated and irradiated biopsies, we found
that the irradiated rectal cancer secretome caused an enhancement in expression of DC
maturation markers. These results suggest that a single fraction of a clinically relevant
dose of radiation does not have a negative impact on the inflammatory milieu of malignant
rectal tissue and does not lead to suppression of the innate immune system.

The inflammatory environment differs between non-cancer and cancer tissue, which
is unsurprising given that tumour-promoting inflammation is a hallmark of cancer [8].
Nineteen out of 54 factors quantified were found at significantly higher levels in the cancer
secretome compared to the normal secretome. These factors have previously been reported
to have pro-oncogenic attributes including angiogenic, pro-mitogenic and immunosuppres-
sive characteristics; therefore, it is expected that they are elevated in the rectal cancer TME
compared to the normal microenvironment, while other elevated factors have anti-tumour
functions. Two factors, Flt-1 and P1GF, are angiogenic mediators. P1GF is capable of
binding to Flt-1 and may displace VEGF, thereby facilitating enhanced VEGF-activity [18].
P1GF is known to have numerous roles in carcinogenesis including macrophage activation
and recruitment, lymph vessel growth, DC suppression, tumour cell proliferation and
migration and endothelial cell vessel growth [19]. IL-1α secretion from CRC cells has also
been shown to have angiogenic properties [20]. The inflammatory cytokines IFN-γ, IL-6
and IL-10 were also found at significantly higher levels in the cancer secretome compared
to the normal secretome. IFN-γ is an important effector of anti-tumour immunity, but
more recent evidence suggests that it may play important roles in tumour progression and
immune evasion [21]. IL-6 is a well-known pro-tumorigenic factor [22], and IL-10 was
originally identified as a potent anti-inflammatory cytokine; however, it is now known that
spatial and temporal regulation of IL-10 bestows on it anti-tumour responses also [23].

Several Th17-type proteins including CCL20, IL-17A and IL-17A/F are secreted at
higher levels from rectal cancer tissue compared to normal rectal tissue. This is unsurprising
given the known involvement of Th17 cells in CRC. Th17 cells infiltrate CRCs, and their
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density correlates with poor prognosis [24,25]. In multiple models of CRC, antagonising
Th17 cytokines exert anti-cancer effects, but there have been mixed reports about the effects
of blocking Th17 cytokines in murine models [26]. CCL20 is a chemokine involved in the
recruitment of Th17 cells to the TME [27,28].

A number of the elevated proteins in the rectal cancer environment are implicated
in tumour immune evasion through recruitment of regulatory T cells (T regs) to the
TME. CCL22, CCL17, TSLP and CXCL10 function in recruitment of T regs, with levels of
CCL22 and CCL17 correlating with T reg infiltration in gastrointestinal cancers [29,30].
TSLP production by cancer-associated fibroblasts in pancreatic cancer induces Th2 type
inflammation and is associated with poorer patient outcome [31]. CXCL10 has been
associated with an immunosuppressive phenotype in pancreatic cancer [32].

Two factors, CCL22 and IL-15, were secreted at significantly higher levels following
radiation in normal rectal tissue. CCL22 is involved in recruitment of T regs through
its receptor CCR4 and is therefore reported as being immunosuppressive [33]. IL-15 is
an immunostimulatory cytokine and is involved in development, differentiation and
survival of natural killer cells [34]. Therefore, our data suggest that a single fraction
of 1.8 Gy radiation may alter the microenvironment of normal rectal tissue to promote
an inflammatory response but that homeostatic mechanisms may be at play in limiting
the extent of the inflammation. Surprisingly, no factor was significantly altered in rectal
cancer tissue following radiation. Undoubtedly, the cellular composition of normal rectal
tissue and rectal cancer tissue differs, as does the inflammatory secretome; therefore, it is
reasonable to hypothesise that the response to radiation would also differ. When taken in
combination with our results on DC maturation markers, whereby the irradiated rectal
cancer TME caused enhancement in expression of DC maturation markers relative to
the normal microenvironment, these data suggest that irradiating the TME with a single
fraction of 1.8 Gy does not have an inflammation-induced immunosuppressive effect. It
has been reported that chemotherapy-induced inflammation may contribute to treatment
resistance in cancer [35], and enhanced inflammation has been implicated in poor treatment
response in patients [36,37]. Taken together, we hypothesise that this is a positive result
since an enhancement of inflammation and tumour suppressive mechanisms would have
negative consequences on the anti-tumour immune response. However, a limitation of this
study was the use of a single fraction of 1.8 Gy radiation. Comparison of the inflammatory
secretome of rectal cancer tissue obtained at surgical resection from treatment-naïve patients
and those that received a full course of neo-CRT would offer greater insight into the effect
of clinical radiotherapy regimens on secreted factors and DC maturation markers.

Having observed alterations in the inflammatory mediators, cytokines and chemokines
between the secretome of rectal cancer tissue and non-malignant rectal tissue and the dif-
ferential effects of radiation on the secretome of non-malignant and malignant rectal tissue,
we investigated the effect of the secretome on immune cell function, specifically DC matu-
ration markers. DCs are antigen-presenting cells capable of inducing a T cell response, and
maturation levels have been associated with patient survival and response to targeted ther-
apies in CRC patients [38,39]. It has previously been reported that the TME in CRC causes
inhibition of DC maturation [40,41]. On the contrary, however, we found upregulation of
DC maturation by the rectal cancer TME, which is in line with results published by Mor-
rissey et al. [41]. This finding warrants further investigation since it may have important
clinical implications in stratifying patients for whom immunotherapy may offer a clinical
benefit. We demonstrated a significant increase in CD80 and PD-L1 on the DCs exposed
to the irradiated rectal cancer secretome compared to the mock-irradiated rectal cancer
secretome. CD83 was significantly higher on DCs exposed to the mock-irradiated rectal
cancer secretome compared to the mock-irradiated normal rectal secretome. Our results
are in line with a study by Kulzer et al. where the supernatants of irradiated SW480 colon
cancer cells resulted in significant enhancement of DC maturation markers compared to
supernatants from mock-irradiated SW480 cells [42]. However, our study presents results
from a more translational model system as we used human ex vivo explants. We found
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similar results in the unstimulated setting without LPS whereby TCM from the irradiated
rectal cancer secretome had the most potent effect on DC maturation (Figure S1).

Given the observed differences in the protein secretome of the microenvironments
investigated and the differential response of DCs to these microenvironments, we con-
ducted a correlation analysis to identify any relationship between secreted factors and
DC maturation markers. In the irradiated normal rectal tissue, there was a significant
inverse correlation between IL-10 and CD80. IL-10 has been previously shown to have an
immunosuppressive role on circulating DCs in patients with hepatocellular carcinoma [43].
While in the rectal cancer TME, CD80 levels on DCs correlated positively with Flt-1 and
inversely with IL-27. VEGF is known to adversely affect DC maturation [44], and blockade
of Flt-1 on DCs curtails this effect [45]. It may be possible that VEGF is binding to elevated
levels of Flt-1 in the TME and is therefore unavailable to exert inhibitory effects on DC
maturation. IL-27 has previously been reported to upregulate PD-L1 on DCs in the absence
of DC maturation and is accompanied by a decreased capacity to stimulate T cells [46].
There was a positive correlation between CD83 and SAA in the mock-irradiated rectal
cancer TME. SAA has been shown to enhance DC maturation [47]. In the irradiated rectal
cancer, TME CD80 correlated with ICAM-1 and CD11c correlated with IL-1RA. These
results indicate that the response of DCs to their microenvironment differs between nor-
mal and malignant rectal tissue and that radiation further modifies this response. It is
possible that the interplay between the relative concentration of cytokines in the distinct
microenvironments examined exerts differential effects on DC maturation.

Overweight and obese rectal cancer patients have been reported to have poorer
outcomes than their counterparts of a healthy weight [48,49]. To identify if obesity had
a direct effect on secreted factors within the TME and subsequent immune response,
we correlated body composition parameters with secreted factors and markers of DC
maturation. We found positive correlations between VFA and CCL20 in the mock-irradiated
TME and VFA and CCL20 and IL-1RA in the irradiated TME. Moreover, intermuscular fat,
a marker which is associated with insulin resistance and metabolic dysfunction [50], was
correlated with CCL20, IL-1RA and VEGF-A. There were positive correlations between
levels of the phenotypic marker CD11c on the DCs treated with TCM from irradiated
rectal cancer tissue and VFA and intermuscular fat. These data suggest that obesity status
may directly alter the milieu of inflammatory proteins in the TME, and these factors may
be differentially altered by radiation in obese individuals. Further exploration of the
relationship between obesity and the inflammatory microenvironment of rectal cancer
patients may reveal novel therapeutic targets.

Strengths of this study include the use of whole biopsies as experimental models
since these models recapitulate the microenvironment and the 3-D architecture of human
tumours and normal tissue. However, a limitation associated with these models is their
long-term viability ex vivo (up to 72 h). Our study was limited to the use of a single
fraction of a clinically relevant dose of radiation, though it must be acknowledged that
repeated fractions of radiation may induce different responses. Future study utilizing
biopsy specimens obtained at surgical resection from both treatment-naïve patients and
from patients that received a full course of neo-CRT would provide important information
on the effect of neo-CRT on the inflammatory milieu and its interaction with the innate
immune system.

We have conducted, for the first time, a comprehensive profile of the rectal cancer and
normal rectal secretome and demonstrated differential expression of cytokines, chemokines
and inflammatory markers in the secretome of rectal cancer tissue compared to normal
rectal tissue. This study is novel as it assesses the secreted proteins in the microenvironment
of malignant and non-malignant rectal tissue, therefore identifying aberrant expression
of factors in the immediate vicinity of the tumour, while most studies to date investigate
the circulating levels of such inflammatory proteins. Investigating the secretome of the
tissue offers insight into the locally acting factors involved in the disease process as well as
potentially identifying factors involved in the disease at an early stage. Furthermore, we
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have shown that a single fraction of a clinically relevant dose of radiation exerts differential
effects on the secretome of normal rectal tissue compared to malignant rectal tissue. Finally,
DC maturation status is enhanced by the irradiated rectal cancer secretome compared to
the irradiated normal rectal secretome, indicating an immunogenic stimulatory effect of
radiation in the rectal cancer secretome that could potentially be harnessed to improve
therapeutic response.

4. Materials and Methods

4.1. Ethics Statement

Ethical approval was granted by the St. James’s Hospital/AMNCH Research Ethics
Committee (ref: 2011/43/02). All procedures followed were in accordance with the Decla-
ration of Helsinki and GDPR. Informed written patient consent was obtained for the use
of patient tissue and data in this study. Patient data were pseudo-anonymised prior to
sample access.

4.2. Patient Recruitment

Patients undergoing diagnostic endoscopy for rectal cancer and lower gastrointesti-
nal investigations were prospectively recruited to this study between January 2018 and
November 2018. Biopsies were obtained from treatment-naïve patients at diagnostic en-
doscopy. A total of 12 patients with histologically confirmed rectal cancer and 8 patients
that did not have cancer (normal, non-cancer controls) were recruited to the study. All
clinical and pathological data were obtained following written informed consent. Clinical
data were obtained from patient records. Histological confirmation of tumour tissue and
non-malignant tissue in patient diagnostic biopsies was performed by a pathologist using
routine haematoxylin and eosin staining. Tumour regression score (TRS) was assigned by a
pathologist following surgery in all patients receiving neoadjuvant treatment. VFA, subcu-
taneous fat area, intermuscular fat and skeletal muscle were calculated from a pre-operative
diagnostic computed tomography scan by an experienced radiologist. Patients with a VFA
greater than 163.8 cm2 (males) and 80.1 cm2 (females) were classified as obese [51]. Patient
characteristics are outlined in Supplementary Table S1.

4.3. Generation of Tumour Conditioned Media and Normal Conditioned Media

TCM from rectal cancer biopsies and NCM from non-cancer control biopsies were
generated by rinsing the biopsy four times in PBS supplemented with 1% penicillin–
streptomycin, 1% Fungizone and 0.1% gentamicin. The biopsy was then placed in 1 mL of
M199 media supplemented with 10% FBS, 1% penicillin–streptomycin, 1% Fungizone, 0.1%
gentamicin and 1 µg/mL insulin. Biopsies were incubated for 80 min at 37 ◦C and 5% CO2.
Following 80 min incubation, biopsies were either mock-irradiated (0 Gy) or irradiated
with 1.8 Gy radiation using an Xstrahl RS225 x-irradiator at a dose rate of 1.73 Gy/min
(XSTRAHL, Surrey, UK). Biopsies were then incubated for 24 h at 37 ◦C and 5% CO2.
Following 24 h incubation the media were harvested and stored in a 2 mL cryotube at
−80 ◦C until required. The biopsies were snap-frozen in liquid nitrogen and stored at
−80 ◦C. NCM/TCM was diluted 1:1 with M199, and dilutions below refer to dilutions
of this.

4.4. Mesoscale Discovery 54-Plex ELISA

To assess angiogenic, vascular injury, inflammatory, cytokine and chemokine se-
cretions, a 54-plex ELISA kit spread across 7 plates was used (Meso Scale Diagnostics,
Rockville, MD, USA). The 54-multiplex kit was used to quantify the secretions of CRP,
CCL11 (Eotaxin), CCL26 (Eotaxin-3), FGF(basic), Flt-1, GM-CSF, ICAM-1, IFN-γ, IL-10,
IL-12/IL-23p40, IL-12p70, IL-13, IL-15, IL-16, IL-17A, IL-17A/F, IL-17B, IL-17C, IL-17D,
IL-1RA, IL-1α, IL-1β, IL-2, IL-21, IL-22, IL-23, IL-27, IL-3, IL-31, IL-4, IL-5, IL-6, IL-7, IL-8,
IL-8 high abundance (HA), IL-9, CXCL10 (IP-10), CCL2 (MCP-1), CCL13 (MCP-4), CCL22
(MDC), CCL3 (MIP-1α), CCL4 (MIP-1β), CCL20 (MIP-3α), PlGF, SAA, CCL17 (TARC),
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Tie-2, TNF-α, TNF-β, TSLP, VCAM-1, VEGF-A, VEGF-C and VEGF-D from NCM and TCM
from each individual biopsy per patient. All assays were run as per manufacturer’s recom-
mendations, with an alternative protocol overnight supernatant incubation being used for
all assays except vascular injury and angiogenesis assays. Secretion data for all factors were
normalised appropriately to rectal tissue protein content using the BCA assay (Pierce).

4.5. Dendritic Cell Isolation and Culture

Human monocyte-derived immature DCs were generated from peripheral blood
mononuclear cells obtained from buffy coat preparations (National Blood Centre, St.
James’s Hospital, Dublin, Ireland) by density gradient centrifugation (Lymphoprep) as
described [38,52]. Briefly, monocytes were isolated by positive selection using anti-CD14
magnetic microbeads as described by the manufacturer (Miltenyi Biotec, Bergisch Glad-
bach, Germany) and seeded at a density of 1 × 106 cells/mL in 6-well plates in 3 mL of
RPMI-1640 medium containing 10% defined low-endotoxin HyClone FBS (Thermo Fis-
cher Scientific, Waltham, MA, USA), 1% penicillin-streptomycin, 1% Fungizone, human
granulocyte macrophage colony-stimulating factor (50 ng/mL) (Immunotools, Friesoythe,
Germany) and human IL-4 (70 ng/mL) (Immunotools, Friesoythe, Germany) in a humid-
ified atmosphere with 5% CO2 at 37 ◦C. Cells were fed at day 3 by replacing half the
medium made up with fresh cytokines. At day 6, CD11c+ cells exhibited an immature DC
phenotype capable of upregulating maturation markers following LPS activation.

4.6. Stimulation of Monocyte-Derived Dendritic Cells

Freshly generated DCs were plated in 96-well plates at 2 × 105 cells in 200 µL RPMI
1640 media supplemented with 10% defined low-endotoxin HyClone FBS (Thermo Fisher
Scientific, Waltham, MA, USA) and stimulated with a 1:2 dilution of TCM or NCM, or
matched background media controls, for 4–5 h before exposure to 10 µg/mL of ultrapure
TLR4 agonist Escherichia coli lipopolysaccharide (LPS-EB; Invivogen) overnight. Super-
natants were harvested and frozen, and cells were assessed for expression of surface
markers as described below.

4.7. Flow Cytometry

DCs were stained with the following antibody panel: phycoerythrin (PE)- anti-CD80
(2D10), PerCP-Cy5.5- anti-CD86 (IT2.2), Pe-Cy7- anti-CD83 (HB15), Brilliant Violet 421- anti-
PD-L1 (29E.2A3), Brilliant Violet 510- anti-CD11c (3.9), allophycocyanin (APC)- anti-CD54
(HA58) and APC-Cy7- anti-HLA-DR (L243) (Biolegend, San Diego, CA, USA). Samples
were acquired on DAKO CyAn ADP flow cytometer (Beckman Coulter, Brea, CA, USA)
with compensation performed with positive and negative compensation beads (BD Bio-
sciences, San Jose, CA, USA). Gating on and analysis of CD11c+ cells was performed using
FlowJo software (Tree Star Inc., Ashland, OR, USA).

4.8. Statistical Analysis

GraphPad Prism 9 software was used to perform statistical analysis. All data were
expressed as mean ± SEM. Statistical tests used are indicated in each figure legend. Corre-
lation was measured using Spearman correlation coefficient. Statistical significance was
considered at p < 0.05.

5. Conclusions

This study quantified the secretion of 54 proteins from normal rectal tissue and rectal
cancer tissue and examined the effect of a clinically relevant dose of radiation on the levels
of protein secretions. We have shown that the cancer secretome is more inflammatory than
the normal rectal secretome with 19 factors secreted at significantly higher levels from the
rectal cancer TME. A single fraction of a clinically relevant dose of radiation alters the
inflammatory milieu of the normal but not the rectal cancer microenvironment. We also
demonstrated that the irradiated rectal cancer microenvironment induced the most potent
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effect on stimulating DC maturation, suggesting that tumour irradiation does not have a
negative impact on the ability of the rectal cancer TME to induce an anti-tumour immune
response. Correlations were found between secretions of inflammatory mediators and
clinical characteristics, including obesity status, suggesting that obesity may directly alter
protein secretions from the TME.

Supplementary Materials: The following are available online at https://www.mdpi.com/2072-669
4/13/3/571/s1, Figure S1: The effect of NCM and TCM on unstimulated dendritic cells, Figure S2:
Correlations between secreted factors from mock-irradiated rectal cancer tissue (Cancer 0 Gy) and
body composition parameters, Figure S3: Correlations between secreted factors from irradiated rectal
cancer tissue (Cancer 1.8 Gy) and body composition parameters, Table S1: Patient characteristics.

Author Contributions: A.B.H. processed specimens, conducted experiments, performed statistical
analysis of data and drafted the manuscript. M.R.D. and M.E.M. conducted experiments, contributed
to writing the manuscript and interpreting data analysis. C.E.B. assisted in processing specimens and
editing the manuscript. A.C. provided training in experimental techniques and assisted in editing
the manuscript. M.D. assisted with clinical data acquisition and assisted in editing the manuscript.
N.E.D., T.S.N. and N.C. were responsible for specimen and clinical data management and assisted
in editing the manuscript. C.D., J.O.L., B.M. and P.M. provided specimens and assisted in editing
the manuscript. N.L.-L. and J.O. devised the original study, assisted in interpretation of data and
assisted in editing the manuscript. All authors have read and agreed to the published version of
the manuscript.

Funding: This work was supported by the Irish Research Council (Grant: GOIPG/2017/983).

Institutional Review Board Statement: The study was conducted according to the guidelines of the
Declaration of Helsinki and approved by the Ethics Committee of St. James’s Hospital/AMNCH
(approval number 2011/43/02 and date approved 10/11/2011).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data presented in this study are available upon reasonable request
from the corresponding author. The data are not publicly available as there are restrictions on data
processing in line with participant consent.

Acknowledgments: We wish to thank the patients at St. James’s Hospital Dublin for so kindly
donating their samples to this research. We also wish to thank Jill O’Sullivan for her assistance with
statistical analysis.

Conflicts of Interest: The authors do not declare any conflict of interest.

Abbreviations

CRC colorectal cancer
DC dendritic cell
LPS lipopolysaccharide
NCM normal conditioned media
neo-CRT neoadjuvant chemoradiation
TCM tumour conditioned media
TME tumour microenvironment
T reg regulatory T cell
TLR toll-like receptor
TRS tumour regression score
VFA visceral fat area

References
1. Bray, F.; Ferlay, J.; Soerjomataram, I.; Siegel, R.L.; Torre, L.A.; Jemal, A. Global cancer statistics 2018: GLOBOCAN estimates of

incidence and mortality worldwide for 36 cancers in 185 countries. CA Cancer J. Clin. 2018, 68, 394–424. [CrossRef] [PubMed]
2. Glynne-Jones, R.; Wyrwicz, L.; Tiret, E.; Brown, G.; Rödel, C.; Cervantes, A.; Arnold, D. Rectal cancer: ESMO Clinical Practice

Guidelines for diagnosis, treatment and follow-up†. Ann. Oncol. 2017, 28, 22–40. [CrossRef] [PubMed]

https://www.mdpi.com/2072-6694/13/3/571/s1
https://www.mdpi.com/2072-6694/13/3/571/s1
http://doi.org/10.3322/caac.21492
http://www.ncbi.nlm.nih.gov/pubmed/30207593
http://doi.org/10.1093/annonc/mdx224
http://www.ncbi.nlm.nih.gov/pubmed/28881920


Cancers 2021, 13, 571 16 of 18

3. Read, T.E.; McNevin, M.S.; Gross, E.K.; Whiteford, H.M.; Lewis, J.L.; Ratkin, G.; Picus, J.; Birnbaum, E.H.; Fleshman, J.W.; Kodner,
I.J.; et al. Neoadjuvant therapy for adenocarcinoma of the rectum: Tumor response and acute toxicity. Dis. Colon Rectum 2001, 44,
513–522. [CrossRef] [PubMed]

4. Maas, M.; Nelemans, P.J.; Valentini, V.; Das, P.; Rödel, C.; Kuo, L.-J.; Calvo, F.A.; García-Aguilar, J.; Glynne-Jones, R.; Haustermans,
K.; et al. Long-term outcome in patients with a pathological complete response after chemoradiation for rectal cancer: A pooled
analysis of individual patient data. Lancet Oncol. 2010, 11, 835–844. [CrossRef]

5. Junttila, M.R.; de Sauvage, F.J. Influence of tumour micro-environment heterogeneity on therapeutic response. Nature 2013, 501,
346–354. [CrossRef]

6. Zare-Bandamiri, M.; Fararouei, M.; Zohourinia, S.; Daneshi, N.; Dianatinasab, M. Risk Factors Predicting Colorectal Cancer
Recurrence Following Initial Treatment: A 5-year Cohort Study. Asian Pac. J. Cancer Prev. 2017, 18, 2465–2470.

7. Schmoll, H.J.; Van Cutsem, E.; Stein, A.; Valentini, V.; Glimelius, B.; Haustermans, K.; Nordlinger, B.; van de Velde, C.J.; Balmana,
J.; Regula, J.; et al. ESMO Consensus Guidelines for management of patients with colon and rectal cancer. A personalized
approach to clinical decision making. Ann. Oncol. 2012, 23, 2479–2516. [CrossRef]

8. Hanahan, D.; Weinberg, R.A. Hallmarks of Cancer: The Next Generation. Cell 2011, 144, 646–674. [CrossRef]
9. Chan, A.T.; Giovannucci, E.L.; Meyerhardt, J.A.; Schernhammer, E.S.; Curhan, G.C.; Fuchs, C.S. Long-term Use of Aspirin and

Nonsteroidal Anti-inflammatory Drugs and Risk of Colorectal Cancer. JAMA 2005, 294, 914–923. [CrossRef]
10. Flossmann, E.; Rothwell, P.M.; British Doctors Aspirin Trial and the UK-TIA Aspirin Trial. Effect of aspirin on long-term risk of

colorectal cancer: Consistent evidence from randomised and observational studies. Lancet 2007, 369, 1603–1613. [CrossRef]
11. Zhang, Q.; Matzke, M.; Schepmoes, A.A.; Moore, R.J.; Webb-Robertson, B.-J.; Hu, Z.; Monroe, M.E.; Qian, W.-J.; Smith, R.D.;

Morgan, W.F. High and low doses of ionizing radiation induce different secretome profiles in a human skin model. PLoS ONE
2014, 9, e92332. [CrossRef] [PubMed]

12. Finn, O.J. Immuno-oncology: Understanding the function and dysfunction of the immune system in cancer. Ann. Oncol. 2012, 23,
viii6–viii9. [CrossRef] [PubMed]

13. Formenti, S.C.; Demaria, S. Systemic effects of local radiotherapy. Lancet Oncol. 2009, 10, 718–726. [CrossRef]
14. Gabrilovich, D. Mechanisms and functional significance of tumour-induced dendritic-cell defects. Nat. Rev. Immunol. 2004, 4,

941–952. [CrossRef] [PubMed]
15. Grass, G.D.; Krishna, N.; Kim, S. The immune mechanisms of abscopal effect in radiation therapy. Curr. Probl. Cancer 2016, 40,

10–24. [CrossRef] [PubMed]
16. Roses, R.E.; Datta, J.; Czerniecki, B.J. Radiation as immunomodulator: Implications for dendritic cell-based immunotherapy.

Radiat. Res. 2014, 182, 211–218. [CrossRef] [PubMed]
17. Kim, K.-W.; Kim, S.-H.; Shin, J.-G.; Kim, G.-S.; Son, Y.-O.; Park, S.-W.; Kwon, B.-H.; Kim, D.-W.; Lee, C.-H.; Sol, M.-Y.; et al. Direct

injection of immature dendritic cells into irradiated tumor induces efficient antitumor immunity. Int. J. Cancer 2004, 109, 685–690.
[CrossRef]

18. Park, J.E.; Chen, H.H.; Winer, J.; Houck, K.A.; Ferrara, N. Placenta growth factor. Potentiation of vascular endothelial growth
factor bioactivity, in vitro and in vivo, and high affinity binding to Flt-1 but not to Flk-1/KDR. J. Biol. Chem. 1994, 269, 25646–25654.
[CrossRef]

19. Dewerchin, M.; Carmeliet, P. PlGF: A multitasking cytokine with disease-restricted activity. Cold Spring Harb. Perspect. Med. 2012,
2, a011056. [CrossRef]

20. Matsuo, Y.; Sawai, H.; Ma, J.; Xu, D.; Ochi, N.; Yasuda, A.; Takahashi, H.; Funahashi, H.; Takeyama, H. IL-1alpha secreted by colon
cancer cells enhances angiogenesis: The relationship between IL-1alpha release and tumor cells’ potential for liver metastasis. J.
Surg. Oncol. 2009, 99, 361–367. [CrossRef]

21. Mojic, M.; Takeda, K.; Hayakawa, Y. The Dark Side of IFN-γ: Its Role in Promoting Cancer Immunoevasion. Int. J. Mol. Sci. 2017,
19, 89. [CrossRef] [PubMed]

22. Kumari, N.; Dwarakanath, B.S.; Das, A.; Bhatt, A.N. Role of interleukin-6 in cancer progression and therapeutic resistance. Tumor
Biol. 2016, 37, 11553–11572. [CrossRef] [PubMed]

23. Dennis, K.L.; Blatner, N.R.; Gounari, F.; Khazaie, K. Current status of IL-10 and regulatory T-cells in cancer. Curr. Opin. Oncol.
2013, 25, 637–645. [CrossRef] [PubMed]

24. Liu, J.; Duan, Y.; Cheng, X.; Chen, X.; Xie, W.; Long, H.; Lin, Z.; Zhu, B. IL-17 is associated with poor prognosis and promotes
angiogenesis via stimulating VEGF production of cancer cells in colorectal carcinoma. Biochem. Biophys. Res. Commun. 2011, 407,
348–354. [CrossRef]

25. Tosolini, M.; Kirilovsky, A.; Mlecnik, B.; Fredriksen, T.; Mauger, S.; Bindea, G.; Berger, A.; Bruneval, P.; Fridman, W.-H.; Pagès,
F.; et al. Clinical Impact of Different Classes of Infiltrating T Cytotoxic and Helper Cells (Th1, Th2, Treg, Th17) in Patients with
Colorectal Cancer. Cancer Res. 2011, 71, 1263–1271. [CrossRef]

26. De Simone, V.; Pallone, F.; Monteleone, G.; Stolfi, C. Role of T(H)17 cytokines in the control of colorectal cancer. Oncoimmunology
2013, 2, e26617. [CrossRef]

27. Yu, Q.; Lou, X.; He, Y. Preferential recruitment of Th17 cells to cervical cancer via CCR6-CCL20 pathway. PLoS ONE 2015, 10,
e0120855. [CrossRef]

http://doi.org/10.1007/BF02234323
http://www.ncbi.nlm.nih.gov/pubmed/11330578
http://doi.org/10.1016/S1470-2045(10)70172-8
http://doi.org/10.1038/nature12626
http://doi.org/10.1093/annonc/mds236
http://doi.org/10.1016/j.cell.2011.02.013
http://doi.org/10.1001/jama.294.8.914
http://doi.org/10.1016/S0140-6736(07)60747-8
http://doi.org/10.1371/journal.pone.0092332
http://www.ncbi.nlm.nih.gov/pubmed/24642900
http://doi.org/10.1093/annonc/mds256
http://www.ncbi.nlm.nih.gov/pubmed/22918931
http://doi.org/10.1016/S1470-2045(09)70082-8
http://doi.org/10.1038/nri1498
http://www.ncbi.nlm.nih.gov/pubmed/15573129
http://doi.org/10.1016/j.currproblcancer.2015.10.003
http://www.ncbi.nlm.nih.gov/pubmed/26612692
http://doi.org/10.1667/RR13495.1
http://www.ncbi.nlm.nih.gov/pubmed/24992163
http://doi.org/10.1002/ijc.20036
http://doi.org/10.1016/S0021-9258(18)47298-5
http://doi.org/10.1101/cshperspect.a011056
http://doi.org/10.1002/jso.21245
http://doi.org/10.3390/ijms19010089
http://www.ncbi.nlm.nih.gov/pubmed/29283429
http://doi.org/10.1007/s13277-016-5098-7
http://www.ncbi.nlm.nih.gov/pubmed/27260630
http://doi.org/10.1097/CCO.0000000000000006
http://www.ncbi.nlm.nih.gov/pubmed/24076584
http://doi.org/10.1016/j.bbrc.2011.03.021
http://doi.org/10.1158/0008-5472.CAN-10-2907
http://doi.org/10.4161/onci.26617
http://doi.org/10.1371/journal.pone.0120855


Cancers 2021, 13, 571 17 of 18

28. Chen, D.; Jiang, R.; Mao, C.; Shi, L.; Wang, S.; Yu, L.; Hu, Q.; Dai, D.; Xu, H. Chemokine/chemokine receptor interactions
contribute to the accumulation of Th17 cells in patients with esophageal squamous cell carcinoma. Hum. Immunol. 2012, 73,
1068–1072. [CrossRef]

29. Mizukami, Y.; Kono, K.; Kawaguchi, Y.; Akaike, H.; Kamimura, K.; Sugai, H.; Fukii, H. CCL17 and CCL22 chemokines within
tumor microenvironment are related to accumulation of Foxp3+ regulatory T cells in gastric cancer. Int. J. Cancer 2008, 122,
2286–2293. [CrossRef]

30. Maruyama, T.; Kono, K.; Izawa, S.; Mizukami, Y.; Kawaguchi, Y.; Mimura, K.; Watanabe, M.; Fujii, H. CCL17 and CCL22
chemokines within tumor microenvironment are related to infiltration of regulatory T cells in esophageal squamous cell
carcinoma. Dis. Esophagus 2010, 23, 422–429. [CrossRef]

31. De Monte, L.; Reni, M.; Tassi, E.; Clavenna, D.; Papa, I.; Recalde, H.; Braga, M.; Di Carlo, V.; Doglioni, C.; Protti, M.P. Intratumor T
helper type 2 cell infiltrate correlates with cancer-associated fibroblast thymic stromal lymphopoietin production and reduced
survival in pancreatic cancer. J. Exp. Med. 2011, 208, 469–478. [CrossRef] [PubMed]

32. Lunardi, S.; Lim, S.Y.; Muschel, R.J.; Brunner, T.B. IP-10/CXCL10 attracts regulatory T cells: Implication for pancreatic cancer.
Oncoimmunology 2015, 4, e1027473. [CrossRef] [PubMed]

33. Iellem, A.; Mariani, M.; Lang, R.; Recalde, H.; Panina-Bordignon, P.; Sinigaglia, F.; D’Ambrosio, D. Unique chemotactic response
profile and specific expression of chemokine receptors CCR4 and CCR8 by CD4 (+) CD25 (+) regulatory T cells. J. Exp. Med. 2001,
194, 847–853. [CrossRef] [PubMed]

34. Perera, P.-Y.; Lichy, J.H.; Waldmann, T.A.; Perera, L.P. The role of interleukin-15 in inflammation and immune responses to
infection: Implications for its therapeutic use. Microbes Infect. 2012, 14, 247–261. [CrossRef]

35. Vyas, D.; Laput, G.; Vyas, A.K. Chemotherapy-enhanced inflammation may lead to the failure of therapy and metastasis. Onco
Targets Ther. 2014, 7, 1015–1023. [CrossRef]

36. Buckley, A.M.; Lynam-Lennon, N.; Kennedy, S.A.; Dunne, M.R.; Aird, J.J.; Foley, E.K.; Clarke, N.; Ravi, N.; O’Toole, D.; Reynolds,
J.V.; et al. Leukaemia inhibitory factor is associated with treatment resistance in oesophageal adenocarcinoma. Oncotarget 2018, 9,
33634–33647. [CrossRef]

37. Maher, S.G.; McDowell, D.T.; Collins, B.C.; Muldoon, C.; Gallagher, W.M.; Reynolds, J.V. Serum Proteomic Profiling Reveals That
Pretreatment Complement Protein Levels are Predictive of Esophageal Cancer Patient Response to Neoadjuvant Chemoradiation.
Ann. Surg. 2011, 254, 809–816. [CrossRef]

38. Michielsen, A.J.; Ryan, E.J.; O’Sullivan, J.N. Dendritic cell inhibition correlates with survival of colorectal cancer patients on
bevacizumab treatment. Oncoimmunology 2012, 1, 1445–1447. [CrossRef]

39. Michielsen, A.J.; Noonan, S.; Martin, P.; Tosetto, M.; Marry, J.; Biniecka, M.; Maguire, A.A.; Hyland, J.M.; Sheahan, K.D.;
O’Donoghue, D.P.; et al. Inhibition of Dendritic Cell Maturation by the Tumor Microenvironment Correlates with the Survival of
Colorectal Cancer Patients following Bevacizumab Treatment. Mol. Cancer Ther. 2012, 11, 1829–1837. [CrossRef]

40. Michielsen, A.J.; Hogan, A.E.; Marry, J.; Tosetto, M.; Cox, F.; Hyland, J.M.; Sheahan, K.D.; O’Donoghue, D.P.; Mulcahy, H.E.;
Ryan, E.J.; et al. Tumour Tissue Microenvironment Can Inhibit Dendritic Cell Maturation in Colorectal Cancer. PLoS ONE 2011, 6,
e27944. [CrossRef]

41. Morrissey, M.E.; Byrne, R.; Nulty, C.; McCabe, N.H.; Lynam-Lennon, N.; Butler, C.T.; Kennedy, S.; O’Toole, D.; Larkin, J.;
McCormick, P.; et al. The tumour microenvironment of the upper and lower gastrointestinal tract differentially influences
dendritic cell maturation. BMC Cancer 2020, 20, 566. [CrossRef] [PubMed]

42. Kulzer, L.; Rubner, Y.; Deloch, L.; Allgäuer, A.; Frey, B.; Fietkau, R.; Dörrie, J.; Schaft, N.; Gaipl, U.S. Norm- and hypo-fractionated
radiotherapy is capable of activating human dendritic cells. J. Immunotoxicol. 2014, 11, 328–336. [CrossRef] [PubMed]

43. Beckebaum, S.; Zhang, X.; Chen, X.; Yu, Z.; Frilling, A.; Dworacki, G.; Grosse-Wilde, H.; Broelsch, C.E.; Gerken, G.; Cicinnati, V.R.
Increased Levels of Interleukin-10 in Serum from Patients with Hepatocellular Carcinoma Correlate with Profound Numerical
Deficiencies and Immature Phenotype of Circulating Dendritic Cell Subsets. Clin. Cancer Res. 2004, 10, 7260–7269. [CrossRef]
[PubMed]

44. Gabrilovich, D.I.; Chen, H.L.; Girgis, K.R.; Cunningham, H.T.; Meny, G.M.; Nadaf, S.; Kavanaugh, D.; Carbone, D.P. Production
of vascular endothelial growth factor by human tumors inhibits the functional maturation of dendritic cells. Nat. Med. 1996, 2,
1096–1103. [CrossRef] [PubMed]

45. Laxmanan, S.; Robertson, S.W.; Wang, E.; Lau, J.S.; Briscoe, D.M.; Mukhopadhyay, D. Vascular endothelial growth factor impairs
the functional ability of dendritic cells through Id pathways. Biochem. Biophys. Res. Commun. 2005, 334, 193–198. [PubMed]

46. Karakhanova, S.; Bedke, T.; Enk, A.H.; Mahnke, K. IL-27 renders DC immunosuppressive by induction of B7-H1. J. Leukoc. Biol.
2011, 89, 837–845. [CrossRef]

47. Ather, J.L.; Ckless, K.; Martin, R.; Foley, K.L.; Suratt, B.T.; Boyson, J.E.; Fitzgerald, K.A.; Flavell, R.A.; Eisenbarth, S.C.; Poynter,
M.E. Serum amyloid A activates the NLRP3 inflammasome and promotes Th17 allergic asthma in mice. J. Immunol. 2011, 187,
64–73. [CrossRef]

48. Sun, Y.; Xu, Z.; Lin, H.; Lu, X.; Huang, Y.; Huang, S.; Wang, X.; Chi, P. Impact of body mass index on treatment outcome of
neoadjuvant chemoradiotherapy in locally advanced rectal cancer. Eur. J. Surg. Oncol. 2017, 43, 1828–1834. [CrossRef]

49. Park, I.J.; You, Y.N.; Skibber, J.M.; Rodriguez-Bigas, M.A.; Das, P.; Eng, C.; Kopetz, S.; Wolff, R.A.; Crane, C.H.; Krishnan, S.; et al.
Oncologic and Functional Hazards of Obesity Among Patients With Locally Advanced Rectal Cancer Following Neoadjuvant
Chemoradiation Therapy. Am. J. Clin. Oncol. 2017, 40, 277–282. [CrossRef]

http://doi.org/10.1016/j.humimm.2012.07.333
http://doi.org/10.1002/ijc.23392
http://doi.org/10.1111/j.1442-2050.2009.01029.x
http://doi.org/10.1084/jem.20101876
http://www.ncbi.nlm.nih.gov/pubmed/21339327
http://doi.org/10.1080/2162402X.2015.1027473
http://www.ncbi.nlm.nih.gov/pubmed/26405599
http://doi.org/10.1084/jem.194.6.847
http://www.ncbi.nlm.nih.gov/pubmed/11560999
http://doi.org/10.1016/j.micinf.2011.10.006
http://doi.org/10.2147/OTT.S60114
http://doi.org/10.18632/oncotarget.25950
http://doi.org/10.1097/SLA.0b013e31823699f2
http://doi.org/10.4161/onci.21318
http://doi.org/10.1158/1535-7163.MCT-12-0162
http://doi.org/10.1371/journal.pone.0027944
http://doi.org/10.1186/s12885-020-07012-y
http://www.ncbi.nlm.nih.gov/pubmed/32552799
http://doi.org/10.3109/1547691X.2014.880533
http://www.ncbi.nlm.nih.gov/pubmed/24512329
http://doi.org/10.1158/1078-0432.CCR-04-0872
http://www.ncbi.nlm.nih.gov/pubmed/15534100
http://doi.org/10.1038/nm1096-1096
http://www.ncbi.nlm.nih.gov/pubmed/8837607
http://www.ncbi.nlm.nih.gov/pubmed/16002046
http://doi.org/10.1189/jlb.1209788
http://doi.org/10.4049/jimmunol.1100500
http://doi.org/10.1016/j.ejso.2017.07.022
http://doi.org/10.1097/COC.0000000000000150


Cancers 2021, 13, 571 18 of 18

50. Addison, O.; Marcus, R.L.; Lastayo, P.C.; Ryan, A.S. Intermuscular fat: A review of the consequences and causes. Int. J. Endocrinol.
2014, 2014, 309570. [CrossRef]

51. Doyle, S.L.; Bennett, A.M.; Donohoe, C.L.; Mongan, A.M.; Howard, J.M.; Lithander, F.E.; Pidgeon, G.P.; Reynolds, J.V.; Lysaght, J.
Establishing computed tomography-defined visceral fat area thresholds for use in obesity-related cancer research. Nutr. Res.
2013, 33, 171–179. [CrossRef] [PubMed]

52. Dunne, M.R.; Madrigal-Estebas, L.; Tobin, L.M.; Doherty, D.G. (E)-4-Hydroxy-3-methyl-but-2 enyl pyrophosphate-stimulated
Vγ9Vδ2 T cells possess T helper type 1-promoting adjuvant activity for human monocyte-derived dendritic cells. Cancer Immunol.
Immunother. 2010, 59, 1109–1120. [CrossRef] [PubMed]

http://doi.org/10.1155/2014/309570
http://doi.org/10.1016/j.nutres.2012.12.007
http://www.ncbi.nlm.nih.gov/pubmed/23507222
http://doi.org/10.1007/s00262-010-0839-8
http://www.ncbi.nlm.nih.gov/pubmed/20306041

	Introduction 
	Results 
	The Protein Secretome Differs between Normal Rectal Tissue and Rectal Cancer Tissue 
	Radiation Significantly Altered the Secretion of IL-15 and CCL22 from Normal Rectal Tissue 
	The Rectal Cancer Microenvironment Alters Expression of Maturation Markers on CD11c+ Dendritic Cells 
	Linking Innate Immune Response with Secreted Factors in the Normal and Cancer Microenvironments 
	Linking DC Maturation and Phenotypic Markers with Secretions from DCs Treated with TCM and NCM 
	Linking Clinical Characteristics with Secreted Factors and DC Maturation and Phenotypic Markers 

	Discussion 
	Materials and Methods 
	Ethics Statement 
	Patient Recruitment 
	Generation of Tumour Conditioned Media and Normal Conditioned Media 
	Mesoscale Discovery 54-Plex ELISA 
	Dendritic Cell Isolation and Culture 
	Stimulation of Monocyte-Derived Dendritic Cells 
	Flow Cytometry 
	Statistical Analysis 

	Conclusions 
	References

