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PD-1 blockade enhances the function of antitumor T cells and antibody-dependent,

cell-mediated cytotoxicity (ADCC) of NK cells. In a single-center, open-label, phase 2 trial,

we tested the combination of pembrolizumab, an anti-PD-1 monoclonal antibody, and

rituximab, an anti-CD20 monoclonal antibody that induces ADCC, in 30 patients with

follicular lymphoma (FL) with rituximab-sensitive disease who had relapsed after $1

prior therapy. Pembrolizumab was administered at 200 mg IV every 3 weeks for up to 16

cycles, and rituximab was given at 375 mg/m2 IV weekly for 4 weeks in cycle 1 only. The

most common grade 3/4 adverse events (AEs) were liver enzyme abnormalities (3%),

diarrhea (3%), nausea (3%), aseptic meningitis (3%), and pancreatitis (3%). Low-grade

immune-related AEs were reported in 80% of patients, including diarrhea (43%), liver

enzyme abnormalities (33%), thyroid dysfunction (27%), and rash (23%). Grade 3 or 4

immune-related AEs occurred in 13% of the patients. Treatment-related AEs led to

discontinuation in 6 (20%) patients. The overall response rate (primary end point) was

67%, and the complete response (CR) rate was 50%. Median progression-free survival

(PFS) was 12.6 months (95% confidence interval, 8.2-27.6), the 3-year overall survival rate

was 97%, and 23% of patients were in remission at a median follow-up of 35 months. The

presence of a high CD81 T-effector score at baseline in the tumor was associated with

induction of a CR and improved PFS. In this single-arm, phase 2 study, the combination of

pembrolizumab and rituximab demonstrates favorable efficacy and safety profile in

relapsed FL. This trial is registered at www.clinicaltrials.gov as #NCT02446457.

Introduction

Follicular lymphoma (FL) is the most common indolent non-Hodgkin lymphoma worldwide and is charac-
terized by a pattern of stable, relapsing and/or remitting disease.1 Although the tumor microenvironment
maintains disease control through endogenous immune surveillance, tumor cells escape through mecha-
nisms including anergy and exhaustion of tumor infiltrating lymphocytes by expression of inhibitory check-
point markers including programmed cell death 1/programmed cell death ligand-1 (PD1/PD-L1),
lymphocyte activation gene 3 (LAG3), and cluster of differentiation 47 (CD47).2-4 The programmed cell
death protein 1 (PD-1) axis regulates the immune responses of activated T cells to infection and prevents
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Key Points

� Combination therapy
with pembrolizumab
and rituximab was
well tolerated in
patients with
relapsed/refractory fol-
licular lymphoma.

� In this single-arm,
phase 2 study, the
overall response rate
was 67%, with 50%
complete response
and median PFS of
12.6 months.
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autoimmunity.5 The PD-1 ligands PD-L1 and PD-L2 may be
expressed on tumor cells and/or stromal cells, and, when bound to
PD-1, inhibit T-cell activation and facilitate immune escape. PD-1
expression is markedly elevated on endogenous T cells after chronic
antigenic stimulation by viral infection or tumor exposure and is
associated with T-cell exhaustion. PD-1 blockade has been demon-
strated in preclinical studies to restore the function of antitumor T
cells and enhance the antibody-dependent, cell-mediated cytotoxic-
ity (ADCC) effect of natural killer (NK) cells.6-12 Therefore, targeting
the PD-1/PD-ligand pathway in combination with rituximab, an anti-
CD20 antibody that induces ADCC, is likely to be synergistic.

Pembrolizumab is a humanized immunoglobulin G4 (IgG4) isotype
antibody that targets PD-1 with demonstrable activity across a
range of solid organ and lymphoid malignancies.13 PD-1 blockade
with nivolumab, a humanized IgG monoclonal antibody has been
shown in a small phase 1b study to have promising single-agent
activity in 10 relapsed or refractory (R/R) patients with FL who have
an overall response rate (ORR) of 40% and complete response
(CR) rate of 10%.14 A phase 2 study of pidilizumab, a humanized
IgG-1k recombinant monoclonal antibody thought to target PD-1, in
combination with rituximab demonstrated synergistic activity in
patients with relapsed FL (ORR 66%, CR 52%).15 However, recent
evidence suggests that inhibition of PD-1 inhibition by pidilizumab is
a secondary effect, with an alternate mechanism of action through
binding the deltalike 1 (DLL1) gene.16,17 Therefore, a gap exists in
the literature regarding the safety and efficacy of PD-1 inhibition in
combination with rituximab in the treatment of R/R FL. We reasoned
that the combination of pembrolizumab and rituximab would be syn-
ergistic by activating both the innate (NK-cell) and adaptive (T-cell)
systems to improve clinical activity without excess toxicity. We
aimed to assess the safety and activity of pembrolizumab and
rituximab and performed correlative studies in an open-label, single-
center, phase 2 study in patients with relapsed FL.

Patients and methods

Patients

This was an investigator-initiated, open-label, single-center, phase 2
study of pembrolizumab1rituximab in R/R FL. The MD Anderson
Institutional Review Board approved the study, which was per-
formed in accordance with the Declaration of Helsinki and Good
Clinical Practice guidelines. All patients provided written informed
consent. Eligibility criteria included World Health Organization grade
1 to 3A FL18; relapsed or refractory disease after $1 prior therapy;
rituximab-sensitive disease, defined as a CR or partial response
(PR) lasting at least 6 months after the most recent rituximab-
containing therapy; age $18 years; an Eastern Cooperative Oncol-
ogy Group (ECOG) performance status ,2; an absolute neutrophil
count of at least 1.0 3 109 cells/L; a platelet count of at least 50 3

109 cells/L; and adequate hepatic, renal, cardiac, and pulmonary
function. Patients were ineligible if they had a history of autoimmune
disease within the past 2 years requiring systemic therapy, prior
immune checkpoint inhibitor therapy, history of any malignancy
within the previous 5 years, uncontrolled serious illness or comorbid-
ities, human immunodeficiency virus infection, or active hepatitis B
or C infection.

Study design

Patients received rituximab 375 mg/m2 as an IV infusion on days 1,
8, 15, and 22 of cycle 1 and 200 mg pembrolizumab IV every 3
weeks for up to 16 cycles starting on day 2 of cycle 1. Adverse
events (AEs) were graded using the National Cancer Institute’s Com-
mon Terminology Criteria for Adverse Events (CTCAE), version 4.0.
Responses were assessed according to the 2014 Lugano classifica-
tion.19 Two independent radiologists reviewed any equivocal find-
ings. Diagnostic quality positron emission tomography computerized
tomography (PET-CT) with IV and oral/water contrast and bone
marrow biopsy were used for initial disease assessment within
42 days before the first dose of study treatment. Th PET-CT scan
was repeated to confirm CR and/or at treatment discontinuation;
otherwise follow-up assessments were performed with CT scans.
Response assessments occurred after week 12, every 3 months dur-
ing therapy, 1 year after treatment discontinuation, and then every
6 months until the start of another anticancer treatment or docu-
mented disease progression, death, or the end of the study, which-
ever occurred first. Bone marrow biopsy was performed to confirm
CR if bone marrow involvement was present at study enrollment.

Immunohistochemical staining for PD-L1

Immunohistochemical (IHC) tumor staining was performed by Qual-
Tek with an automated staining system for PD-L1 (22C3 PharmDx)
on pretreatment tumor samples. The staining was reviewed and
scored according to the percentage of malignant cells with positive
staining (0% to 100%) and the intensity of staining of tumor and non-
malignant cells (0, no staining; 11, weak/equivocal staining; 21,
moderate staining; and 31, strong staining). Previously published cri-
teria for categorizing cases as positive for PD-L1 expression were
used.20 Tumor cells had to exhibit 21 or 31 membrane staining in
$1% of malignant cells for PD-L1 to be considered positive.21 For
the tumor microenvironment, $1% of nonmalignant cells had to
exhibit positive staining for PD-L1 to be categorized as positive.

Assessment of immune signatures

Core needle biopsy specimens from involved lymph nodes obtained
before treatment were collected in RNAlater fixative (Life Technolo-
gies, Carlsbad, CA) and stored at 280�C until RNA isolation. RNA
was isolated by RNeasy Mini Kit (Qiagen GmbH, Hilden, Germany)
according to the manufacturer’s guidance. RNA quantity and quality
were established with a 2100 Bioanalyzer (Agilent, Santa Clara,
CA), and RNA was profiled by using a semicustom �1500-gene
panel on the NanoString platform.

Pretreatment peripheral blood samples were obtained, and mRNA
was extracted for gene expression analysis conducted on the Nano-
String nCounter gene expression platform (NanoString Technolo-
gies). A 10-gene interferon-g (IFN-g) signature panel (IFNG, STAT1,
CCR5, CXCL9, CXCL10, CXCL11, IDO1, PRF1, GZMA, and
major histocompatibility complex II HLA-DRA) and an expanded
immune 28-gene IFN-g signature that encompasses genes related
to cytolytic activity (granzyme A/B/K, PRF1), cytokines/chemokines
for initiation of inflammation (CXCR6, CXCL9, CCL5, and CCR5),
T-cell markers (CD3D, CD3E, CD2, and IL2RG), NK cell activity
(NKG7 and HLA-E), antigen presentation (CIITA and HLA-DRA),
and additional immunomodulatory factors (LAG3, IDO1, and
SLAMF6) were tested.22
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Statistical analysis

The primary end point was ORR, defined as the proportion of
patients who exhibited a CR or PR. Secondary end points included
CR and PR rates; progression-free survival (PFS) assessed from
first treatment administration to disease progression or death from
any cause, whichever occurred first; overall survival (OS) assessed
from first treatment administration to death; and safety.

The null hypothesis predicted ORR in no more than 40% of patients.
We expected to improve the proportion of patients achieving an over-
all response to at least 60% with the current regimen. The proposed
sample size of 30 patients was expected to achieve a width of 0.23
for the posterior 90% credibility interval under the assumption of an
overall response in 60% of patients. Patients were assessed for
response if they had any postbaseline tumor assessment.

In this analysis, we evaluated the associations between various cate-
gorical patient characteristics (age, sex, stage, B symptoms, ECOG
performance status, and whether tumor burden, as defined by
Groupe d’Etude des Lymphomes Folliculaires [GELF] criteria for
treatment, were met) with response to pembrolizumab1rituximab, as
well as the duration of disease control. Summary statistics including
mean, standard deviation, median, and range of continuous variables,
such as age and time to response. Frequency counts and percen-
tages for categorical variables, such as stage and response are pro-
vided. The best response rates and their 95% confidence intervals
(CI) using the exact method are reported. The Kaplan-Meier method
was used to estimate PFS and response duration. A log-rank test
was used to compare survival between different groups. Statistical
software SAS 9.4 (SAS, Cary, NC) and TIBCO Spotfire S1 8.2
(TIBCO Software Inc, Palo Alto, CA) were used for all the analyses.

Results

Patient demographics

Thirty patients were enrolled in the trial from 1 August 2015 to 7
February 2017. The median age was 64 years (range, 43-84 years)
and 57% were male (Table 1). Twenty-two (73%) patients had a
Follicular Lymphoma International Prognostic Index (FLIPI) score of
$2. Twenty-six (87%) patients had stage III or IV disease, and 15
(50%) met the GELF criteria for high tumor burden. The median
number of prior lines of therapy was 1 (range, 1-4) with a median
PFS after the last therapy of 27.5 months (range, 3-162 months).

The median follow-up for the study was 34.9 months (range, 8.8-
48.5 months). The median duration of pembrolizumab treatment
was 6.7 months (range, 2-13 months). Twenty-six patients (87%)
completed at least 6 cycles; 10 (33%) patients completed 16
cycles without early discontinuation. Thirteen (43%) patients discon-
tinued therapy because of disease progression; 6 (20%) patients
discontinued secondary to AEs; 1 (3%) patient discontinued ther-
apy early because of relocation; no patients were lost to long-term
follow-up.

Safety

Treatment-related AEs occurred in all patients; most were mild to
moderate, with 5 patients (17%) having grade 3 or 4 AEs (n 5 1;
3% each), including liver enzyme abnormalities, diarrhea, aseptic
meningitis, pancreatitis, and nausea, and vomiting (Table 2).
Immune-related AEs were reported for 80% of patients; most were

low grade (grade 3 or 4: n 5 4, 13%). The most commonly
reported immune-related AEs were diarrhea (n 5 13, 43%), liver
enzyme abnormalities (n 5 12, 40%), oral mucositis (n 5 10,
33%), thyroid dysfunction (n 5 9, 30%), and rash (n 5 7, 23%).
Median time to onset of the first immune-related AE was 35 days
(range, 1-207 days). None of the assessed patient characteristics
were significantly associated with immune-related AEs. Grade 2 or
higher immune-related AEs occurred in 16 patients (53%). With
regard to management of immune-related AEs, 7 patients received
oral corticosteroids (median of 125 days of corticosteroids; range,
40-319 days), 3 patients received topical corticosteroids only for
rash, and the remaining were observed until resolution. Three
patients discontinued therapy permanently and were never rechal-
lenged. Four patients were rechallenged with pembrolizumab after a
median of 28.5 days (range, 14-51 days), but permanently discon-
tinued therapy because of the recurrence of treatment-related diar-
rhea (n 5 3) or pneumonitis (n 5 1). All were in CR at the time of
discontinuation of treatment. One patient was rechallenged with
pembrolizumab and completed all 16 cycles without further
immune-related AEs. No treatment-related deaths were observed.

Table 1. Patient demographics and clinical characteristics based

on best response

Characteristic n (%)

Sex

Female 13 (43)

Male 17 (57)

Stage

II 4 (13)

III 8 (27)

IV 18 (60)

ECOG score

0 22 (73)

1 8 (27)

FLIPI score

0-1 8 (27)

2 16 (53)

3-5 6 (20)

GELF assessment

Low tumor burden 15 (50)

High tumor burden 15 (50)

Prior therapies, n

1 18 (60)

2 6 (20)

$3 6 (20)

PFS with last therapy, y

,1 5 (17)

./51 25 (83)

POD24 status, mo

,24 11 (37)

./524 19 (63)

Data are expressed as the number (percentage of each group), unless the a of
measure is otherwise noted.
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Efficacy

The ORR among the 30 patients was 67%, including 15 (50%)
patients with CR and 5 (17%) with PR. The median time to best
response was 3 months (range, 2.5-9.0). Among those who
achieved a CR, 12 of 15 achieved it at their first response
assessment, and 3 converted from a PR at their first response
assessment to a CR by the second response assessment. A
lower ORR was observed in patients with high tumor burden by
GELF criteria and progression of disease within 24 months after
first-line therapy (POD24) when compared with patients with
low tumor burden and without POD24, respectively (53% vs
80%, P 5 .002; 36% vs 84%, P 5 .04). Twenty-two events
(progression or death) had occurred at the time of this analysis.
Median PFS was 12.6 months (95% CI, 8.2-27.6; Figure 1A).
For patients who achieved a CR or PR (n 5 20), the median
duration of response was 17.5 months (95% CI, 8.7 to not
reached, Figure 1B). High tumor burden by GELF (P 5 .0001)
and PFS ,1 year for a prior line of therapy (P 5 .008) were
associated with inferior PFS (Figures 1C-D). Median OS was
not reached, and 3-year OS was 97% (95% CI, 90-100; Figure
1E). Sex, stage, FLIPI, ECOG performance status, number of
prior therapies, POD24 status, and occurrence of immune-
related AEs was not significantly associated with inferior PFS.
At last follow-up, 28 (93%) patients were alive, 7 (23%) were in
remission, 23 (77%) demonstrated progression/relapse, and 2
(7%) had died of disease progression.

Correlative studies

Of 19 pretreatment tumor samples available for assessment, PD-L1
expression by immunohistochemistry was detectable on background
histiocytes in all samples (100%) and tumor cells in 11 samples
(58%). Of the tumors with detectable PD-L1 expression (n 5 11),
PD-L1 was present in 1% to 8% of tumor cells in 10 samples and
in 20% of tumor cells in 1 sample. PD-L1 status was not a signifi-
cant predictor of response (P 5 .71) with 7 of 11 (64%; 6 CR, 1
PR) responses observed in patients with detectable PD-L1 tumor
expression and 4 of 8 (50%; 2 CR, 2 PR) responses in patients
with undetectable tumor PD-L1 expression (supplemental Figure 1).
PD-L1 expression of background histiocytes was not predictive of
PFS (P 5 .68).

Pretreatment tumor immune cell gene signature analysis was per-
formed on 18 tumor samples, and a significant difference between
patients with high CD81 T-effector score and patients with low
CD81 T-effector score was observed in achievement of a CR (67%
vs 25%; P 5 .046) and PFS (27.6 months vs 8.3 months; P 5
.012; Figure 2). After adjustment for multiple testing at a false-
discovery rate of 0.1, per the Benjamin-Hochberg procedure,23 the
CD81 T-effector signature was the only gene score that significantly
associated with PFS among all immune cell signatures tested (Fig-
ure 2; supplemental Figure 2). IFN-g–related gene signatures in pre-
treatment peripheral blood mononuclear cells (n 5 26) showed an
association with objective response using both a previously
described 10-gene panel (P 5 .016) and a 28-gene panel (P 5
.023; supplemental Figure 3).22 However, this finding did not trans-
late into a PFS benefit (P 5 .93; data not shown).

Discussion

The combination of pembrolizumab and rituximab is clinically active
and well tolerated in patients with rituximab-sensitive R/R FL, with
an objective response observed in 67% of patients with rare grade
3 or 4 treatment or autoimmune-related AEs. Although we acknowl-
edge the potential bias with patient selection in single-arm trials, our
study of pembrolizumab in combination with rituximab demonstrated
superior response rates when compared with the rates in a previous
phase 2 study of retreatment with single-agent rituximab (4 weekly
doses, 375 mg/m2) in rituximab-sensitive patients with FL (ORR
67% vs 40%; CR 50% vs 11%, respectively).24 However, PFS
was not significantly different with a reported median PFS of 17.8
months in rituximab-sensitive patients treated with rituximab mono-
therapy compared with 12.6 months with pembrolizumab plusrituxi-
mab. Although our trial was designed to include only rituximab-
sensitive patients, to augment the ADCC effect of rituximab in com-
bination with pembrolizumab, the synergistic effects of PD-1 inhibi-
tion may be modest and limit applicability of this combination to
patients with rituximab-refractory disease. A separate phase 3 study
randomized patients with rituximab-sensitive R/R FL to either lenali-
domide or placebo (12 cycles) plus rituximab (4 weekly doses in
cycle 1 and day 1 of cycles 2 through 5).25 Lenalidomide plusrituxi-
mab resulted in a significant improvement in PFS when compared
with placebo plusrituximab (39.4 vs 14.1 months, respectively).
Although the lenalidomide plus rituximab study used a different dos-
ing schedule from that used in our study (6 vs 1 cycle of rituximab),
critical review of our results raise the question of whether the combi-
nation is any better than rituximab monotherapy or whether extended
dosing of rituximab may be required to prolong the duration of

Table 2. Summary of AEs occurring in at least 10% of patients

Grade 1 Grade 2 Grade 3 Grade 4 Total

All AEs of any grade 30 (100) 16 (53) 4 (13) 1 (3) 30 (100)

Immune related

Any AE 24 (80) 12 (40) 3 (10) 1 (3) 24 (80)

AST increased 8 (27) 0 0 1 (3) 9 (30)

ALT increased 2 (7) 0 0 1 (3) 3 (10)

Diarrhea 7 (23) 5 (17) 1 (3) 0 13 (43)

Rash 4 (13) 3 (10) 0 0 7 (23)

Thyroid dysfunction 9 (30) 0 0 0 9 (30)

Pneumonitis 0 3 (10) 0 0 3 (10)

Aseptic meningitis 0 0 1 (3) 0 1 (3)

Pancreatitis 1 (3) 0 1 (3) 0 2 (7)

Gastritis/esophagitis 1 (3) 1 (3) 0 0 2 (7)

Mucositis (oral) 9 (30) 1 (3) 0 0 10 (33)

Episcleritis 1 (3) 0 0 0 1 (3)

Nonimmune related

Any AE 30 (100) 4 (13) 1 (3) 0 30 (100)

Nausea / vomiting 8 (27) 2 (7) 1 (3) 0 11 (37)

Ocular symptoms 10 (33) 2 (7) 0 0 12 (40)

Myalgia 8 (27) 0 0 0 8 (27)

Dyspnea/wheezing 4 (13) 0 0 0 4 (13)

Leukopenia 4 (13) 0 0 0 4 (13)

Data are expressed as the number (percentage of each group).
ALT, alanine transaminase; AST, aspartate aminotransferase; Gd, grade.
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response when used in combination with pembrolizumab. A limita-
tion of our single-arm, phase 2 study design with a primary end
point of ORR, is that we cannot discern whether pembrolizumab
contributes to the efficacy observed. A randomized study would be
necessary to explore whether pembrolizumab in combination with rit-
uximab is more effective than rituximab monotherapy. Alternatively, if
the therapy had been sequenced and a response assessment per-
formed before the addition of the second agent, this may have pro-
vided clarity on whether this combination is synergistic or additive.

Pembrolizumab has impressive single-agent activity in R/R classic
Hodgkin lymphoma (cHL) with an ORR of 72% and median duration
of response of 16.5 months, supporting the hypothesis that HL
evades endogenous immune surveillance by tumor expression of
inhibitory checkpoint markers, and this can be therapeutically targeted
with checkpoint inhibitors. In the pivotal phase 2 study of single-agent
pembrolizumab in R/R cHL, the safety profile was similar to that
reported with our pembrolizumab plusrituximab study in R/R FL with
treatment-related AEs occurring in most patients (73%, all grades)
with rare grade $3 AEs (11%).26 The most commonly encountered
grade $3 treatment-related AEs were similar (neutropenia, diarrhea)
as were the reported immune-related AEs (thyroid dysfunction, pneu-
monitis). No assessed patient characteristics were predictive of
immune-related AEs in our study. In the phase 2 study of pidilizumab
plus rituximab in R/R FL, no immune-related or grade $3 AEs were
reported, probably because of the alternative mechanism of pidilizu-
mab via the DLL-1 gene pathway.15 Importantly, no unexpected toxic-
ities were encountered; however, 7 patients (23%) discontinued
therapy permanently because of immune-related AEs, higher than the
rates of discontinuation of single-agent pembrolizumab in R/R cHL
(6.7%).26 This may reflect the low tolerance for toxicity in patients
with indolent lymphoma, given the prolonged natural history of the dis-
ease and the high response rates. With no treatment-related deaths
and infrequent grade 3 or higher AEs, further exploration of anti-PD1
antibodies in combination with rituximab and other immune-activating
agents such as lenalidomide are warranted (NCT02446457).

Immune checkpoint inhibitors enhance endogenous antitumor immune
response; therefore, patients with preexisting antitumor immunity
and baseline intratumoral lymphocyte infiltration are most likely to
benefit. Pretreatment tumor immune gene profiling identified a high
CD81 T-effector signature to have the most significant association
and strongly correlated with a higher CR rate and significantly lon-
ger PFS (27.6 vs 8.3 months; P 5 .012) when compared with
tumors with low CD81 T-effector signature (Figure 2), suggesting
that PD-1/PD-L1 checkpoint blockade may effectively overcome
immune evasion in immunocompetent patients with “inflamed”
tumors. These findings provide the rationale for triplet combinations
with the addition of immunomodulatory agents such as lenalido-
mide. In preclinical studies, lenalidomide has demonstrated the abil-
ity to augment antitumor responses by increasing the proportion of
T-effector cells within the tumor microenvironment, repair the
immune synapse between tumor cells and cytotoxic T cells, and
restore impaired T-cell motility.27-31

Recent studies have identified IFN-g as a critical driver of PD-L1
expression in tumor cells that downregulates the cytotoxic response
from tumor-infiltrating T cells and upregulates key immune suppres-
sive molecules within the tumor microenvironment.32-36 In a previous
study, a 10-gene IFN-g signature panel and an expanded immune
28-gene IFN-g signature panel were evaluated in tumor samples to

identify immunocompetent patients with T-cell–inflamed phenotypes
who may benefit the most from PD-1 inhibition. This analysis dem-
onstrated a significant association between the gene expression sig-
nature and best ORR and PFS in patients with metastatic
melanoma treated with pembrolizumab.22 We performed the same
analysis using the 10- and 28-gene IFN-g signature panels on pre-
treatment peripheral blood samples of patients with FL and identi-
fied a correlation between gene expression signature and tumor
reduction, but without a PFS benefit (supplemental Figure 3).
Although these findings suggest that a peripheral blood IFN-g gene
signature may serve as a surrogate marker for inflamed tumors and
identify patients who are likely to have an initial response to a PD-1
checkpoint blockade, the lack of a sustained clinical response may
be a result of immunosuppressive pathways other than PD-1 within
the tumor microenvironment. In support of this, the lack of associa-
tion between tumor and background histiocyte expression of PD-L1
determined by IHC and clinical outcomes suggests a more complex
interaction than a single checkpoint pathway. Therefore, there is a
need to identify additional immunosuppressive mechanisms and
develop novel agents to block other immune checkpoints and
improve intratumoral trafficking of antitumor immune cells, which
may act synergistically with PD-1 inhibitors. Preclinical studies have
demonstrated that immunosuppressive molecules such as IDO1
and LAG3 are also overexpressed in inflamed tumors, suggesting
that dual checkpoint blockade with PD-1 and LAG3 inhibition may
overcome resistance, with a phase 1/2 study now recruiting.37 In
patients lacking the inflamed phenotype, the strategy should be
aimed at stimulating a host antitumor immune response, with further
work needed to understand the distinct mechanisms that inhibit
T-cell infiltration into the tumor.38

In summary, the combination of pembrolizumab and rituximab is
associated with a favorable safety profile and a high objective
response rate in patients with rituximab-sensitive R/R FL. However,
for this approach to be practice changing, improved durability of
response is desirable. Several approaches could be considered to
enhance the durability, including extended dosing of rituximab
instead of the single cycle of 4 weekly doses administered in this
study, or combination approaches to enhance T-cell trafficking into
the tumor and blocking of multiple immunosuppressive mechanisms
in the tumor microenvironment. Accordingly, several phase 2 trials
with triplet combination therapies are underway. These future combi-
nation studies will define the growing role of targeted agents and
checkpoint inhibition within the tumor microenvironment in the treat-
ment of hematologic malignancies and enable further development
of novel chemotherapy-free approaches.
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