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Supplementary Table S1: Viability analysis of the control cultures after incubation period (T36) 

Microbiome 1 2 3 4 5 6 7 8 9 10 

Viability [%] 93.3 92.4 92.5 91.2 92.2 90.8 91.7 92.2 91.0 92.8 
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Supplementary Figure S1: Heatmap of fractional change in relative abundance induced by 

Menthacarin within the seven most abundant phyla (expressed in percentage) across 10 microbiomes. 

The numbers in each cell denote the fractional change (in %) with mean for each genus across 10 

microbiomes shown in the final column.  
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Supplementary Figure S2 (1 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S2 (2 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S2 (3 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S2 (4 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S2 (5 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S2 (6 of 6): Heatmap of fractional change in relative abundance induced by 

Menthacarin (expressed in percentage) across all identified 173 genera. The numbers in each cell 

denote the fractional change with mean for each genus across 10 microbiomes shown in the final 

column.  
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Supplementary Figure S3: Peppermint and caraway oil induce similar fractional changes in relative 

abundance of the phyla that are significantly affected by Menthacarin. Data are presented as box-and-

whiskers plots with quartiles and min-max values. 
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Supplementary Figure S4: UpSet plot showing the proportions of genera exhibiting consistent 

fractional change with treatment of Menthacarin, peppermint oil, and caraway oil in at least 70% of 

tested microbiomes. Genera present in at least 4 microbiomes were considered. 

 

 

 


