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Supplementary Figure 1. Difference of the incidence patterns of all PASC conditions on the 
INSIGHT cohort (extension of Figure 4). The order of PASC follows the one provided in the 
page “137 PASC list” in the Supplementary Table 2. 
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Supplementary Figure 2. We learned topics and derived subphenotypes based on the 44 selective PASC in the INSIGHT cohort. 
(a) shows seven topics learned based on the 44 selective PASC. (b) shows the procedure of selection optimal number of topics, 
where the error bar is obtained based on 5-fold cross-validation (n_training=16705, n_validation=4176), and data are presented as 
mean values +/- SD. (c) shows the distributions of mean topic proportions on each subphenotype. (c) shows the mean topic 
proportions on each subphenotype; (d) shows the overlap matrix of subphenotypes, where the number in 𝑖-th row 𝑗-th column 
denotes the number of patients who belongs to the 𝑖-th subphenotype derived by 137 PASC but belongs to the 𝑗-th subphenotype 
derived by 44 PASC. (d) shows the similarities of topics learned from 137 PASC and 44 PASC. 
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Supplementary Figure 3. Difference of the incidence patterns of all PASC conditions on the 
OneFlorida+ cohort (extension of Extended Data Figure 8). The order of PASC follows the one 
provided in the page “137 PASC list” in the Supplementary Table 2. 


