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ABSTRACT
Background: The complement system (CS) plays a role in the pathogenesis of a number of ocular dis-
eases, including diabetic retinopathy (DR), glaucoma, uveitis, and age-related macular degeneration
(AMD). Given that many of the complex eye-related degenerative diseases have limited treatment
opportunities, we aimed to mimic the in vivo retinal degenerative process by developing a relevant co-
culture system.
Method and materials: The adult porcine retina was co-cultured with the spontaneously arising
human retinal pigment epithelial cells-19 (ARPE-19).
Results: Inflammatory activity was found after culture and included migrating microglial cells, gliosis,
cell death, and CS activation (demonstrated by a minor increase in the secreted anaphylotoxin C3a in
co-culture). CS components, including C1q, C3, C4, soluble C5b-9, and the C5a receptor, were
expressed in the retina and/or ARPE cells after culture. C1q, C3, and CS regulators such as C4 binding
protein (C4BP), factor H (CFH), and factor I (CFI) were secreted after culture.
Discussion: Thus, our research indicates that this co-culturing system may be useful for investigations
of the CS and its involvement in experimental neurodegenerative diseases.
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Introduction

The complement system (CS), an essential element of innate
immunity, is an organized complex network of more than 50
soluble and surface proteins, primarily produced in the liver,
that are activated through proteolytic cascades (1,2). The
main purpose of the CS is to recognize foreign pathogens
and eliminate misfolded molecules and dying cells (3). The
CS is divided into at least three independent, interactive acti-
vation pathways: the classical pathway (CP), the lectin path-
way (LP), and the alternative pathway (AP). In the absence of
stimuli, complement proteins circulate in an inactive form;
when stimulated, the appropriate proteases cleave, activate,
and amplify the complement cascade. CS activation leads to
opsonization of foreign surfaces, the generation of anaphyla-
toxins such as C3a and C5a, which are active in the immune
response (2), and may end with targeted lysis by the mem-
brane attack complex (MAC) (1,2). The AP is in a continuous
active low-level state under physiological conditions and
needs to be tightly controlled by endogenous regulators to
avoid tissue damage (4). Both soluble and membrane-bound
regulators are needed to control the CS at various levels.

The CS has been shown to contribute to a diverse set of
ocular diseases, including diabetic retinopathy (DR),

glaucoma, autoimmune uveitis (AU), and age-related macular
degeneration (AMD). These diseases, significant contributors
to visual impairment and blindness worldwide, have been
shown to be attenuated by complement inhibition in vivo
(5,6). In DR, retinal neurons and vessels become compro-
mised, and an early para-inflammation in combination with a
sustained hyperglycemic environment can induce CS activa-
tion (7,8) in an effort to retain homeostasis. Diabetes dysre-
gulates the CS (8,9) and may affect the production as well as
the function of membrane-bound complement regulators
such as CD59 (10). Autoantibodies against endogenous oxi-
dized, glycated, mislocated proteins can activate the CP
(8,11), and extracellular advanced glycation end-products
(AGEs) can function as neo-epitopes for mannose-binding
lectin (MBL) binding (12). Increased blood levels of CS pro-
teins and activation products such as C3, soluble C5b-9
(sC5b-9), and mannan-binding lectin (MBL) have been
observed in diabetes patients and shown to be positively
associated with DR (8,13–19). Local complement activation in
the retina and surrounding tissue that is seen in DR includes
increased levels of C3, C3d, and MAC deposition (20,21), as
well as of C5a and complement factor I (CFI) (22–24).

In glaucoma, it has been suggested that an early inflam-
matory response (25,26) and increased intraocular pressure
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cause a local ischemia at the optic nerve head (27,28). The
ischemic ganglion cells bind C1q, CS becomes activated and
deposited (as C5b-9), and ganglion cells become compro-
mised (27–29). In addition, the glaucomatous ganglion
cells display low amounts of complement factor H (CFH), fur-
ther dysregulating the CS (28).

AU (partial or complete inflammation of the uvea) is
assumed to be the consequence of a defect in ocular
immune privilege and a dysregulated complement system.
Inflammatory leukocytes (with no known trigger) invade the
retinal tissue and contribute to the breakdown of the aque-
ous–blood barrier as well as the blood–retinal barrier (30,31).
Both complement activation products such as C3a, C3c, C3d,
C4c, C5a, and autoantibodies against ocular proteins have
been detected in the aqueous humor from patients with AU
as well as in idiopathic uveitis (32–34).

AMD, the most investigated of the aforementioned dis-
eases, is a complex progressive neurodegenerative disease in
which the macula is principally affected (35). AMD is associ-
ated with a number of factors, including age, CS dysregula-
tion, genetic factors (polymorphism in diverse CS genes),
oxidative stress, and sunlight (6,36–40). Submacular drusen
(41,42) between the retinal pigment epithelium (RPE) and the
underlying Bruch’s membrane primarily affect the post-
mitotic RPE cells, which are essential for photoreceptor viabil-
ity (43). Progressed AMD is categorized as either geographic
atrophy (GA) or neovascular, or exudative, AMD. GA is char-
acterized by a loss of RPE, photoreceptors, and choriocapilla-
ries; neovascular AMD is characterized by abnormal choroidal
vessel growth into the retinal space (41). While much is
known about the disease-related attributes of AMD, it is still
unclear what pathological processes initiate drusen accumu-
lation and the accompanying degeneration of the retinal
cells.

Several lines of evidence, however, indicate that the CS
plays a critical role in AMD pathogenesis (6,44–46). Genetic
variations in several human complement components and
regulators, such as C2, C3, CFH, CFI, and factor B, have all
been correlated with the occurrence of AMD (6,46–51). Also,
abundant complement-activating molecules and complement
proteins, regulators, and receptors have been found to be
expressed in drusen, the retina, and underlying retinal tissue,
including CRP, immunoglobulin, C1q, C3, iC3b, C3a, C5a,
sC5b-9, CFB, CFD, CFH, FHL-1, CD46, CD55, and CD59 (6).
Soluble factors such as C3a, C5a, and sC5b-9 have been
found in the plasma of AMD patients (52,53). A recent report
by Schick and co-workers has indicated that the anaphylo-
toxin C3a and sC5b-9 are present in the aqueous humor of
AMD patients (54), suggesting a local as well as a systemic
complement activation in AMD. It has been postulated that
photo-oxidatively damaged RPE cells directly activate differ-
ent complement components (42,55,56).

Given their high metabolic rate, RPE cells are highly are
susceptible to oxidative stress and associated retinal inflam-
mation (57–59). In an effort to preserve homeostasis,
recruited inflammatory cells (e.g. macrophages and microglial
cells) differentiate into active phagocytic, migrating cells that
release proinflammatory mediators (6,58,60–62), fueling the
complement-mediated inflammatory process seen in AMD.

However, AMD pathogenesis has largely remained unclear,
and the cellular interactions leading to CS activation in AMD
are not yet identified and are therefore in need of further
investigation.

Although there is convincing evidence of CS involvement
in AMD, DR, glaucoma, and uveitis, there is still an absence
of complement-based treatment opportunities. Unfortunately,
further research has been hampered by a lack of good ani-
mal models for these diseases. The neovascularization in
AMD can be controlled by intravitreal antiangiogenic therapy
(63,64), but treatment opportunities for the most common
forms of AMD (submacular drusen and GA) remain limited.
Hence, there is an urgent need for new treatments and
innovative strategies to incorporate the diverse CS proteins
that appear to be promising targets for treatments.

Here we describe a new co-culturing system, based on
porcine retina and human RPE cells, that can be used to
mimic a diverse set of eye diseases. By using light-exposed
post-confluent spontaneously arising human retinal pigment
epithelial (ARPE) cells, mimicking an old RPE cell layer (65) in
apical contact with the external parts of the adult porcine
retina and co-culturing them on a porous support, we have
designed a model for experimental retinal degeneration. This
system allows the investigation of diverse proteins as well as
interactions between tissues and cells and is based on the
use of cultured ARPE cells to investigate the degenerative
process as a well-established and defined system (66). Our
system has allowed us to conduct a focused investigation of
the role of the CS within a controlled experimental
environment.

Retinal microglial cells and RPE cells appeared to be the
major complement producers in this in vitro culture system.
A diverse set of complement proteins, regulators, CS recep-
tors, as well as anaphylatoxin activation fragments was found
after co-culture. Hence, we believe that this co-culture system
can serve as a useful model for experimental retinal neurode-
generative diseases and investigations of CS involvement.

Method and materials

Tissue preparation of porcine retinal explants

The Swedish Board of Agriculture approved the experimental
procedures (Sweden, J€onk€oping ref. 6.7.18-4833/15). Adult
porcine eyes were collected from the local abattoir and trans-
ported to the laboratory in cold CO2-independent media
(Gibco, Life Technologies, Carlsbad, CA). After a rapid spray
with ethanol, the cornea, lens, and vitreous body were
removed. Cone-enriched (67,68) neural retinal explants of
about 10mm2 were punched out. Non-cultured control reti-
nas were taken from directly immersion-fixed eyes.

Feeder layers using the ARPE-19 cell line

The spontaneously arising human retinal pigment epithelium
cell line, ARPE-19 cells (160,000 cells) were seeded onto
MillicellVR -PCF 0.4-lm culture plate inserts (Millipore, Bedford,
MA, USA) (Figure 1). Preliminary experiments were performed
to find the co-culture setup generating minimal cell death
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over time for retinal cultures (data not shown). Cells were
either cultured to sub-confluence (for real-time polymerase
chain reaction [PCR] measurements) in 10% fetal calf serum
in Dulbecco’s modified Eagle’s medium/F12 (DMEM/F12)
(Gibco) or allowed to grow for 5 weeks post-confluence to
mimic an aged RPE cell layer. Passages 6–12 were used.
The ARPE-19 cells proliferated in a medium composed of
DMEM/F12 supplemented with 2% B27 supplement (Gibco),
1% N2 supplement (Gibco), 1% penicillin/streptomycin, and
2mM glutamine (Sigma-Aldrich, St Louis, MO, USA), and the
medium was changed every third day.

Co-culture of porcine retinal explants with or without
ARPE-19 feeder layers

Retinal explants of about 10mm2 were divided into four
equal sections and explanted on culture plate inserts, with or
without post-confluent ARPE-19 cells (Figure 1). Retinas were
placed with the vitreal side oriented upwards and the photo-
receptors oriented downwards. One or two retinal sections
were explanted onto each transwell insert and placed in mul-
tiwell culture dishes containing 1.2mL of culture medium per
well. A droplet of cell culture medium was placed on the reti-
nas, covering them with a moist film. Cultures were exposed
to cyclic light and dark illumination for 3 or 5 days in vitro at
37 �C with 95% humidity and 5% CO2, as described previ-
ously by Mohlin and co-workers (69). In brief, cultures were
illuminated by warm white light for 8 h/day with an illumin-
ance of 80 lux. Cell culture medium was exchanged every
day, then frozen (–80 �C) for further analysis.

Transmission electron microscopy

Specimens were fixed with 2% paraformaldehyde (Sigma-
Aldrich, St Louis, MO, USA) and 2% glutaraldehyde (Agar
Scientific Ltd, Stansted, United Kingdom) in 0.1 M phosphate-
buffered saline (PBS), pH 7.4, overnight at 4 �C. The fixation
was followed by repeated rinsing in cacodylate buffer
(Sigma-Aldrich), after which samples were post-fixed in 1%
osmium tetroxide (Agar Scientific). The specimens were dehy-
drated using increasing concentrations of ethanol, and
embedded in Epon resin (Sigma-Aldrich), and semi-thin sec-
tions were obtained and examined. Ultrathin sections (50 nm)
were taken from selected areas and counterstained with
uranyl acetate (Ted Pella, Inc., CA, USA) and lead nitrate (BDH
Middle East LLC, Dubai, UAE), and examined using a JEOL
1230 transmission electron microscope (Leol, Tokyo, Japan).

Data associated with transmission electron microscopy (TEM)
can be found as supplementary material.

TUNEL assay

In order to detect neuronal cell death, a commercial terminal
deoxynucleotidyl transferase (TdT)-mediated dUTP nick-end
labeling (TUNEL) fluorescein in situ cell death detection kit
(Roche, Mannheim, Germany) was applied to retinal sections
according to the manufacturer’s instructions. In brief, sections
were treated with TUNEL for 45min at 37 �C in darkness;
after several washes, the sections were mounted with
Vectashield anti-fading mounting medium containing 4',6-
diamidino-2-phenylindole dihydrochloride (DAPI). The num-
ber of TUNEL-labeled cells/mm2 in the inner and outer
nuclear layers (INL and ONL) was counted manually by using
a Nikon epifluorescence microscope (Nikon, Tokyo, Japan),
and images were captured with a digital camera acquisition
system (Nikon, DS-U1) using Nis-element imaging software,
version 4.3, from Nikon.

Immunohistochemical staining

After culture, specimens (post-confluent ARPE-19 cells alone,
co-cultures of adult porcine retinas and ARPE-19 cells, and
control retinas cultured on MillicellVR -PCF 0.4-lm culture plate
inserts) were fixed by immersion in 4% paraformaldehyde
(Apoteket, Gothenburg, Sweden) overnight at 4 �C. After sev-
eral rinses with 0.1 M Sorensen’s phosphate buffer (Sigma),
pH 7.2, the samples were cryoprotected in increasing concen-
trations of sucrose (10%–25%) (Sigma-Aldrich) in 0.1 M
Sorensen’s phosphate buffer (Sigma), pH 7.2. The tissue sam-
ples were embedded in CryomountTM (HistoLab, Gothenburg,
Sweden), cryosectioned at 10 lm, and stored at �20 �C.
Uncultured normal retinas were directly fixed and cryosec-
tioned in a similar fashion. Primary antibody (Table 1) was
applied to the sections and incubated overnight at 4 �C. After
being rinsed in phosphate-buffered saline (PBS) (Medicago,
Uppsala, Sweden), the sections were treated with selected
fluorescent secondary antibodies: fluorescein isothiocyanate
(FITC)-conjugated goat anti-mouse IgG Fab (1:500, Jackson
Laboratories, West Grove, PA, USA), Alexa Fluor 488-conju-
gated donkey anti-rabbit IgG Fab (1:500, Jackson
Laboratories), or Alexa Fluor 568-conjugated goat anti-mouse
IgG Fab (1:500, Life Technologies) and incubated at room
temperature for 45min in darkness. All antibodies were
diluted in the blocking solution (1% BSA in PBS). Finally, the
sections were rinsed with PBS and counterstained using a

Figure 1. Culture system setup: ARPE cells cultured on transwell inserts for 5 weeks post-confluence. Retinas were cultured on inserts with the photoreceptor cells
facing down, with or without post-confluent ARPE cells. All cultures were exposed to cyclic light for 8 h/day for 3 or 5 days in vitro.
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4',6-diamidino-2-phenylindole (DAPI)-containing mounting
medium (Vector Laboratories, Burlingame, CA, USA).
Exclusion of the primary antibody was used as a negative
control in all experiments.

Detection of fluid-phase proteins by Luminex xMAP

To determine whether complement proteins were secreted
from the various samples (ARPE cells, retinal explants, and
co-cultures), we analyzed conditioned medium collected dur-
ing the culture process. The medium was frozen and stored
at –80 �C until measurements were made in a Bio-PlexVR

MAGPIX multiplex reader (Bio-Rad Laboratories Inc., CA, USA).
In brief, conditioned media from the aforementioned samples
were examined for the presence of the secreted CS proteins
C1q and C3 and for the CS regulators C4BP, CFH, and CFI,
using the antibodies shown in Table 2. It was confirmed by
dot blot that these antibodies, which were raised against
human complement proteins, also recognize the porcine
counterparts (data not shown). The assays were performed in
96-well flat-bottomed microtiter plates (Bio-Plex Pro, Bio-
Rad), and antibody-coupled beads were used at 2,500 beads
per well. All standards, controls, and samples were tested in
duplicate. Conditioned medium (50 lL) from each sample

was added to the coated beads and incubated for 30min;
the beads were then washed in washing buffer, and the
appropriate biotinylated antibody was added (Table 2).
Unbound antibodies were washed away, and the secreted
bound proteins were detected by adding streptavidin-
phycoerythrin at a 1:100 dilution (Bio-Rad). The secreted
complement proteins were quantitated in a Multiplex Reader
(Bio-Rad) as mean fluorescence intensity (MFI), using Bio-Plex
manager MP Software and Bio-Plex Manager 6.1 (Bio-Rad) to
calculate the results.

RNA extraction and quantitative real-time PCR

Extraction of mRNA from ARPE cells (non-cultured control
ARPE cells, post-confluent control ARPE cells, and co-cultured
ARPE cells) was performed using an RNeasy Minikit (Qiagen
Inc., Valencia, CA, USA). In brief, retinal explants were lysed in
RLT buffer supplemented with 10 lL/mL mercaptoethanol
(Sigma-Aldrich) and homogenized. Each sample was loaded
onto a silica column, followed by washing and elution in
RNase-free water according to the manufacturer’s instruc-
tions. Total RNA from retinas (1 lg) was converted to cDNA
using oligo-dT16 primers (1lM) (Applied Biosystems, Foster
City, CA, USA) and the Omniscript RT kit (Qiagen). RNA was

Table 2. Details of antibodies used in Luminex measurements.

Specificity Source Utility Company Working dilution/bead

C1q Mouse monoclonal Capture Hycult 3lg/1.25�106 beads
C1q Mouse monoclonal Detectiona Hycult 1lg/mL
C3c Rabbit polyclonal Capture Dako 3lg/1.25�106 beads
C3c Rabbit polyclonal Detectiona Dako 0.5lg/mL
C4BP Mouse monoclonal Capture Bio-Rad 3lg/1.25�106 beads
C4BP Mouse monoclonal Detectiona Bio-Rad 1lg/mL
Factor H Mouse monoclonal Capture Hycult 3lg/1.25�106 beads
Factor H Mouse monoclonal Detectiona Hycult 4lg/mL
Factor I Mouse monoclonal Capture Abcam 1.5lg/1.25�106 beads
Factor I Rabbit polyclonal Detectiona Abcam 3.3lg/mL
aBiotinylated antibody.

Table 1. Primary antibodies used in immunohistochemical analysis.

Antibody Source Company Working dilution Cell specificity

Retinal proteins
Calbindin Rabbit polyclonal Synaptic Systems, GmbH,

G€ottingen, Germany
1:2000 Cone photoreceptors, bipolar,

horizontal, amacrine and
ganglion cells

Glial fibrillary acidic protein (GFAP) Rabbit polyclonal ProteinTech Group, Chicago,
USA

1:2000 Astrocytes and M€uller glial
cells

Ionized calcium binding adaptor
molecule 1 (IBA 1)

Rabbit polyclonal ProteinTech Group 1:500 Resident and active microglial
cells

Retinal pigment epithelium 65 (RPE65) Mouse monoclonal Merck Millipore, CA, USA 1:500 RPE cells
Zonula occludens 1 (ZO-1) Rabbit polyclonal Bioss, MA, USA 1:500 Tight junctions

Complement proteins
Complement component 1q (C1q) Rabbit polyclonal Dako, Glostrup, Denmark 1:500 C1q
C3c Rabbit polyclonal Dako 1:1000 C3
Soluble C5b-9 (sC5b-9) Mouse monoclonal Diatec Monoclonals AS,

Oslo, Norway
1:200 sC5b-9

Complement regulators
Complement factor H (CFH) Mouse monoclonal Hycult Biotech 1:500 CFH
CFI Sheep polyclonal The Binding Site Inc., San

Diego CA, USA
1:500 CFI

Complement receptors
C3a receptor (C3aR) Mouse monoclonal Hycult Biotech 1:400 C3aR
C5aR Mouse monoclonal Hycult Biotech 1:400 C5aR
C5aR-like 2 (C5L2) Mouse monoclonal Biolegend Inc., CA, USA 1:400 C5L2
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controlled for genomic DNA contamination. The primers (Life
Technologies) used are summarized in Table 3. Quantitative
real-time PCR (qRT-PCR) data were collected using the
Applied Biosystems 7500 Real-Time PCR system (Applied
Biosystems) with specific primers (Life Technologies) (Table 3)
and the SYBR Green PCR Master Mix detection method on
triplicates of the cDNA samples. The following thermal condi-
tions were used: 50 �C for 2min and 95 �C for 10min, 40
cycles of 95 �C for 15 s, and 60 �C for 1min, including a final
melting curve step. The Ct values obtained were normalized
to the housekeeping reference gene 18S for the human ARPE
cells (Table 3).

Detection of fluid-phase complement activation
products by ELISA

Conditioned media from the various samples were investi-
gated for fluid-phase anaphylotoxin C3a and for sC5b-9 by
sandwich ELISA. The amount of generated C3a was measured
with monoclonal antibody (mAB) anti-C3a 4SD17.3 as the
capture antibody and polyclonal biotinylated anti-C3a (70).
Detection of sC5b-9 complexes was made using mAB
anti-neoC9 aEII (Diatec Monoclonals AS, Oslo, Norway) as the
capture antibody (71) and detected with a sheep polyclonal
anti-C5 antibody (Acris Antibodies GmbH, Herford, Germany).
The abovementioned complexes were detected with HRP-
conjugated streptavidin (GE Healthcare, Uppsala, Sweden).
Zymosan-activated serum served as a standard for the ana-
lysis, and pooled diluted zymosan-activated serum from
blood donors was used as a control.

Microscopy and data analysis

Labeled sections were examined in an epifluorescence micro-
scope (Nikon, Tokyo, Japan) equipped with appropriate fil-
ters. Images were captured with a digital acquisition system
(DS-U1, Optronics) and analyzed using the software Nis ele-
ments 4.30 (Nikon). Adobe Photoshop CS4 11.0 (Adobe, San
Francisco, CA, USA) was used for image brightness/contrast
adjustments. The individual fluorescent images were all
treated in the same way, and no information was added.
Counts of TUNEL-labeled cells were made on four areas per
section on two non-consecutive sections, and measurements
were averaged to a single value for each labeled retina. Data
are expressed as mean values ± standard error of the mean
(mean± SEM). Data were assumed to be normally distributed,
and paired Student’s t tests or ANOVA followed by Tukey’s
multiple comparison post hoc tests were used for statistical
comparisons. P� 0.05 was considered significant. Statistical

analyses were performed in GraphPad Prism 7a software (La
Jolla, CA, USA).

Results

Expression of native RPE cell markers in post-confluent
ARPE cells

Under the culture conditions used here, the post-confluent
and light-exposed ARPE cells displayed characteristics of
native markers (Figure 2). The differentiated ARPE cells
showed monolayer formation (with some cells occasionally
producing several layers) and a hexagonal shape. The tight
junction-associated protein zonula occludens-1 (ZO-1) was
restricted to the cortical areas at the cell edges (Figure 2),
indicating a tight junction organization typical of native RPE.
RPE65 was also expressed in the post-confluent ARPE-cells
(Figure 2).

Detection of cell death by TUNEL assay

Retinal tissue layering was maintained after culture
(Figure 3(B–E)) when compared to non-cultured control reti-
nas (Figure 3(A)), as investigated by DAPI staining. The
nuclear layers of the retina showed a normal distribution and
were separated into a ganglion cell layer (GCL) as well as an
inner and outer nuclear layer (INL and ONL) (Figure 3(A–E)).
The height of the nuclear layers decreased in vitro (Figure
3(B–E)), a known feature related to cell death and retinal
remodeling (69). After co-culture of the retinas with ARPE
cells, the retinal sheet integrity was preserved, as indicated

Table 3. Target-specific primers for factor H, factor I, and 18S.

Gene Primers (forward and reverse) Size (bp) Reference sequence

Factor H 50-AAC AGA TTG TCT CAG TTT ACC TAG C-30
50-ACC CGC CTT ATA CAC ATC C-30

76 NM_000186

Factor I 50-GAA GTT GGC TGT GCA GGC TT-30
50-CTG CAT CCA TGT CAG CAG TC-30

73 NM_000204

18S 50-ATC CCT GAA AAG TTC CAG CA-30
50-CCC TCT TTG GTG AGG TCA ATG-30

155 NM_022551

Figure 2. Immunofluorescent images of human post-confluent ARPE cells dou-
ble-labeled for the tight junction protein ZO-1 (green) and RPE65 (red, specific
for RPE cells) and counterstained with DAPI (blue). Scale bar, 20 lM.
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by decreased cell death (1047 ± 136 dead cells) in the retina
co-cultured for 3 days (Figure 3(C,F)) as compared to retinas
cultured without ARPE cells (3085 ± 549 dead cells) for 3 days
(Figure 3(B,F)). The effect on nuclear layers was not observed
after 5 days (Figure 3(D–F)). The non-cultured control retinas
did not show any cell death, as indicated by TUNEL staining
(Figure 3(A)). Co-culturing retinas with 160,000 ARPE cells
was found to be optimal for investigating cell death (in pre-
liminary experiments, retinas were co-cultured with 10,000,
60,000 [data not shown], or 160,000 ARPE cells).

Immunohistochemical staining of complement proteins

Immunofluorescent staining for C1q was seen in cultured
specimens (Figure 4(B–F)). C1q expression was found in the
cultured control retinas and in the co-cultured specimens
after 5 days (Figure 4(D–F)), although the co-cultured speci-
mens (Figure 4(E)) appeared to express less C1q than did the
cultured control retinas (Figure 4(D)). No staining of C1q was
ever found in the non-cultured control retinal cells (Figure 4(A)),

although sparse labeling of C1q was seen in the blood ves-
sels in these non-cultured controls (data not shown).
Inflammatory active and migrating microglial cells are a
known feature of retinal degenerative disorders
(6,58,60–62,72), and microglial cells have been connected to
C1q expression (73). The staining pattern we saw for C1q
therefore prompted us to carry out double staining with the
microglial cell marker IBA1. The staining pattern indicated
that C1q was co-localized in a punctate-like manner with
scattered migrating microglial cells in the cultured specimens
(Figure 4(B–F)). C1q labeling was even more pronounced
after 5 days (Figure 4(D–F)), and the control retina cultured
for 5 days seemed to express more C1q than did the co-cul-
tured retinas; in addition, the staining in the control retina
coincided more frequently with the migrating microglial cells
(Figure 4(D–F)). Sparse C1q labeling was also seen in the gan-
glion cell layer after 5 days (Figure 4(D,E)).

Retinas labeled with the anti-C3 antibody showed C3
expression in the outer part of the outer nuclear layer
(ONL) in the co-cultured retinas (Figure 5(C,E)). The ARPE
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* *
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Figure 3. Immunofluorescent images and analysis of cell death by TUNEL assay (green); the cell nuclei are counterstained with DAPI (blue) in non-cultured control
retinas (A) and retinas cultured or co-cultured for 3 (B, C) or 5 days in vitro (D, E). Cell death in the outer nuclear layer (ONL) and in the inner nuclear layer (INL)
increased over time in the cultured (indicated by arrows in B and D) and co-cultured (indicated by arrows in C and E) retinas when compared to the non-cultured
control retinas (A). After 3 days of co-culture with ARPE cells (C, F), cell death was decreased in the retinal specimens when compared to the control retinas (B, F)
after 3 days of culture. Cultured retinas retained normal layering post-culture (B–E), shown by separate nuclear layers in the DAPI-stained sections: the outer nuclear
layer (ONL), inner nuclear layer (INL), and inner ganglion cell layer (GCL). After culture, the specimens showed holes and injuries, indicated by (�) in the retinal tis-
sue. Occasionally, some TUNEL-labeled ARPE cells were found in the co-culture setup (arrow in ARPE layer in C). Data are expressed as means ± SEM; �P< 0.05;
n¼ 4; scale bars, 20 lM.
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cells showed a punctate staining for C3 after being cultured
alone (Figure 5(F)) or with porcine retinas (Figure 5(C,E)). C3
labeling was mainly restricted to the apical part of the
ARPE, toward the overlying retina. C3 expression was not
seen in either the non-cultured (Figure 5(A)) or cultured
control retinas (Figure 5(B,D)). C3-positive staining was also
seen in the ganglion cell layer in the co-cultured specimens
(Figure 5(C,E)).

Immunostaining of C4 showed labeling in the ARPE cell
layer, when the ARPE cells were either cultured alone
(Figure 6(F)) or co-cultured for 3 (Figure 6(C)) or 5 days
(Figure 6(E)). The expression of C4 seemed to be more
intense in the basal portion of the ARPE cells (Figure 6(C,E))
than toward the outer part of the retina. Neither non-cultured
control retinas (Figure 6(A)) nor the cultured control retinas
showed any expression of C4 (Figure 6(B,D)). Neither of the
two regulators, CFH and CFI, showed any positive

immunolabeling in the retinal tissue or the ARPE cells, in either
the controls or the co-cultured specimens (data not shown).

Immunolabeling of the retinas and cells for the terminal
complement complex sC5b-9 was seen in the inner retinal
blood vessels and Bruch’s membrane in the non-cultured
controls (Figure 7(A)). Inner retinal blood vessels were also
labeled in the retinas co-cultured for 3 days (Figure 7(B) and
(C)). After 5 days, the abundant blood vessels in the inner
retina were absent, as was sC5-9 immunoreactivity. However,
a weak staining of sC5b-9-positive ganglion cells, co-labeled
with calbindin, was seen after 5 days (Figure 7(B–E)). Sparse
sC5b-9-positive labeling was also seen in the INL in co-cul-
tured specimens (Figure 7(C,E)).

Samples were also examined to detect the expression of
the C3a and C5a receptors (R) C3aR, C5aR, and C5L2
(Figure 8(A)). Neither C3aR nor C5L2 could be detected in
retinal cells or tissue (data not shown). However, C5aR was
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Figure 4. Immunofluorescent staining for C1q (red) and the microglial marker ionized calcium binding adaptor molecule 1 (IBA-1, green) in retinal tissue and ARPE
cells. The non-cultured control retina (A) is counterstained with DAPI, and the nuclear layers are indicated: outer, inner, and inner ganglion cell layer (ONL, INL, and
GCL), respectively, as well as the outer plexiform layer (OPL). C1q is not shown in non-cultured control retinal cells (A). Resident microglial cells (A) located in the
inner retinal tissue (indicated by arrows) and microglial protrusions extend all the way to the OPL (indicated by arrows in the OPL) in the non-cultured control tis-
sue. After 3 days in culture the migrating and active amoeboid-like microglial cells (indicated by arrows) become sparsely C1q-expressing (indicated by �). After 5
days in culture, active microglial cells start to migrate even more, through the OPL and into the outer retinal tissue (D–F). Active microglial cells in retinal tissue cul-
tured for 5 days (D and F) are double-labeled with anti-C1q. There seem to be more active and C1q-positive microglial cells (indicated by �) in the cultured speci-
mens (D, F) than in the co-cultured specimens (E) after 5 days. Scale bars, 20 lM.
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found to be endogenously expressed in blood vessels, the
ganglion cell layer (GCL), the inner plexiform layer (IPL), in
M€uller cell nuclei in the inner nuclear layer (INL). C5aR has
been reported to be constitutively expressed in retinal tissue
(6,74) and in human primary M€uller cells (75); these findings
were confirmed here in the porcine retinas (Figure 8(A)). The
expression of C5aR in M€uller cell nuclei is surrounded by the
gliotic M€uller cell body (Figure 8(B–F)).

Detection of fluid-phase proteins by Luminex xMAP

Measurement of secreted complement proteins was per-
formed on conditioned medium taken from post-confluent
ARPE cells and from cultured and co-cultured retinas. C1q
was found in the conditioned medium taken from retinas
cultured for 3 or 5 days (Figure 9(A)), and a significant
increase in C1q (from baseline to 13.3 ± 5.0 lg/L) was seen
after 5 days. No large quantities of C1q were found to be
secreted from the ARPE cells or from the co-cultured speci-
mens (Figure 9(A)). Collected media taken from ARPE cells
and co-cultured retinas showed secreted C3 during culture;
in contrast, no secretion of C3 was seen in the cell culture
medium taken from the cultured control retinas (Figure 9(B)).
The complement protein regulators C4BP (Figure 9(C)), CFH
(Figure 9(D)), and CFI (Figure 9(E)) were secreted from the
post-confluent ARPE cells as well as from the co-cultured
specimens (Figure 9(C–E)). There was a temporal decrease in

ARPE CFI secretion after 3 days when compared to the co-
cultured specimens; although minor, this decrease was sig-
nificant (Figure 9(E)). None of the regulators was secreted in
any large quantity from the cultured control retinas, and
none of the complement proteins was found at any time in
the cell culture medium.

RNA extraction and quantitative real-time PCR

The mRNA expression of the alternative pathway comple-
ment regulators CFH (Figure 10(A)) and CFI (Figure 10(B)) was
significantly upregulated in post-confluent ARPE cells allowed
to grow for 3 or 5 days alone or in co-culture, when com-
pared to ARPE control cells that were sub-confluent and
grown in a serum-rich environment. The aged, post-confluent
ARPE cells grown in serum-free medium showed a 7-fold
increased expression of CFH (0.26 ± 0.1-fold change) (Figure
10(A)) after culture for an additional 3 days post-confluence
when compared to the control (0.04 ± 0.0-fold change). Co-
cultured ARPE cells at 5 days post-confluence (0.50 ± 0.2-fold
change) showed a 14-fold increased expression of CFH when
compared to control cells. The mRNA expression of CFI was
increased more than 100-fold in post-confluent ARPE cells
(Figure 10(B)) cultured for an additional 3 (0.44 ± 0.1-fold
change) or 5 days (0.52 ± 0.2-fold change), as compared
to control cells that did not show any mRNA expression
of CFI. Post-confluent ARPE cells co-cultured for 5 days
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Figure 5. Immunofluorescent staining for complement protein 3 (green) in retinal tissue and ARPE cells; nuclei are counterstained with DAPI. Retinal nuclear layers
(ONL, INL, and GCL) are indicated. C3-positive labeling is shown in the ARPE cells (C, E, F) and in the outer retina in co-cultured specimens (C, E). Sparse C3-positive
ganglion cells are also seen after 5 days of co-culture (�). C3 labeling in the cultured ARPE cells is cytoplasmic and punctate-like, toward the apical portion of the
ARPE cells (indicated by arrows in F). Scale bars, 20 lM.
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(0.24 ± 0.1-fold change) showed an 80-fold higher CFI mRNA
expression than that of the control cells.

Detection of fluid-phase C3a and sC5b-9 by ELISA

To detect complement activation products in conditioned
medium taken from post-confluent ARPE cells and from cul-
tured as well as from co-cultured retinas, we measured the
amount of secreted complement anaphylotoxin C3a and
sC5b-9 by using sandwich ELISA. The anaphylotoxin C3a
could be detected, although in very low amounts, in medium
collected from post-confluent ARPE cells and from co-cultures
(Figure 11). The amount of C3a showed a tendency to
increase over time in the co-cultured samples after 5 days,
with the amount of C3a increasing almost 4-fold when com-
pared with the amount secreted after 1 day (1.80 ± 0.9 lg/L
versus 0.48 ± 0.2 lg/L). The terminal complement complex
sC5b-9 was not secreted in any measurable amount by any
of the cell samples (data not shown).

Discussion

The complement components present in the retina and ret-
inal surroundings are of essential importance for retinal neu-
rodegeneration. The experimental co-culturing system used

in our experiments, i.e. culturing adult porcine retinas with
post-confluent ARPE cells, offers a controlled in vitro system
that can mimic a diverse set of retinal diseases. By using the
adult porcine retina we come closer to its human counter-
part, as the porcine and human retinas share similarities that
include size, architecture, and holangiotic blood supply
(76,77). In addition, the porcine retina is trichromatic with a
cone-enriched visual streak (67,68,76,78), like the human
macula. The adult co-culture system presented here is benefi-
cial for investigating neurodegenerative diseases, in that it
allows for investigation in a controlled environment in which
post-mitotic cells age with time, synaptic contacts are lost,
and apoptosis is an inevitable consequence of age (78). In
our experiments the adult porcine retinal photoreceptors
were allowed to interact with the apical part of old ARPE
cells, mimicking retinal degenerative diseases. Hence, cultur-
ing the retinal tissue over time in vitro led to a neurodege-
nerative process equivalent to a retinal degenerative process
in vivo (69,79,80). In addition, co-culturing the adult retina
with ARPE cells decreased the amount of cell death, indicat-
ing that ARPE cells are beneficial for culture. These findings
are well-known features that are seen when retinas are co-
cultured with stem cells and progenitor cells (69,79).
However, the degenerative processes are more predominant
than the beneficial ones in cultures more than 3 days old.
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Figure 6. Immunofluorescent staining for complement protein 4 (green) in retinal tissue and ARPE cells; nuclei are counterstained with DAPI. Retinal nuclear layers
(ONL, INL, and GCL) are indicated. C4-positive labeling is seen only in the ARPE cells (C, E, F). C4 labeling in the cultured ARPE cells is cytoplasmic, and C4 shows a
more intense expression on the basal part of the ARPE cells (C, E, F) (indicated by arrows in F). Sparse C3-positive ganglion cells are obvious in the cultured control
retinal tissue after 3 and 5 days of culture (indicated by � in the GCL). Scale bars, 20 lM.
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Figure 7. Immunofluorescent staining for calbindin (green) and the soluble terminal complement complex (sC5b-9, red) in retinal tissue and ARPE cells. Retinal
nuclear layers (ONL, INL, and GCL) are indicated. Anti-calbindin antibody labels ganglion, horizontal, and amacrine cells in the retinal tissue (A–E). sC5b-9 (indicated
by �) labels blood vessels in non-cultured control retinas (A), in retinas cultured for 3 days (B), and in retinas co-cultured for 3 days (C). After retinal culture or co-
culture for 3 or 5 days, ganglion cells are sparsely positive for sC5b-9 (indicated by arrows in B–E). In co-cultured specimens, sC5b-9 seems to coincide with calbin-
din-positive cells in the INL. Scale bars, 20 lM.
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Figure 8. Immunofluorescent staining for glial fibrillary acidic protein (GFAP; green) and the complement anaphylatoxin receptor C5aR (red) in retinal tissue and
ARPE cells. Retinal nuclear layers (ONL, INL, and GCL) are indicated. C5aR shows endogenous expression in the retinal tissue, in the inner retina GCL, INL, and the
plexiform layers (IPL and OPL). C5aR (indicated by arrowheads) labels M€uller cell nuclei (A–D, F). GFAP labels astrocytes (A–E) and major M€uller cells in the retinal
tissue (A–F). In the cultured gliotic retinas, M€uller cells show increased GFAP staining that is more intense after 5 days (D), and GFAP is expressed up to the M€uller
cells’ distal processes, stretching to the external limiting membrane in the outer retina (indicated by �). Also, GFAP-positive filaments surround the C5aR-positive
M€uller cell nuclei in the INL (E and F). Scale bars, 20 lM.
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Chronic complement activation is a known feature seen in
different eye diseases. In a pathological state, the quantities
of active complement system components increase systemic-
ally as well as locally in both the retina and the surrounding

tissue (6). Thus, the tissues may be exposed to an overactive
complement system that can be detrimental for both the ret-
inal cells and the surrounding tissue. The culture system
described here allowed us to assess this process by measur-
ing complement proteins.

In the current study we demonstrate, for the first time,
that activated resident microglial cells express C1q, and C1q
may possibly be secreted by these cells, since a significantly
increased amount of C1q was measured after 5 days in cell
culture medium collected from the cultured control retinas.
Increased expression of C1q has been well documented in
various neurodegenerative diseases (6,81) and shown to co-
localize with pathological attributes. Glaucomatous animal
models have shown increased labeling of C1q in ischemic
ganglion cells and the nerve fiber layer (28), and C1q has
been connected to microglial cells and suggested to be a

Figure 9. Luminex analysis of complement components (C1q, C3, C4BP, CFH, and CFI) in conditioned media from post-confluent ARPE cells (green line) and cul-
tured retinas (pink line) as well as co-cultured retinas (blue line), cultured for 0–5 days. Cell culture medium (black line) was also included; none of the investigated
complement components was found in this medium. C1q secretion from retinal cultures cultured for 5 days (A) was higher than that from ARPE cells cultured alone
or ARPE cells co-cultured with porcine retinas. C3 was secreted from ARPE cells and from co-cultures (B). The regulators C4BP (C), CFH (D), and CFI (E) were all
secreted from the ARPE cells and the co-cultures, but none of the regulators was secreted in any major amount from the cultured control retinas. There was a tem-
poral decrease in the CFI secretion after 3 days (E) when compared to the co-cultured specimens. Data are expressed as means ± SEM; �P< 0.05; ��P< 0.01; n¼ 4.
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Figure 10. Real-time quantitative PCR analysis of the alternative pathway regu-
lators (A) complement factor H (CFH) and (B) complement factor I (CFI): normal-
ized Ct values in young control ARPE cells (dashed bars), post-confluent
cultured ARPE cells (white bars), and post-confluent co-cultured ARPE cells
(black bars). After 3 days, there was a significant increase in CFH mRNA expres-
sion in the post-confluent ARPE cells as compared to the young cultured ARPE
cells. After 5 days, the co-cultured ARPE cells showed an increase in CFH mRNA
expression when compared to the control cells. CFI was significantly increased
in post-confluent ARPE cells cultured for an additional 3 or 5 days when com-
pared to the young control ARPE. The amount of CFI mRNA in co-cultured ARPE
cells was significantly increased after 5 days in culture when compared to the
control values. Data are expressed as means ± SEM; �P< 0.05; n¼ 4).

Figure 11. ELISA assays of fluid-phase anaphylotoxin C3a in conditioned
medium from post-confluent ARPE cells (black bars), cultured retinas (white
bars), and co-cultures (dashed bars). After 5 days in culture, there was a trend
toward a slight increase in C3a from the co-cultured specimens over time in cul-
ture. C3a could not be detected in the cultured retinas. Data are expressed as
means ± SEM; �P< 0.05; n¼ 4.
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primary microglial activator following retinal ischemia/reper-
fusion injury (73). To our knowledge, C1q has only been con-
firmed in drusen of AMD patients (51,82). Also, prior research
performed in animal models have been unable to differenti-
ate between resident and migratory microglial cells (73).
Blood vessel-derived endothelial cells express C1q (83). C1q
has been shown to be involved in angiogenesis (84), and
blood vessels in non-cultured retinal tissue were herein C1q-
positive. The experiments conducted here support the con-
tention that C1q is expressed in active, resident microglial
cells, since the blood-supply could be eliminated as a source
during our experimental procedure.

Resident microglial cells use their long protrusions to
screen the retinal environment, and actively migrating and
phagocytic microglia retain an amoeboid morphology, pos-
sibly due to retinal cell degeneration and death (72). This
known feature of active microglia in retinal degenerative dis-
orders shows that the experimental model we have devel-
oped may mimic those characteristics and be used for
further investigation of them.

Recent research (85) has shown that AMD patients have
C3 immunoreactive microglia/macrophages in the inner ret-
ina. C3 has also been found in drusen as well as in AMD
lesions (51). Current findings herein show minor C3 immunor-
eactivity in ganglion cells after 5 days in culture as well as a
C3-positive outer retinal immunoreactivity. The outer C3-
reactivity may indicate that C3 is deposited from the ARPE
onto the retina during culture. This assumption is further
supported by the fact that no secreted C3 could be meas-
ured in the conditioned media from the retinal cultures, but
only in the media from the co-cultured specimens and from
the ARPE cells cultured alone. Antibodies used in these
experiments show reactivity against human as well as against
swine C3 (86).

Our findings that C4-reactivity is concentrated in the basal
part of the ARPE cells may be due to the experimental condi-
tions. Prior research has shown mRNA transcripts of C4 in
RPE and choroid (51), and recent research has shown an
upregulation of C4 mRNA in RPE/choroid in light-induced
photoreceptor damage (87), although this possibility requires
further investigation. Our data support the conclusion that
there is a local production of CS proteins in the retinal tissue
and the ARPE cells. In addition, the culture system used in
our experiments did not contain any source of complement
or any complement-producing factors other than cells and
tissue themselves.

Given that CS homeostasis and protection of self-tissue
need to be tightly regulated by endogenous regulators, we
investigated soluble regulators (C4BP, CFH, and CFI) in condi-
tion media from cultures over time, assessed by Luminex.
The classical pathway regulator C4BP and the regulators of
the alternative pathway CFH and the protease CFI were
secreted from ARPE cells alone, as well as from the co-cul-
tures. None of the regulators was secreted in any notable
amount from the cultured control retinas. The absence of
regulators in the culturing system controls (retinal explants
alone) may reinforce the lack of need for protection in an in
vitro system and/or suggest that none of the retinal cells
need, or are able, to produce these regulators. Also, it may

indicate that the absence of RPE cells in vivo makes the ret-
inal tissue and surroundings more susceptible to comple-
ment attack.

RPE cell degeneration and death are relatively early find-
ings in retinal degenerative diseases as AMD (43,46), and
dying cells are known to downregulate complement regula-
tors (29). Polymorphism in the genes encoding complement
regulators, such as CFH and CFI, has been shown to be con-
nected to AMD (6). Other reports have shown connections
between AMD and abnormal complement regulatory func-
tions at the cell surface (88–90). Together, these factors may
contribute to the presence of decreased amounts of regula-
tors, and consequently increased and inappropriate comple-
ment control.

The alternative pathway has been shown to be involved
in retinal degenerative diseases and specific regulators CFH
and CFI. These findings support the conclusion that comple-
ment regulators are affected during the degenerative process
at both the gene and protein levels.

Complement anaphylatoxins and terminal complex forma-
tion indicate that there is an ongoing activation of the com-
plement system, and these fragments and factors have been
connected to a diverse set of degenerative ocular diseases
(6,47,51,53,54,91–95). Anaphylatoxins are known chemotactic
agents and potent mediators of inflammation (2). The soluble
anaphylatoxin C3a was secreted in small amounts from cul-
tured ARPE cells and from the co-cultures. No secretion could
be measured from the cultured control retinas, and antibod-
ies used have shown cross-reactivity with swine C3a, investi-
gated by western blot (unpublished data in the group of K.N.
Ekdahl). C3a has been shown to reduce proteasome activity
in human RPE cells (96,97), which may indirectly contribute
to AMD pathology. Reduced proteasome activity is known to
enhance the expression of vascular endothelial growth factor
(VEGF) (97) and thereby affect angiogenesis, and it is impli-
cated in neovascular AMD. C3a-reduced proteasome activity
has also been shown to be connected to light-regulatory
pathways in RPE cells and therefore involved in light-induced
damage (61,98) and lipofuscin accumulation in RPE cells (99),
both of which are factors known to cause oxidative stress in
RPE cells and possibly drusen build-up. These regulatory
pathways, though potentially seen in light-exposed co-cul-
tures, are not the focus of our study and will need further
investigation.

Complement anaphylatoxin receptors transmit the
responses provoked by C3a and C5a binding. These anaphy-
latoxins are potent effectors of inflammation and act on their
respective receptors in the nanomolar range (100). C5aR has
been implicated in the recruitment of microglial cells in a
light-damaged mouse model of AMD and co-localizes with
the microglial marker IBA-1 (101). However, in our adult por-
cine retinas, the C5aR expression was confined to the outer
plexiform layer (OPL), M€uller glial cells, as well as the inner
retinal tissue.

In our hands, the assembly of the terminal complement
complex sC5b-9 could not be measured in any sample.
Hence, our culture setup did not stimulate the secretion of
sC5b-9 during the culture period, although positive sC5b-9
labeling was seen in the blood vessels of the inner control
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and sparse labeling was seen in ganglion cells after the reti-
nas were cultured for 5 days. The locally generated comple-
ment effector molecules probably contributed to the
pathological process in the light-exposed post-confluent
ARPE cells and the degenerating retina. Thus, although there
has been considerable research conducted and knowledge
acquired concerning the involvement of diverse complement
components in retinal degenerative diseases, much is yet to
be learned about how complement operates at the local
level. The experimental model described here can be used as
a system for complement-based investigations in vitro.

Acknowledgements

We thank Dr Deborah McClellan for editorial assistance.

Disclosure statement

The authors report no conflicts of interest.

Funding

This study was supported by grants from the Carmen and Bertil Regn�ers
Foundation, Crown Princess Margaretas Committee for the Blind, Olle
Engqvist Foundation, Sven and Dagmar Sal�ens Foundation, €Ogonfonden
(‘The Eye Foundation’), FORSS (Medical Research Council of Southeast
Sweden), the faculty of Medical Sciences at €Orebro University, faculty
grants from the Linnaeus University, and by the Swedish Medical
Research Council (VR) grant.

Notes on contributors

Dr Camilla Mohlin, PhD in experimental ophthalmology, LNUC Linnæus
University, Kalmar, Sweden.

Lecturer Kerstin Sandholm, PhD-student, LNUC Linnæus University,
Kalmar, Sweden.

Professor Anders Kvanta, MD, PhD, Senior Consultant retinal surgery,
Department of Clinical Neuroscience, Karolinska Institutet, Vitreoretinal
Clinic St. Erik Eye Hospital, Stockholm, Sweden.

Professor Kristina N. Ekdahl, PhD in Immunology, LNUC Linnæus
University, Kalmar, Sweden. Visiting Professor, Department of
Immunology, Genetics and Pathology, Rudbeck Laboratory, Uppsala,
Sweden.

Professor Kjell Johansson, PhD in experimental ophthalmology, School of
Medical Sciences, €Orebro University, €Orebro, Sweden.

References

1. Ghebrehiwet B. The complement system: an evolution in pro-
gress. F1000Res. 2016;5:2840.

2. Zipfel PF, Skerka C. Complement regulators and inhibitory pro-
teins. Nat Rev Immunol. 2009;9:729–40.

3. Martin M, Blom AM. Complement in removal of the dead - bal-
ancing inflammation. Immunol Rev. 2016;274:218–32.

4. Schmidt CQ, Lambris JD, Ricklin D. Protection of host cells by
complement regulators. Immunol Rev. 2016;274:152–71.

5. McGeer PL, Lee M, McGeer EG. A review of human diseases
caused or exacerbated by aberrant complement activation.
Neurobiol Aging. 2017;52:12–22.

6. Mohlin C, Sandholm K, Ekdahl KN, Nilsson B. The link between
morphology and complement in ocular disease. Mol Immunol.
2017;89:84–99.

7. Chen M, Xu H. Parainflammation, chronic inflammation, and age-
related macular degeneration. J Leukoc Biol. 2015;98:713–25.

8. Xu H, Chen M. Diabetic retinopathy and dysregulated innate
immunity. Vision Res. 2017;139:39–46.

9. Yang Y, Lu HL, Zhang J, Yu HY, Wang HW, Zhang MX, et al.
Relationships among acylation stimulating protein, adiponectin
and complement C3 in lean vs obese type 2 diabetes. Int J Obes
(Lond). 2006;30:439–46.

10. Qin X, Goldfine A, Krumrei N, Grubissich L, Acosta J, Chorev M,
et al. Glycation inactivation of the complement regulatory protein
CD59: a possible role in the pathogenesis of the vascular compli-
cations of human diabetes. Diabetes. 2004;53:2653–61.

11. Lopes-Virella MF, Virella G, Orchard TJ, Koskinen S, Evans RW,
Becker DJ, et al. Antibodies to oxidized LDL and LDL-containing
immune complexes as risk factors for coronary artery disease in
diabetes mellitus. Clin Immunol. 1999;90:165–72.

12. Hansen TK, Forsblom C, Saraheimo M, Thorn L, Waden J,
Hoyem P, et al. Association between mannose-binding lectin,
high-sensitivity C-reactive protein and the progression of diabetic
nephropathy in type 1 diabetes. Diabetologia. 2010;53:1517–24.

13. Hess K, Alzahrani SH, Mathai M, Schroeder V, Carter AM, Howell
G, et al. A novel mechanism for hypofibrinolysis in diabetes: the
role of complement C3. Diabetologia. 2012;55:1103–13.

14. Hess K, Alzahrani SH, Price JF, Strachan MW, Oxley N, King R,
et al. Hypofibrinolysis in type 2 diabetes: the role of the inflam-
matory pathway and complement C3. Diabetologia. 2014;57:
1737–41.

15. Mellbin LG, Bjerre M, Thiel S, Hansen TK. Complement activation
and prognosis in patients with type 2 diabetes and myocardial
infarction: a report from the DIGAMI 2 trial. Diabetes Care.
2012;35:911–17.

16. Hansen TK, Thiel S, Knudsen ST, Gravholt CH, Christiansen JS,
Mogensen CE, et al. Elevated levels of mannan-binding lectin in
patients with type 1 diabetes. J Clin Endocrinol Metab.
2003;88:4857–61.

17. Guan LZ, Tong Q, Xu J. Elevated serum levels of mannose-
binding lectin and diabetic nephropathy in type 2 diabetes.
PLoS One. 2015;10:e0119699.

18. Geng P, Ding Y, Qiu L, Lu Y. Serum mannose-binding lectin is a
strong biomarker of diabetic retinopathy in chinese patients with
diabetes. Diabetes Care. 2015;38:868–75.

19. Huang Q, Wen S, Wang B, Wang Q, Guo C, Wu X, et al. C5b-9-
targeted molecular MR imaging in rats with Heymann nephritis:
a new approach in the evaluation of nephrotic syndrome.
PLoS One. 2015;10:e0121244.

20. Gerl VB, Bohl J, Pitz S, Stoffelns B, Pfeiffer N, Bhakdi S. Extensive
deposits of complement C3d and C5b-9 in the choriocapillaris of
eyes of patients with diabetic retinopathy. Invest Ophthalmol Vis
Sci. 2002;43:1104–8.

21. Zhang J, Gerhardinger C, Lorenzi M. Early complement activation
and decreased levels of glycosylphosphatidylinositol-anchored
complement inhibitors in human and experimental diabetic retin-
opathy. Diabetes. 2002;51:3499–504.

22. Muramatsu D, Wakabayashi Y, Usui Y, Okunuki Y, Kezuka T, Goto
H. Correlation of complement fragment C5a with inflammatory
cytokines in the vitreous of patients with proliferative diabetic
retinopathy. Graefes Arch Clin Exp Ophthalmol. 2013;251:15–17.

23. Gao BB, Chen X, Timothy N, Aiello LP, Feener EP. Characterization
of the vitreous proteome in diabetes without diabetic retinop-
athy and diabetes with proliferative diabetic retinopathy.
J Proteome Res. 2008;7:2516–25.

24. Wang H, Feng L, Hu J, Xie C, Wang F. Differentiating vitreous pro-
teomes in proliferative diabetic retinopathy using high-perform-
ance liquid chromatography coupled to tandem mass
spectrometry. Exp Eye Res. 2013;108:110–19.

25. Soto I, Howell GR. The complex role of neuroinflammation in
glaucoma. Cold Spring Harb Perspect Med. 2014;4.

40 C. MOHLIN ET AL.



26. Wang L, Cioffi GA, Cull G, Dong J, Fortune B. Immunohistologic
evidence for retinal glial cell changes in human glaucoma. Invest
Ophthalmol Vis Sci. 2002;43:1088–94.

27. Kuehn MH, Kim CY, Ostojic J, Bellin M, Alward WL, Stone EM, et al.
Retinal synthesis and deposition of complement components
induced by ocular hypertension. Exp Eye Res. 2006;83:620–8.

28. Tezel G, Yang X, Luo C, Kain AD, Powell DW, Kuehn MH, et al.
Oxidative stress and the regulation of complement activation in
human glaucoma. Invest Ophthalmol Vis Sci. 2010;51:5071–82.

29. Trouw LA, Blom AM, Gasque P. Role of complement and comple-
ment regulators in the removal of apoptotic cells. Mol Immunol.
2008;45:1199–207.

30. Prete M, Dammacco R, Fatone MC, Racanelli V. Autoimmune uve-
itis: clinical, pathogenetic, and therapeutic features. Clin Exp Med.
2016;16:125–36.

31. Smith JR, Stempel AJ, Bharadwaj A, Appukuttan B. Involvement
of B cells in non-infectious uveitis. Clin Transl Immunology.
2016;5:e63.

32. Mondino BJ, Glovsky MM, Ghekiere L. Activated complement in
inflamed aqueous humor. Invest Ophthalmol Vis Sci. 1984;25:
871–3.

33. Mondino BJ, Sumner H. Complement inhibitors in normal cornea
and aqueous humor. Invest Ophthalmol Vis Sci. 1984;25:483–6.

34. Vergani S, Di Mauro E, Davies ET, Spinelli D, Mieli-Vergani G,
Vergani D. Complement activation in uveitis. Br J Ophthalmol.
1986;70:60–3.

35. Bhutto I, Lutty G. Understanding age-related macular degener-
ation (AMD): relationships between the photoreceptor/retinal pig-
ment epithelium/Bruch's membrane/choriocapillaris complex. Mol
Aspects Med. 2012;33:295–317.

36. Chakravarthy U, Wong TY, Fletcher A, Piault E, Evans C, Zlateva G,
et al. Clinical risk factors for age-related macular degeneration: a
systematic review and meta-analysis. BMC Ophthalmol.
2010;10:31.

37. Lambert NG, ElShelmani H, Singh MK, Mansergh FC, Wride MA,
Padilla M, et al. Risk factors and biomarkers of age-related macu-
lar degeneration. Prog Retin Eye Res. 2016;54:64–102.

38. Zipfel PF, Lauer N, Skerka C. The role of complement in AMD.
Adv Exp Med Biol. 2010;703:9–24.

39. Sui GY, Liu GC, Liu GY, Gao YY, Deng Y, Wang WY, et al. Is sun-
light exposure a risk factor for age-related macular degeneration?
A systematic review and meta-analysis. Br J Ophthalmol.
2013;97:389–94.

40. Schick T, Ersoy L, Lechanteur YT, Saksens NT, Hoyng CB, den
Hollander AI, et al. History of sunlight exposure is a risk factor for
age-related macular degeneration. Retina. 2016;36:787–90.

41. Ferris FL 3rd, Wilkinson CP, Bird A, Chakravarthy U, Chew E,
Csaky K, et al. Clinical classification of age-related macular degen-
eration. Ophthalmology. 2013;120:844–51.

42. Khan KN, Mahroo OA, Khan RS, Mohamed MD, McKibbin M, Bird
A, et al. Differentiating drusen: drusen and drusen-like appearan-
ces associated with ageing, age-related macular degeneration,
inherited eye disease and other pathological processes. Prog
Retin Eye Res. 2016;53:70–106.

43. Sparrow JR, Hicks D, Hamel CP. The retinal pigment epithelium in
health and disease. Curr Mol Med. 2010;10:802–23.

44. van Lookeren Campagne M, Strauss EC, Yaspan BL. Age-related
macular degeneration: complement in action. Immunobiology.
2016;221:733–9.

45. Clark SJ, Bishop PN. Role of factor H and related proteins in regu-
lating complement activation in the macula, and relevance to
age-related macular degeneration. J Clin Med. 2015;4:18–31.

46. McHarg S, Clark SJ, Day AJ, Bishop PN. Age-related macular
degeneration and the role of the complement system. Mol
Immunol. 2015;67:43–50.

47. Hageman GS, Anderson DH, Johnson LV, Hancox LS, Taiber AJ,
Hardisty LI, et al. A common haplotype in the complement regu-
latory gene factor H (HF1/CFH) predisposes individuals to age-
related macular degeneration. Proc Natl Acad Sci U S A.
2005;102:7227–32.

48. Fagerness JA, Maller JB, Neale BM, Reynolds RC, Daly MJ, Seddon
JM. Variation near complement factor I is associated with risk of
advanced AMD. Eur J Hum Genet. 2009;17:100–4.

49. Gold B, Merriam JE, Zernant J, Hancox LS, Taiber AJ, Gehrs K,
et al. Variation in factor B (BF) and complement component 2
(C2) genes is associated with age-related macular degeneration.
Nat Genet. 2006;38:458–62.

50. Yates JR, Sepp T, Matharu BK, Khan JC, Thurlby DA, Shahid H,
et al. Complement C3 variant and the risk of age-related macular
degeneration. N Engl J Med. 2007;357:553–61.

51. Anderson DH, Radeke MJ, Gallo NB, Chapin EA, Johnson PT,
Curletti CR, et al. The pivotal role of the complement system in
aging and age-related macular degeneration: hypothesis re-vis-
ited. Prog Retin Eye Res. 2010;29:95–112.

52. Reynolds R, Hartnett ME, Atkinson JP, Giclas PC, Rosner B, Seddon
JM. Plasma complement components and activation fragments:
associations with age-related macular degeneration genotypes
and phenotypes. Invest Ophthalmol Vis Sci. 2009;50:5818–27.

53. Scholl HP, Charbel Issa P, Walier M, Janzer S, Pollok-Kopp B,
Borncke F, et al. Systemic complement activation in age-related
macular degeneration. PLoS One. 2008;3:e2593.

54. Schick T, Steinhauer M, Aslanidis A, Altay L, Karlstetter M,
Langmann T, et al. Local complement activation in aqueous
humor in patients with age-related macular degeneration. Eye
(Lond). 2017;31:810–13.

55. Brandstetter C, Holz FG, Krohne TU. Complement component C5a
primes retinal pigment epithelial cells for inflammasome activa-
tion by lipofuscin-mediated photooxidative damage. J Biol Chem.
2015;290:31189–98.

56. Kaemmerer E, Schutt F, Krohne TU, Holz FG, Kopitz J. Effects of
lipid peroxidation-related protein modifications on RPE lysosomal
functions and POS phagocytosis. Invest Ophthalmol Vis Sci.
2007;48:1342–7.

57. Ferrington DA, Sinha D, Kaarniranta K. Defects in retinal pigment
epithelial cell proteolysis and the pathology associated with age-
related macular degeneration. Prog Retin Eye Res. 2016;51:69–89.

58. Kauppinen A, Paterno JJ, Blasiak J, Salminen A, Kaarniranta K.
Inflammation and its role in age-related macular degeneration.
Cell Mol Life Sci. 2016;73:1765–86.

59. German OL, Agnolazza DL, Politi LE, Rotstein NP. Light, lipids and
photoreceptor survival: live or let die? Photochem Photobiol Sci.
2015;14:1737–53.

60. Calippe B, Augustin S, Beguier F, Charles-Messance H, Poupel L,
Conart JB, et al. Complement factor H inhibits CD47-mediated
resolution of inflammation. Immunity. 2017;46:261–72.

61. Wenzel A, Grimm C, Samardzija M, Reme CE. Molecular mecha-
nisms of light-induced photoreceptor apoptosis and neuroprotec-
tion for retinal degeneration. Prog Retin Eye Res. 2005;24:
275–306.

62. Penfold PL, Madigan MC, Gillies MC, Provis JM. Immunological
and aetiological aspects of macular degeneration. Prog Retin Eye
Res. 2001;20:385–414.

63. Scott AW, Bressler SB. Long-term follow-up of vascular
endothelial growth factor inhibitor therapy for neovascular age-
related macular degeneration. Curr Opin Ophthalmol. 2013;24:
190–6.

64. Pozarowska D, Pozarowski P. The era of anti-vascular endothelial
growth factor (VEGF) drugs in ophthalmology, VEGF and anti-
VEGF therapy. Cent Eur J Immunol. 2016;41:311–16.

65. Ablonczy Z, Dahrouj M, Tang PH, Liu Y, Sambamurti K,
Marmorstein AD, et al. Human retinal pigment epithelium cells as
functional models for the RPE in vivo. Invest Ophthalmol Vis Sci.
2011;52:8614–20.

66. Forest DL, Johnson LV, Clegg DO. Cellular models and therapies
for age-related macular degeneration. Dis Model Mech.
2015;8:421–7.

67. Chandler MJ, Smith PJ, Samuelson DA, MacKay EO. Photoreceptor
density of the domestic pig retina. Vet Ophthalmol.
1999;2:179–84.

UPSALA JOURNAL OF MEDICAL SCIENCES 41



68. Hendrickson A, Hicks D. Distribution and density of medium- and
short-wavelength selective cones in the domestic pig retina. Exp
Eye Res. 2002;74:435–44.

69. Mohlin C, Taylor L, Ghosh F, Johansson K. Autophagy and ER-
stress contribute to photoreceptor degeneration in cultured adult
porcine retina. Brain Res. 2014;1585:167–83.

70. Nilsson Ekdahl K, Nilsson B, Pekna M, Nilsson UR. Generation of
iC3 at the interface between blood and gas. Scand J Immunol.
1992;35:85–91.

71. Mollnes TE, Lea T, Harboe M, Tschopp J. Monoclonal antibodies
recognizing a neoantigen of poly(C9) detect the human terminal
complement complex in tissue and plasma. Scand J Immunol.
1985;22:183–95.

72. Karlstetter M, Scholz R, Rutar M, Wong WT, Provis JM, Langmann
T. Retinal microglia: just bystander or target for therapy? Prog
Retin Eye Res. 2015;45:30–57.

73. Silverman SM, Kim BJ, Howell GR, Miller J, John SW, Wordinger
RJ, et al. C1q propagates microglial activation and neurodegener-
ation in the visual axis following retinal ischemia/reperfusion
injury. Mol Neurodegener. 2016;11:24.

74. Vogt SD, Barnum SR, Curcio CA, Read RW. Distribution of comple-
ment anaphylatoxin receptors and membrane-bound regulators
in normal human retina. Exp Eye Res. 2006;83:834–40.

75. Cheng L, Bu H, Portillo JA, Li Y, Subauste CS, Huang SS, et al.
Modulation of retinal Muller cells by complement receptor C5aR.
Invest Ophthalmol Vis Sci. 2013;54:8191–8.

76. Beauchemin ML. The fine structure of the pig's retina. Albrecht
Von Graefes Arch Klin Exp Ophthalmol. 1974;190:27–45.

77. Sanchez I, Martin R, Ussa F, Fernandez-Bueno I. The parameters
of the porcine eyeball. Graefes Arch Clin Exp Ophthalmol.
2011;249:475–82.

78. Romano C, Hicks D. Adult retinal neuronal cell culture. Prog Retin
Eye Res. 2007;26:379–97.

79. Mollick T, Mohlin C, Johansson K. Human neural progenitor cells
decrease photoreceptor degeneration, normalize opsin distribu-
tion and support synapse structure in cultured porcine retina.
Brain Res. 2016;1646:522–34.

80. Mohlin C, Liljekvist-Soltic I, Olofsson J, Johansson K.
Neuropathology of cultured retinas: degenerative events and res-
cue paradigms. In: Thomsen WL, editor. Advances in Eye
Research. Vol. 2. Nova Science Publishers; 2011. p. 177–90.

81. Orsini F, De Blasio D, Zangari R, Zanier ER, De Simoni MG.
Versatility of the complement system in neuroinflammation, neu-
rodegeneration and brain homeostasis. Front Cell Neurosci.
2014;8:380.

82. Baudouin C, Peyman GA, Fredj-Reygrobellet D, Gordon WC,
Lapalus P, Gastaud P, et al. Immunohistological study of subreti-
nal membranes in age-related macular degeneration. Jpn J
Ophthalmol. 1992;36:443–51.

83. Bulla R, Agostinis C, Bossi F, Rizzi L, Debeus A, Tripodo C, et al.
Decidual endothelial cells express surface-bound C1q as a
molecular bridge between endovascular trophoblast and decidual
endothelium. Mol Immunol. 2008;45:2629–40.

84. Bossi F, Tripodo C, Rizzi L, Bulla R, Agostinis C, Guarnotta C, et al.
C1q as a unique player in angiogenesis with therapeutic implica-
tion in wound healing. Proc Natl Acad Sci U S A.
2014;111:4209–14.

85. Natoli R, Fernando N, Jiao H, Racic T, Madigan M, Barnett NL,
et al. Retinal macrophages synthesize C3 and activate comple-
ment in AMD and in models of focal retinal degeneration. Invest
Ophthalmol Vis Sci. 2017;58:2977–90.

86. Hau J, NM, Skovgaard-Jensen H-J, de Souza A, Eriksen E, Wandall
LT. Analysis of animal serum proteins using antisera against
human analogous proteins. Scand J Lab Anim Sci. 1990;17:3–7.

87. Schafer N, Grosche A, Schmitt SI, Braunger BM, Pauly D.
Complement components showed a time-dependent local
expression pattern in constant and acute white light-induced
photoreceptor damage. Front Mol Neurosci. 2017;10:197.

88. Skerka C, Lauer N, Weinberger AA, Keilhauer CN, Suhnel J, Smith
R, et al. Defective complement control of factor H (Y402H) and
FHL-1 in age-related macular degeneration. Mol Immunol.
2007;44:3398–406.

89. Ormsby RJ, Ranganathan S, Tong JC, Griggs KM, Dimasi DP,
Hewitt AW, et al. Functional and structural implications of the
complement factor H Y402H polymorphism associated with age-
related macular degeneration. Invest Ophthalmol Vis Sci.
2008;49:1763–70.

90. Mihlan M, Blom AM, Kupreishvili K, Lauer N, Stelzner K, Bergstrom
F, et al. Monomeric C-reactive protein modulates classic comple-
ment activation on necrotic cells. FASEB J. 2011;25:4198–210.

91. Skeie JM, Fingert JH, Russell SR, Stone EM, Mullins RF.
Complement component C5a activates ICAM-1 expression on
human choroidal endothelial cells. Invest Ophthalmol Vis Sci.
2010;51:5336–42.

92. Mullins RF, Russell SR, Anderson DH, Hageman GS. Drusen associ-
ated with aging and age-related macular degeneration contain
proteins common to extracellular deposits associated with ath-
erosclerosis, elastosis, amyloidosis, and dense deposit disease.
FASEB J. 2000;14:835–46.

93. Nozaki M, Raisler BJ, Sakurai E, Sarma JV, Barnum SR, Lambris JD,
et al. Drusen complement components C3a and C5a promote
choroidal neovascularization. Proc Natl Acad Sci U S A.
2006;103:2328–33.

94. Crabb JW, Miyagi M, Gu X, Shadrach K, West KA, Sakaguchi H,
et al. Drusen proteome analysis: an approach to the etiology of
age-related macular degeneration. Proc Natl Acad Sci U S A.
2002;99:14682–7.

95. Adamus G. Can innate and autoimmune reactivity forecast early
and advance stages of age-related macular degeneration?
Autoimmun Rev. 2017;16:231–6.

96. Ramos de Carvalho JE, Klaassen I, Vogels IM, Schipper-Krom S,
van Noorden CJ, Reits E, et al. Complement factor C3a alters pro-
teasome function in human RPE cells and in an animal model of
age-related RPE degeneration. Invest Ophthalmol Vis Sci.
2013;54:6489–501.

97. Fernandes AF, Guo W, Zhang X, Gallagher M, Ivan M, Taylor A,
et al. Proteasome-dependent regulation of signal transduction in
retinal pigment epithelial cells. Exp Eye Res. 2006;83:1472–81.

98. Grimm C, Wenzel A, Behrens A, Hafezi F, Wagner EF, Reme CE.
AP-1 mediated retinal photoreceptor apoptosis is independent of
N-terminal phosphorylation of c-Jun. Cell Death Differ.
2001;8:859–67.

99. Hohn A, Jung T, Grimm S, Catalgol B, Weber D, Grune T.
Lipofuscin inhibits the proteasome by binding to surface motifs.
Free Radic Biol Med. 2011;50:585–91.

100. Peng Q, Li K, Sacks SH, Zhou W. The role of anaphylatoxins C3a
and C5a in regulating innate and adaptive immune responses.
Inflamm Allergy Drug Targets. 2009;8:236–46.

101. Song D, Sulewski ME Jr, Wang C, Song J, Bhuyan R, Sterling J,
et al. Complement C5a receptor knockout has diminished light-
induced microglia/macrophage retinal migration. Mol Vis.
2017;23:210–18.

42 C. MOHLIN ET AL.


	A model to study complement involvement in experimental retinal degeneration
	Introduction
	Method and materials
	Tissue preparation of porcine retinal explants
	Feeder layers using the ARPE-19 cell line
	Co-culture of porcine retinal explants with or without ARPE-19 feeder layers
	Transmission electron microscopy
	TUNEL assay
	Immunohistochemical staining
	Detection of fluid-phase proteins by Luminex xMAP
	RNA extraction and quantitative real-time PCR
	Detection of fluid-phase complement activation products by ELISA
	Microscopy and data analysis

	Results
	Expression of native RPE cell markers in post-confluent ARPE cells
	Detection of cell death by TUNEL assay
	Immunohistochemical staining of complement proteins
	Detection of fluid-phase proteins by Luminex xMAP
	RNA extraction and quantitative real-time PCR
	Detection of fluid-phase C3a and sC5b-9 by ELISA

	Discussion
	Acknowledgements
	Disclosure statement
	Notes on contributors
	References


