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Abstract: Human malaria vaccine trials have revealed vaccine efficacy but improvement is still needed.
In this study, we aimed to re-evaluate vaccination with blood-stage naturally attenuated parasites,
as a whole-organism vaccine model against cross-strain and cross-species malaria, to establish a
better vaccination strategy. C57BL/6 mice controlled blood-stage Plasmodium yoelii 17XNL (PyNL)
within 1 month of infection, while mice with a variety of immunodeficiencies demonstrated different
susceptibilities to PyNL, including succumbing to hyperparasitemia. However, after recovery,
survivors had complete protection against a challenge with the lethal strain PyL. Unlike cross-strain
protection, PyNL-recovered mice failed to induce sterile immunity against Plasmodium berghei ANKA,
although prolonged survival was observed in some vaccinated mice. Splenomegaly is a typical
characteristic of malaria; the splenic structure became reorganized to prioritize extra-medullary
hematopoiesis and to eliminate parasites. We also found that the peritoneal lymph node was enlarged,
containing activated/memory phenotype cells that did not confer protection against PyL challenge.
Hemozoins remained in the spleen several months after PyNL infection. Generation of an attenuated
human blood-stage parasite expressing proteins from multiple species of malaria would greatly
improve anti-malaria vaccination.

Keywords: Malaria; live vaccine; whole parasite; spleen; lymph node; Plasmodium; Plasmodium yoelii;
Plasmodium berghei

1. Introduction

Malaria is a life-threatening infectious disease with a very long history of human infection.
We can read of characteristic malaria symptoms, splenomegaly and periodic fatal fever in ancient
writing from 2700 BC in China and Egypt [1]. Around 5000 years has passed, but this deadly
parasite still coexists with humans. Following the emergence of anti-malaria drug-resistant parasites,
anti-insecticide-resistant mosquitoes [2,3], and the recently emerged multidrug-resistant Plasmodium
falciparum (Pf) in Cambodia, which then spread to Thailand and Vietnam, this super Pf has acquired
both artemisinin and piperaquine resistance [4]. Thus, malaria vaccine development is a high priority
in endemic areas and is also of great benefit for travelers from malaria-free countries [5].

Many vaccine trials are now in the clinical study phase for human malaria [5–10], such as a subunit
vaccine, which uses part of a protein that is an important factor for eliciting antibody responses or
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induction of T cell mediated immunity [10]. The malaria vaccine closest to being ready for commercial
distribution is RTS,S/AS01 (Mosquirix, GlaxoSmithKline) [11–13]. This vaccine contains a portion of the
Pf circumsporozoite protein (CSP) along with hepatitis B virus envelope protein and chemical adjuvant,
targeting the sporozoite (a stage of the malaria parasite released by infected mosquitoes) or liver-stage
parasites (sporozoites infect hepatocytes and develop daughter cells for the subsequent blood-stage
of infection) [13]. Regarding vaccine trial results of RTS,S [14,15], the WHO stated ‘The Phase 3
clinical trial for RTS,S demonstrated efficacy of the vaccine when given to children aged 5–17 months,
resulting in significant reductions in malarial disease and associated hospitalizations [16]. This vaccine
was subsequently launched in 2019 in Malawi, Ghana, and Kenya for 360,000 children per year in
selected endemic areas [16]. This trial will show the efficacy in large-scale administration.

Similarly, blood-stage subunit malaria vaccines have also been developed for clinical use. BK-SE36
is a candidate subunit vaccine for blood-stage Pf that uses a portion of the SERA protein, which is a
surface antigen present on parasitized red blood cells (pRBC). The protective efficacy of BK-SE36 was
72% after 1 year of administration for people aged 6–20 years in Uganda [17].

Another type of vaccine is the whole organism vaccine [10]. Vaccination with whole irradiated
sporozoites is one of the most effective vaccines against challenge with homologous parasite strains,
yielding up to 100% sterile protection [18,19]. However, irradiated sporozoites are not as effective
against heterologous parasite strains [20,21]. Genetically attenuated malaria parasite (GAP) is another
candidate for a liver-stage vaccine. Schajik and colleagues have developed the GAP-Pf, which lacks
the b9 and slarp genes in the sporozoite stage [22]. This vaccine candidate was used in controlled
human malaria infection in a Phase 1/2a trial. While the safety profile and induction of a Pf specific
immunological response was confirmed, the expected strong efficacy was not apparent in this trial [23].

Vaccines targeting liver-stage parasites have the inherent problem; if the vaccine allows even one
mature merozoite to emerge from the liver into the blood, parasite replication will occur unchecked.
However, some antigens are common between liver- and blood-stage parasites [24]. In contrast to
liver-stage vaccines, we do not have a blood-stage GAP for use in humans. However, there are some
benefits for using whole organism vaccines. For example, whole organism vaccines contain the full
complement of parasite proteins, while subunit vaccines usually contain only one or several target
proteins. Therefore, if the dominant malaria parasite in an endemic area acquires a mutation in the gene
targeted by the subunit vaccine, the vaccine is likely to be rendered ineffective, while a whole-organism
vaccine will be more stable against single gene mutations.

Our group has studied protective immunity and pathology in blood-stage malaria [25–29].
In this study, we aimed to model the blood-stage human malaria parasite in individuals in malaria
non-endemic areas using the mouse blood-stage malaria infection model. We re-evaluated the value of
the whole blood-stage parasite vaccine, particularly in terms of administration to immunodeficient
animals, cross protective immunity, and side effects. We also investigated effects in the spleen, which is
an important organ for protection against blood-stage malaria [30,31]. We conclude that cross-strain
vaccination is possible but cross-species vaccination is difficult, and such protection is dependent on
the spleen.

2. Materials and Methods

2.1. Animals

Male and female C57BL/6 wild type (WT) mice, C57BL/6JSlc-Gld (Gld: generalized
lymphoproliferative disease; FasL mutant) mice, and C57BL/6JSlc-Lpr (Lpr: Faslpr) mice were obtained
from SLC (Hamamatsu, Japan) or Kyudo (Tosu, Japan). Perforin knock out (KO) mice and IFN-gamma
receptor KO mice were obtained from Jackson Immuno Research Laboratories (West Grove, PA).
Immunoproteasome subunit LMP7 KO mice [32] on the B6 background were kindly provided by Dr.
Fehling (University Clinics Ulm, Ulm, Germany). Milk fat globule-EGF factor 8 protein (MFG-E8)
KO mice [33] were kindly provided by Dr. Hanayama (Kanazawa University, Kanazawa, Japan)
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IL-17A KO mice [34] were kindly provided by Dr. Iwakura (University of Tokyo, Tokyo, Japan).
All mice were maintained under specific-pathogen-free conditions. Experiments were performed in
mice aged 8–16 weeks. No significant differences were observed between male and female mice in
our experiments.

All animal experiments were approved by the Committee for Ethics on Animal Experiments of the
Faculty of Medicine and adhered to the Guidelines for Animal Experiments of the Faculty of Medicine,
Kyushu University and Gunma University, Japan, under Japanese law (no. 105) and notification (no. 6)
of the Government of Japan. All experiments were performed in accordance with relevant guidelines
and regulations.

2.2. Parasites and Infection

The blood-stage non-lethal strain Plasmodium yoelii 17XNL (PyNL) and lethal strain P. yoelii 17XL
(PyL), and the uncloned line of Plasmodium berghei ANKA (PbA) were generous gifts from Dr M
Torii (Ehime University, Matsuyama, Japan), and stored in liquid nitrogen. Red blood cells (RBCs)
parasitized by each strain (pRBCs) were prepared in donor WT mice injected intraperitoneally (i.p.)
with parasite stock and stored in liquid nitrogen. The mice were infected by i.p. injection with 50,000
pRBCs suspended in RPMI1640 (sigma) from donor mice. Giemsa-staining of blood-smears was used
to determine parasitemia.

2.3. Anti-Malaria Drug Treatment

Artesunate (Art; Sigma, St. Louis, MO) is a commonly used anti-malaria drug [35]. Art was
dissolved in saline (Otsuka Pharmaceutical, Tokyo, Japan) containing 5% NaHCO3 and administered
i.p. for 5 consecutive days (64 mg/kg body weight/day).

2.4. Histology

The mice were sacrificed, spleens were collected and fixed with 4% paraformaldehyde,
then samples were embedded in paraffin wax. Sections of 2.5 µm thickness were obtained and
mounted on glass slides. Hematoxylin and eosin (H&E) staining was performed on the sections.
For BAND3 staining, rabbit-polyclonal anti-BAND3 (Abcam) and Alexa Fluor 532 goat anti-rabbit
IgG (H + L, Thermo Fisher Scientific) and DAPI (Sigma-Aldrich) was used. Organ sectioning and
staining was performed by Biopathology Institute Co., Ltd. (Oita, Japan). The slides for histology were
analyzed and images were taken using BZ-II software and a Biorevo BZ-9000 microscope (Keyence,
Osaka, Japan).

2.5. Flow Cytometry

Cell suspensions from spleen and lymph node (LN) without RBC lysis were incubated with
anti-CD16/32 antibody (clone: 2.4G2) for Fc blocking and stained with following fluorochrome-labeled
antibodies. AF488-conjugated anti-CD4 (clone: GK1.5), PE-Cy7-conjugated anti-CD8a (clone: 53-6.7),
PE-conjugated anti-CD3 (clone: 17A2), APC-conjugated anti-TER119 (clone: Ter119), FITC-conjugated
anti-CD44 (clone: IM7), PE-conjugated anti-B220 (clone: RA3-6B2), PE-conjugated anti-CD11b (clone:
M1/70), PE-Cy7-conjugated anti-F4/80 (clone: BM8.1) and a Zombie NIR™ Fixable Viability Kit
(Biolegend, San Diego, CA) were used for live cell/dead cell discrimination according to manufacturer’s
protocol. Isotype control antibodies were also used to evaluate specific staining. Cells were analyzed
with a FACSCalibur, FACSVerse flow cytometer (Becton Dickinson, San Jose, CA), and data were
analyzed with FlowJo software (Treestar, Ashland, OR). The gating strategy is shown in Figure S2.

2.6. Cell Depletion

For T-cell depletion, 500 µg anti-mouse CD8 antibodies (clone: 2.43) or anti-mouse CD4 (clone:
GK1.5) were injected i.p. into each mouse at 1 day before, and 15 and 30 days after PyNL infection.
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We confirmed the depletion of CD4 and CD8 T cells by using blood samples analyzed with flow
cytometry (AF488-conjugated anti-CD4 (clone: GK1.5), PE-Cy7-conjugated anti-CD8a (clone: 53-6.7),
PE-conjugated anti-CD3 (clone: 17A2). Usually, over 99% of CD4+ or CD8+ T cells were depleted
in peripheral blood 24 h after injection. If we find the un-successful depletion, we omitted the data
from experiments. For macrophage depletion, mice were injected intravenously (i.v.) with clodronate
(Sigma) liposome (1.5 mg clodronate in suspension of 300 µL liposomes) at 3 and 9 days after PyNL
infection. We also confirmed the depletion of macrophages in spleen with flow cytometry using
PE-conjugated anti-CD11b and PE-Cy7-conjugated anti-F4/80 (clone: BM8.1) when we determined the
dose of clodronate liposome in the preliminary examination. Usually, around 90–95% of macrophages
in spleen were depleted 24 h after injection when we used the above dose of clodronate liposome.

2.7. Prime–Boost Live Vaccination and Cell Transfer Experiments

The mice were primarily infected with PyNL (50,000 pRBCs) at day −90 to −48 and boost
immunized with same strain (50,000 pRBCs) at day −8. Normally the peritoneal LN contains only
1–4 × 106 cells per immunized mouse, which is less than 1% of total splenocytes, so we performed a
combination of experiments requiring some differences in timing of prime vaccination. Mice were then
sacrificed and immunized spleen cells or immunized peritoneal LN cells were collected and single cell
suspension was obtained by crushing between the frosted sterile glass slides, RBC were hemolyzed
with ACK buffer (NH4Cl 8024 mg/l, KHCO3 1001 mg/l, EDTA Na2·2H2O 3.722 mg/l) and washed 2
times with RPMI1640 plus 10% FCS medium, then cell debris was removed by passing through the
filter (50 µm) and then 4 × 106 purified cells were transferred i.v. to recipient mice on day −1. On day
0, recipient mice were infected with PyL (50,000 pRBCs).

2.8. Statistical Analysis

The Mann–Whitney U-test was used for statistical analysis between two sets of data. A p-value of
p < 0.05 was considered to be statistically significant. Significant differences in survival were tested
with a Gehan–Breslow–Wilcoxon test. GraphPad Prism version 8.0 (GraphPad Software Inc., San Diego,
CA, USA) was used in the above analysis.

3. Results

3.1. Blood-Stage PyNL Infection as a Whole Organism Vaccine

At the beginning of the experiment, we confirmed the course of infection of blood-stage PyNL
in C57BL/6 (WT) mice (Figure 1A left). WT mice were infected with PyNL (5000 pRBC mixed stage
of blood-stage parasites) by i.p. injection. Usually, PyNL infection was non-lethal and parasitemia
increased to a peak at day 15–23 post-infection of roughly 40% parasitemia. Parasites were then
eliminated by the host immune system within 1 month (Figure 1A). Blood-stage parasites parasitize
RBC and when merozoites exit infected RBC, the host cells are destroyed. Thus, PyNL induced anemia,
as we reported previously [25]. PyL infection (5000 pRBC mixed stage of blood-stage parasites) by
i.p. injection was lethal and parasitemia increased to over 50% (Figure 1B). When we challenged mice
that recovered from PyNL infection with the cross-strain PyL, which is a lethal strain in naïve WT
mice, PyNL-recovered mice showed complete protection against PyL; we did not see emergence of any
parasites (Figure 1C). Thus, blood-stage PyNL can be used as a cross-strain protective whole organism
vaccine (Figure 1C, Table 1).
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Figure 1. Plasmodium yoelii 17XNL (PyNL) infection as a naturally attenuated blood-stage parasite
vaccine. Each line indicates parasitemia of one mouse. (A) Study protocol of blood-stage PyNL infection
(left panel) and changes of parasitemia of PyNL infected mice (right panel). Parasitized red blood cells
(RBCs) (50,000 pRBCs) were inoculated i.p. into C57BL/6 mice on day 0. Typically, all mice controlled
the infection within 1 month. N = 4. (B) Blood-stage PyL (lethal) infection. N = 4. (C) PyNL recovered
mice were challenged with Plasmodium yoelii 17XL (PyL). N = 4.

Table 1. Cross-strain protection by PyNL infection followed by PyL challenge in immunodeficient mice.

Mouse N (7–60) Cure rate of PyNL Infection Result of PyL Challenge to PyNL Immunized

C57BL/6 (WT) 60 97% Complete protection
CD4 depletion 20 50% Complete protection
CD8 depletion 56 50% Complete protection

Macrophage depletion 10 All died. Not tested.
IL-17A KO 9 100% Complete protection

LMP7 (immuno proteasome subunit) KO 16 100% Complete protection
MFGE-8 KO 7 100% Complete protection

Lpr (Fas mutant) 20 85% Complete protection
Perforin KO 12 50% Complete protection

Gld (Fas L mutant) 25 48% Complete protection
IFN-gamma Receptor KO 7 All died. Not tested.

3.2. Cross-Strain Protection by Blood-Stage PyNL Infection in Immunodeficient Mice

Notably there were a few cases in which the usually non-lethal PyNL killed the WT mice (2
out of 60), indicating the risk associated with live naturally attenuated vaccine when we performed
large-scale experiments (Table 1). Here we considered the application of the blood-stage parasite as
a vaccine in humans, where the phenotype of the parasite must be stable and must always remain
attenuated. Therefore, it is vital to understand the risk of the whole-organism vaccine in different
recipients. We also need to know the susceptibility of the vaccine parasite strain to anti-malaria drugs
to control an unpredictable infection course if necessary.

First, we considered the administration of our blood-stage naturally attenuated parasite vaccine
in immunocompromised individuals. To model this scenario, we immunized several immunodeficient
mice, either immune cell depleted or with mutated/knocked out immune molecules, with PyNL (Table 1
and [26,28,29]). There were three expected phenotypes based on the requirement for controlling PyNL
infection; 1, if the molecules or cells were essential for protection, all PyNL-infected mice would
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die. Macrophage depleted and IFN-gamma receptor KO mice fitted this model because all infected
mice succumbed to infection. 2, if the molecules or cells were important for protection, some mice
would die while others recovered. T cell (CD4 or CD8) depleted, Fas-FasL mutant (Gld or Lpr) and
perforin KO mice fitted this model. 3, if the molecules were less important, all mice would recover
from PyNL infection. IL-17A KO and LMP7 (immuno proteasome subunit) KO mice fell into this
model. We then tested the efficacy of the vaccine against PyL. Once the PyNL infection was controlled,
all recovered immunodeficient mice demonstrated sterile cross-strain protection against PyL, similar
to WT animals. These results indicate that the whole-organism vaccine may be applicable to some
immunodeficient individuals. While, if we do large-scale administration, similar concern as WT mice,
which is unpredictable may also occur in KO mice. Thus, we need to carefully decide the application
for immunodeficient individuals.

Second, we tested an anti-malaria drug, Art, in our model (Figure S1 left). We administered Art
to blood-stage PyNL-infected mice from day 10 to 15 (64 mg/kg body weight/day). The parasitemia
peaked on day 10 at around 1–5% before sharply declining (Figure S1 right). Without anti-malaria
drug treatment, the parasitemia increased until peak parasitemia was reached at around day 15–23,
thus indicating that Art treatment was effective in our vaccine model, and successfully eliminated
the parasite.

3.3. PyNL Infection Induced Splenomegaly, non-Reversible Changes in the Spleen and Expansion of the
Peritoneal LN

Splenomegaly and hepatomegaly are unique features of malaria infection [1]. To re-confirm the
effect of PyNL infection at the tissue level, we sacrificed mice at 3–4 weeks after inoculation and
measured the LNs (inguinal and peritoneal), heart, thymus and spleen weight (Figure 2). The peritoneal
LN is located near the spleen and liver (Figure 2A).

Spleen weight was dramatically increased, about 50-fold and its color turned into dark red or
brown, by infection. The peritoneal LN in PyNL-infected mice was approximately five-fold bigger
than in uninfected mice. Usually, the peritoneal LN is so small that sometimes it cannot be found.
Thus indeed, the increase might be bigger than five-fold (Figure 2B,C). Heart and the right side of the
inguinal LN were also enlarged significantly by infection, but to a lesser extent than the spleen or
peritoneal LN. Conversely, the thymus was shrunken (Figure 2C).

Such changes in organ size indicate occurrence of cellular events, and so we chose to further
investigate the spleen and LN to understand their role (Figure 2D). In order to analysis of all cells
in the organ, this time RBCs were not lysed. Erythroid cells including mature RBCs, reticulocytes,
and erythroblasts express TER119 on their surface. Only a few erythroid cells were found in both the
inguinal and peritoneal LN with and without PyNL infection (Figure 2D). However, in the spleen 25%
of cells were erythroid cells in uninfected mice, but this cell population was dramatically increased to
88% at day 20 post-infection. In rodents, extramedullary hematopoiesis is continuously ongoing in the
spleen and it is reasonable that when mice become infected with the malaria parasite, they produce
RBC to cover the losses inflicted by the parasite.

We further confirmed the architecture of the spleen by histology (Figure 3). We could clearly
distinguish the white pulp and red pulp in uninfected mice based on H&E staining, while this structure
was gradually re-constituted by PyNL infection. At day 17, around the time of peak parasitemia,
white pulp and red pulp were hardly distinguishable. In other words, the red pulp region was
expanded to accommodate massive erythrocyte production, which was consistent with the flow
cytometry data (Figure 2C left). Again, we assessed the immunohistostaining with BAND3 [36],
which is a marker for erythroid cells (Figure 3B). Consistent with the H&E staining, the white pulp
and red pulp were distinguishable in uninfected spleens, but on day 17, BAND3 positive cells were
detected throughout the spleen. Additionally, we observed BAND3 positive, DAPI positive nucleated
erythroblasts. This result was consistent with our previous finding of expansion of erythroblasts in
PyNL-infected mouse spleen or bone marrow [25].



Vaccines 2020, 8, 375 7 of 15
Vaccines 2020, 8, x 7 of 16 

 

 

Figure 2. Changes in organ weight and cell proportion following vaccination with blood-stage PyNL. 

(A) Dissected mouse abdomen after PyNL infection. (B) Comparison of size and color of spleen and 

lymph node (LN) between the uninfected mouse (uninf) and PyNL-infected mouse at day 20 post-

infection. (C) Changes in organ weight; inguinal LN (left and right), peritoneal LN, heart, thymus and 

spleen were assessed (week 3–4 after infection). Each symbol represents one mouse (N = 11–22). Bars 

indicate mean ± SD. NS: not significant. (D) Flow cytometry analysis of LN and spleen (RBC were not 

lysed). Overlaid histogram shows uninfected animals (red) and PyNL-infected mice (blue) at day 20. 

Numbers indicate average (N = 3 mice) proportion of the positive population (erythroid, B, CD8, 

CD44 in CD8+ cells) within gated cells. Gating strategy is shown in Figure S2. 

uninf PyNL 
0

500

1000

1500

s
p
le
e
n
 (
m
g
)

uninf PyNL 
0

50

100

150

h
e
a
rt
 (
m
g
)

uninf PyNL 
0

20

40

60

th
y
m
u
s
 (
m
g
)

Fig.2

stomach

liver

spleen

kidney

pancreas

peritoneal LN

A

PyNL

uninf

spleenLN

inguinal peritoneal

B

P : 0.037

C
P < 0.0001

P < 0.0001

NS

P : 0.007

P : 0.047

spleen

TER119

(Erythroid)

Peritoneal 

LN

Inguinal 

LN

CD44 on CD8+CD8
PyNL Day20

uninf
B220

(B cell)

D

Note: All samples were not RBC hemolyzed.

0.7%
16% 42% 25%

0.9%
44% 34% 42%

1%
25% 21% 19％

1.4%
43% 11.3% 45%

25% 45% 7.8% 31%

5.8% 0.7% 66%
88%

uninf PyNL 
0

5

10

in
g
u
in
a
l 
L
N
 r
ig
h
t 
(m
g
)

uninf PyNL 
0

5

10

in
g
u
in
a
l 
L
N
 l
e
ft
 (
m
g
)

uninf PyNL 
0

5

10

p
e
ri
to
n
e
a
l 
L
N
 (
m
g
)

c
o
u
n

t
c
o
u
n

t
c
o
u
n

t

fluorescence intensity

Figure 2. Changes in organ weight and cell proportion following vaccination with blood-stage PyNL.
(A) Dissected mouse abdomen after PyNL infection. (B) Comparison of size and color of spleen
and lymph node (LN) between the uninfected mouse (uninf) and PyNL-infected mouse at day 20
post-infection. (C) Changes in organ weight; inguinal LN (left and right), peritoneal LN, heart, thymus
and spleen were assessed (week 3–4 after infection). Each symbol represents one mouse (N = 11–22).
Bars indicate mean ± SD. NS: not significant. (D) Flow cytometry analysis of LN and spleen (RBC were
not lysed). Overlaid histogram shows uninfected animals (red) and PyNL-infected mice (blue) at day
20. Numbers indicate average (N = 3 mice) proportion of the positive population (erythroid, B, CD8,
CD44 in CD8+ cells) within gated cells. Gating strategy is shown in Figure S2.
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Figure 3. PyNL (blood-stage) infection changes the structure of the spleen. A typical white pulp region
in uninfected (uninf) and day 7 PyNL-infected spleens are surrounded by a dashed line. Right panels
show enlarged versions of indicated area in the left panel. (A) H&E-stained spleens of uninfected
and PyNL-infected mice at day 7, day 17 (around peak parasitemia), day 42 (recovered) and day 88
(recovered) are shown. Hemozoin (HZ; black color; indicated by black arrow) was seen in red pulp at
day 42 and day 88 post-infection. (B) Immuno-staining for BAND3 (erythroid cells; yellow, red, orange)
and DAPI (nucleus; blue). Orange arrows indicate examples of positive cells.

We then followed up the histology after recovery from infection. On day 42, we could again
see clear white pulp and red pulp regions, and we frequently detected black entities, which were
malaria pigment hemozoins. Notably, hemozoins remained detectable at day 88 post-infection
(Figure 3A bottom).

3.4. PyNL Induced Activation of Immune Cells in Peritoneal LN but Did not Confer Protection

Next we examined immune cells (Figure 2C) from gated populations based on data presented
in Figure S2. When we compare the proportion of B cells in uninfected mice between spleen and
LN, B cells dominate the splenic population at around 45%, but not in the LN (16%, inguinal; 25%,
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peritoneal). The proportion of B cells in PyNL-infected mice was increased to greater than 40% in both
LNs. Meanwhile, due to the massive production of erythroid cells in the infected spleen, splenic B cells
represented only 5.8% of the cellular population in the spleen following infection, compared with 45%
in uninfected animals. Somehow, the proportion of CD8 cells in uninfected mice was different between
the inguinal (42%) and peritoneal LNs (21%), both of which were decreased in infected mice due to the
expansion of B cells (34%, inguinal; 11.3%, peritoneal). When we account for cell numbers, even if the
proportion of CD8 cells was decreased in the peritoneal LN of infected mice, the total cell number
(not only for the CD8 cells but the total cells in the peritoneal LN) was increased to five-fold that of
uninfected mice (uninf: 3 × 105 cells vs inf: 15 × 105 cells). Indeed, the numbers of CD8 cells in infected
peritoneal LNs were increased 2.5-fold compared with uninfected mice (uninf: 6.3 × 104 cells vs inf:
16.5 × 104 cells). This differed from the inguinal LN. The proportion of CD8 cells in infected spleen
was reduced compared with uninfected mice, again because of enhanced erythroid cell production.
We then gated on CD8 cells and analyzed the expression of CD44, which is a marker of activation or
memory phenotype [37]. In all organs we analyzed, the ratio of CD44 expression on CD8-positive cells
was increased following infection.

This result inspired us to examine the possibility that the peritoneal LN has immunological
memory to confer protection against PyL challenge. Owing to the location and size of peritoneal LNs,
we were not able to extract peritoneal LNs, but instead set up a cell transfer experiment. Because we
know that the prime and boost vaccination regimen enhances immunological memory, we performed
prime-boost vaccination as shown in Figure 4A (bottom). Immunized animals were sacrificed and
single cell suspensions of peritoneal LN or RBC-lysed splenocytes (4 × 106 cells) were adoptively
transferred into WT recipient mice, before challenge the next day with PyL. PyL-infected unvaccinated
mice died within 1 week due to hyperparasitemia and severe anemia (Figure 4B). PyNL-vaccinated mice
showed sterile protection against PyL. Some mice transferred with immunized splenocyte suspension
controlled the infection (75%), although, unexpectedly, transferred with immunized peritoneal LN
cells had no effect on survival (Figure 4C). These results indicate that resident peritoneal LN cells do
not contribute to conferring protection to recipient mice.
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Figure 4. Immunized spleen cells confer protection but immunized peritoneal LN cells did not.
(A) Experiment protocol. Four groups were challenged with lethal strain PyL at day 0 of the experiment:
naïve C57BL/6 mice (upper left: purple line); PyNL immunized mice on day −40 (upper right: blue line);
PyNL primed at day−90 to−48, boosted at day−8 then immunized spleen cells (RBC lysed; 4× 106 cells:
green line, 75% of recipient mice controlled the parasitemia) or immunized peritoneal LN cells (4 × 106

cells: red line) were transferred to recipient mice on day −1. (B) Average parasitemia and (C) survival
curve (N = 8 in each group from two pooled independent experiments). Dagger indicates death.
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3.5. Limited Cross-Species Protection by PyNL Infection

Finally, we evaluated the efficacy of PyNL infection against challenge with a different species,
PbA (Figure 5). PbA infection was lethal within 2 weeks in naïve WT mice and caused cerebral malaria
(Figure 5A). PyNL infection prolonged survival (p = 0.0006) and one out of seven mice recovered
from infection without recurrences (Figure 5B). Compared with cross-strain protection, cross-species
protection was much less effective and did not induce sterile protection.
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Figure 5. Limited cross-species protection against Plasmodium berghei ANKA (PbA) challenge following
PyNL infection. Left panels show experiment protocol. Each group was challenged with blood-stage
PbA on day 0. Center panels show parasitemia of each mouse. Each line indicates one mouse.
Right panels show survival curves (N = 5–7). Two groups were compared. All data were pooled from
two independent experiments. (A) Naïve mice (N = 5). (B) blood-stage PyNL immunized mice (N = 7).
One mouse attained a maximum of 1.7% parasitemia at day 14 after PbA infection and cleared the
parasite at day 20, while the remaining six animals succumbed to infection. Dagger indicates death.

4. Discussion

We have previously analyzed the protective role of T cells or immunological molecules, or both,
against blood stage malaria [26,28,29], and found CD4 and CD8 T cells to be important but not essential
for protection against primary infection with blood-stage PyNL (Table 1) [26]. T cells and B cells possess
immunological memory so induction of pathogen-specific memory cells is essential for sterile protection
against malaria. However, macrophages are always essential in primary and challenge infections
(Table 1) [26]. Here we have described the potential and limitations of cross-protective vaccination
against malaria using blood-stage naturally attenuated parasites. Our results indicate that cross-strain
protection is possible but achieving cross-species protection is difficult. The histopathological changes
presented during the vaccination process may trigger several adverse reactions and signs/symptoms
not covered in this study.

Genetic diversity of Plasmodium spp. [38–40] is one of the reasons for the challenges involved in
generation of a cross-species vaccine. To overcome such cross-species differences, many researchers
have generated the rodent malaria parasite, which expresses the CSP of the avian or human malaria
parasite [41–43]. Some of these chimeric parasites produced salivary gland sporozoites (an infectious
type of parasite) to similar levels as WT parasites, and anti-chimeric parasite immune responses
were observed. This indicates that it is possible to develop a cross-species protective vaccine. Then,
Marin-Mogollon et al. tried to make a recombinant Pf that expressed P. vivax CSP [44], to develop a
cross-protective human malaria vaccine. They successfully generated the blood-stage recombinant
parasite (asexual and sexual); however, unfortunately this recombinant parasite did not produce
hemocoel or salivary gland sporozoites in the mosquito stage. Artificial protein GFP-, mCherry- and
luciferase-expressing Pf was generated and was able to develop all stages of the parasite [45,46] thus
indicating that Pf at least allows the expression of exogenous protein but P. vivax CSP may inhibit
original Pf function.
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Another concern of cross-species protective vaccine is the role of immune cells in malaria infection.
When we depleted CD8+ T cells in primary infection with blood-stage PyNL, half of the mice died
(Table 1) but in PbA infection, survival was improved [27]. Thus, the role of CD8+ T cells in primary
infection with PyNL is positive (protective) for the host but negative (pathological) in PbA infection.
Our data suggest that PyNL infection prolonged survival following challenge with PbA and almost no
cerebral malaria developed in immunized WT mice. Thus, PyNL infection could induce a protective
response rather than pathology following PbA challenge infection.

Splenomegaly is seen in malarial rodents and humans [31]. Our data show that the increase
in volume is mainly due to the production of erythroid cells but not immune cells. In our previous
report, spleen and bone marrow contain erythroblasts, which are the precursor cells of RBCs, and the
number of erythroblasts becomes increased following infection with PyNL [25]. This is quite reasonable
because peak parasitemia of PyNL can reach greater than 50% and the blood-stage parasite cycle is
completed within 24 h, thus indicating that PyNL lyses 50% of RBCs within 1 day. If hematopoiesis
is not sufficient, parasitemia becomes lethal. The bone marrow is also capable of hematopoiesis in
such an emergency, but the volume of space within the bone limits the RBC-producing capacity while
there is no limitation to the spleen in terms of volume. Thus, the spleen has at least three roles for
protection against blood-stage malaria: first is its biological filter function, supported by macrophages;
second is the storage of immunological memory T and B cells; and third is its function as factory for
RBC hematopoiesis [30,31,47].

We found that peritoneal LN were also enlarged. We speculate that malaria parasite
antigen-presentation or encounter with malaria parasites (antigens) in peritoneal LN might be
more frequently happen than the other LNs. Because peritoneal LNs locates in between spleen and
liver, where accumulate and eliminate the malaria parasite by macrophages. However, we have
one concern whether the enlargement of peritoneal LN in infected mice is due to the intraperitoneal
infection of blood-stage malaria parasite method or not. This peritoneal LN from malaria infected
mice contained activated or memory-like marker expressing cells. However, when we adoptively
transferred these cells to mice followed by challenge, they offered no protection. Thus, LN may not be
as important in blood-stage malaria infection. Further experiments are required to explain a mechanism
that enlargement of peritoneal LN and it does not contribute to protection. For example, infection
to alymphoplasia (Aly/Aly) mice would provide some insight for understanding of the importance
of LN in blood-stage malaria protection [48]. Unlike the blood-stage, sporozoites are trapped in skin
draining LN and seem to be related to protection [49].

We also found hemozoins in the spleen. Hemozoin has immunostimulatory function [50] and
remaining hemozoin causes serious side effects. Frita et al. also reported hemozoin is found in the liver
for a long time, up to day 196 after infection [51]. When we treated with Art, the parasite-eliminated
mice did not need to produce excessive RBC, as seen in untreated mice during infection; indeed,
spleen weight was approximately 50% of that in an untreated mouse (data not shown). Additionally,
Art-treated mice should have decreased parasite burden, resulting in decreased splenomegaly and we
speculate that hemozoin may be decreased in Art-treated mice. Lin et al. developed a recombinant
parasite lacking the enzyme gene and protein related to hemoglobin digestion, and this mutant
did not produce hemozoin [52]. This parasite gene seemed to be a good candidate of a parental
parasite to generate a blood-stage human GAP, but the mutant parasite was resistant to chloroquine,
which highlights the importance of selecting the gene to be deleted.

5. Conclusions

We have demonstrated the potential and limitations of cross-protective vaccine against malaria by
blood-stage naturally attenuated parasite.

Currently, there is no rodent or human blood-stage malaria GAP, the generation of which has
multiple difficulties, for example, there is no good long-term in vitro culture system for rodent malaria
parasites for proof of concept. We have a Pf culture system [53], but an attenuated parasite means
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that the parasite must die in the host blood stream. We therefore need some technological innovation,
so that the parasite is only viable under the specific conditions of in vitro culture but dies when injected
into humans. Hopefully, these blood-stage attenuated parasite or GAPs have no adverse side effects.
Additionally, if a multi-species antigen-expressing GAP is developed, not only cross-strain but also
cross-species immunity will be conferred to humans, which will undoubtedly contribute greatly to
global health. Recently, Stanisic et al. reported a new method for making blood-stage attenuated
parasites for the vaccine. Which is chemically attenuation by using cyclopropylpyrolloindole analogue,
tafuramycin-A, in vitro. In their clinical study, they confirmed the safety and effectiveness of induction
of Pf specific immune response in the volunteer by chemically attenuation vaccine [54]. This vaccine
might be the next hope of a blood-stage malaria vaccine.

Supplementary Materials: The following are available online at http://www.mdpi.com/2076-393X/8/3/375/s1.
Figure S1. Treatment with anti-malaria drug artesunate (Art). Left panel: protocol of experiment. Infection with
50,000 parasitized red blood cells (pRBCs) were performed on day 0, Art (64 mg/kg body weight/day) was
administered i.p. from day 10 to day 15 post-infection. Right panel: change of parasitemia. Each line indicates
one mouse (N = 6). Figure S2. Flow cytometry gating strategy. Organs from uninfected or PyNL-infected mice
were harvested at day 20 and dissociated to single cell suspensions, Fc blocked then stained with indicated the
antibody cocktails. Surface staining dead cells were then stained with zombie dye, as described in the Materials
and Methods. The flow cytometry analysis gating strategy is shown. Spleen cells without RBC lysis are used as
an example, the same gate was used for all samples. (A) FSC vs SSC plot. Cell debris is excluded from analysis.
(B) Gated populations in A were further gated for single cells by FSC-A vs FSC-H. (C) Gated populations in B
were further gated for live cells, then used for analysis in Figure 2D.

Author Contributions: Conceptualization, T.I. and H.H.; methodology, T.I.; investigation, T.I., K.S., H.N.-T., C.S.;
resources, K.S., H.H.; data curation, T.I.; writing—original draft preparation, T.I.; writing—review and editing, T.I.,
K.S., H.N.-T., C.S., H.H.; visualization, T.I.; supervision, H.H.; funding acquisition, T.I. All authors have read and
agreed to the published version of the manuscript.

Funding: This research was funded by a Grant-in-Aid for Young Scientists (B) (JSPS KAKENHI grant number
24790399, 26860276), Research Activity start-up (JSPS KAKENHI grant number 18H06139).

Acknowledgments: The authors are grateful to Rikinari Hanayama (Kanazawa University) for providing the
MFG-E8 KO mice, Hans Jörg Fehling (University Clinics Ulm) for the LMP7 KO mice, Yoichiro Iwakura (University
of Tokyo) for the IL-17A KO mice. T.I. is grateful to Kunisuke Himeno (Kyushu University), Chris Janse (Leiden
University) and Shahid Khan (Leiden University) for their support and guidance. We also thank Gillian Campbell
for editing a draft of this manuscript.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Garcia, L.S. Malaria. Clin. Lab. Med. 2010, 30, 93–129. [CrossRef]
2. Grau-Bove, X.; Tomlinson, S.; O’Reilly, A.O.; Harding, N.J.; Miles, A.; Kwiatkowski, D.; Donnelly, M.J.;

Weetman, D.; The Anopheles gambiae 1000 Genomes Consortium. Evolution of the insecticide target rdl
in african anopheles is driven by interspecific and interkaryotypic introgression. Mol. Biol. Evol. 2020.
[CrossRef]

3. Ashley, E.A.; Pyae Phyo, A.; Woodrow, C.J. Malaria. Lancet 2018, 391, 1608–1621. [CrossRef]
4. Imwong, M.; Hien, T.T.; Thuy-Nhien, N.T.; Dondorp, A.M.; White, N.J. Spread of a single multidrug resistant

malaria parasite lineage (pfpailin) to vietnam. Lancet Infect. Dis. 2017, 17, 1022–1023. [CrossRef]
5. Verma, R.; Khanna, P.; Chawla, S. Malaria vaccine can prevent millions of deaths in the world.

Hum. Vaccines Immunother. 2013, 9, 1268–1271. [CrossRef]
6. Hollingdale, M.R.; Sedegah, M. Development of whole sporozoite malaria vaccines. Expert Rev. Vaccines

2017, 16, 45–54. [CrossRef] [PubMed]
7. Itsara, L.S.; Zhou, Y.; Do, J.; Grieser, A.M.; Vaughan, A.M.; Ghosh, A.K. The development of whole sporozoite

vaccines for plasmodium falciparum malaria. Front. Immunol. 2018, 9, 2748. [CrossRef]
8. Frimpong, A.; Kusi, K.A.; Ofori, M.F.; Ndifon, W. Novel strategies for malaria vaccine design. Front. Immunol.

2018, 9, 2769. [CrossRef] [PubMed]
9. Draper, S.J.; Sack, B.K.; King, C.R.; Nielsen, C.M.; Rayner, J.C.; Higgins, M.K.; Long, C.A.; Seder, R.A.

Malaria vaccines: Recent advances and new horizons. Cell Host Microbe 2018, 24, 43–56. [CrossRef]

http://www.mdpi.com/2076-393X/8/3/375/s1
http://dx.doi.org/10.1016/j.cll.2009.10.001
http://dx.doi.org/10.1093/molbev/msaa128
http://dx.doi.org/10.1016/S0140-6736(18)30324-6
http://dx.doi.org/10.1016/S1473-3099(17)30524-8
http://dx.doi.org/10.4161/hv.23950
http://dx.doi.org/10.1080/14760584.2016.1203784
http://www.ncbi.nlm.nih.gov/pubmed/27327875
http://dx.doi.org/10.3389/fimmu.2018.02748
http://dx.doi.org/10.3389/fimmu.2018.02769
http://www.ncbi.nlm.nih.gov/pubmed/30555463
http://dx.doi.org/10.1016/j.chom.2018.06.008


Vaccines 2020, 8, 375 13 of 15

10. Cockburn, I.A.; Seder, R.A. Malaria prevention: From immunological concepts to effective vaccines and
protective antibodies. Nat. Immunol. 2018, 19, 1199–1211. [CrossRef]

11. Wilby, K.J.; Lau, T.T.; Gilchrist, S.E.; Ensom, M.H. Mosquirix (rts,s): A novel vaccine for the prevention of
plasmodium falciparum malaria. Ann. Pharmacother. 2012, 46, 384–393. [CrossRef] [PubMed]

12. Laurens, M.B. Rts,s/as01 vaccine (mosquirix): An overview. Hum. Vaccines Immunother. 2020, 16, 480–489.
[CrossRef] [PubMed]

13. Morrison, C. Landmark green light for mosquirix malaria vaccine. Nat. Biotechnol. 2015, 33, 1015–1016.
[CrossRef] [PubMed]

14. Rts, S.C.T.P. Efficacy and safety of rts,s/as01 malaria vaccine with or without a booster dose in infants and
children in africa: Final results of a phase 3, individually randomised, controlled trial. Lancet 2015, 386,
31–45.

15. White, M.T.; Verity, R.; Griffin, J.T.; Asante, K.P.; Owusu-Agyei, S.; Greenwood, B.; Drakeley, C.; Gesase, S.;
Lusingu, J.; Ansong, D.; et al. Immunogenicity of the rts,s/as01 malaria vaccine and implications for duration
of vaccine efficacy: Secondary analysis of data from a phase 3 randomised controlled trial. Lancet Infect Dis.
2015, 15, 1450–1458. [CrossRef]

16. WHO. Malaria: Q&a on the Malaria Vaccine Implementation Programme (Mvip). Available online:
https://www.who.int/malaria/media/malaria-vaccine-implementation-qa/en/ (accessed on 6 June 2020).

17. Palacpac, N.M.; Ntege, E.; Yeka, A.; Balikagala, B.; Suzuki, N.; Shirai, H.; Yagi, M.; Ito, K.; Fukushima, W.;
Hirota, Y.; et al. Phase 1b randomized trial and follow-up study in uganda of the blood-stage malaria vaccine
candidate bk-se36. PLoS ONE 2013, 8, e64073. [CrossRef] [PubMed]

18. Clyde, D.F. Immunization of man against falciparum and vivax malaria by use of attenuated sporozoites.
Am. J. Trop. Med. Hyg. 1975, 24, 397–401. [CrossRef]

19. Luke, T.C.; Hoffman, S.L. Rationale and plans for developing a non-replicating, metabolically active,
radiation-attenuated plasmodium falciparum sporozoite vaccine. J. Exp. Biol. 2003, 206, 3803–3808.
[CrossRef]

20. Lyke, K.E.; Ishizuka, A.S.; Berry, A.A.; Chakravarty, S.; DeZure, A.; Enama, M.E.; James, E.R.; Billingsley, P.F.;
Gunasekera, A.; Manoj, A.; et al. Attenuated pfspz vaccine induces strain-transcending t cells and durable
protection against heterologous controlled human malaria infection. Proc. Natl. Acad. Sci. USA 2017, 114,
2711–2716. [CrossRef]

21. Epstein, J.E.; Paolino, K.M.; Richie, T.L.; Sedegah, M.; Singer, A.; Ruben, A.J.; Chakravarty, S.; Stafford, A.;
Ruck, R.C.; Eappen, A.G.; et al. Protection against plasmodium falciparum malaria by pfspz vaccine.
JCI Insight 2017, 2, e89154. [CrossRef]

22. van Schaijk, B.C.; Ploemen, I.H.; Annoura, T.; Vos, M.W.; Foquet, L.; van Gemert, G.J.; Chevalley-Maurel, S.;
van de Vegte-Bolmer, M.; Sajid, M.; Franetich, J.F.; et al. A genetically attenuated malaria vaccine candidate
based on p. Falciparum b9/slarp gene-deficient sporozoites. eLife 2014, 3, e03582. [CrossRef] [PubMed]

23. Roestenberg, M.; Walk, J.; van der Boor, S.C.; Langenberg, M.C.C.; Hoogerwerf, M.A.; Janse, J.J.; Manurung, M.;
Yap, X.Z.; Garcia, A.F.; Koopman, J.P.R.; et al. A double-blind, placebo-controlled phase 1/2a trial of the
genetically attenuated malaria vaccine pfspz-ga1. Sci. Transl. Med. 2020, 12, eaaz5629. [PubMed]

24. Butler, N.S.; Schmidt, N.W.; Vaughan, A.M.; Aly, A.S.; Kappe, S.H.; Harty, J.T. Superior antimalarial immunity
after vaccination with late liver stage-arresting genetically attenuated parasites. Cell Host Microbe 2011, 9,
451–462. [CrossRef] [PubMed]

25. Imai, T.; Ishida, H.; Suzue, K.; Hirai, M.; Taniguchi, T.; Okada, H.; Suzuki, T.; Shimokawa, C.; Hisaeda, H.
Cd8 t cell activation by murine erythroblasts infected with malaria parasites. Sci. Rep. 2013, 3, 1572.
[CrossRef] [PubMed]

26. Imai, T.; Ishida, H.; Suzue, K.; Taniguchi, T.; Okada, H.; Shimokawa, C.; Hisaeda, H. Cytotoxic activities of
cd8 t cells collaborate with macrophages to protect against blood-stage murine malaria. eLife 2015, 4, e04232.
[CrossRef]

27. Imai, T.; Iwawaki, T.; Akai, R.; Suzue, K.; Hirai, M.; Taniguchi, T.; Okada, H.; Hisaeda, H. Evaluating
experimental cerebral malaria using oxidative stress indicator okd48 mice. Int. J. Parasitol. 2014, 44, 681–685.
[CrossRef]

28. Imai, T.; Shen, J.; Chou, B.; Duan, X.; Tu, L.; Tetsutani, K.; Moriya, C.; Ishida, H.; Hamano, S.; Shimokawa, C.;
et al. Involvement of cd8+ t cells in protective immunity against murine blood-stage infection with
plasmodium yoelii 17xl strain. Eur. J. Immunol. 2010, 40, 1053–1061.

http://dx.doi.org/10.1038/s41590-018-0228-6
http://dx.doi.org/10.1345/aph.1Q634
http://www.ncbi.nlm.nih.gov/pubmed/22408046
http://dx.doi.org/10.1080/21645515.2019.1669415
http://www.ncbi.nlm.nih.gov/pubmed/31545128
http://dx.doi.org/10.1038/nbt1015-1015
http://www.ncbi.nlm.nih.gov/pubmed/26448075
http://dx.doi.org/10.1016/S1473-3099(15)00239-X
https://www.who.int/malaria/media/malaria-vaccine-implementation-qa/en/
http://dx.doi.org/10.1371/journal.pone.0064073
http://www.ncbi.nlm.nih.gov/pubmed/23724021
http://dx.doi.org/10.4269/ajtmh.1975.24.397
http://dx.doi.org/10.1242/jeb.00644
http://dx.doi.org/10.1073/pnas.1615324114
http://dx.doi.org/10.1172/jci.insight.89154
http://dx.doi.org/10.7554/eLife.03582
http://www.ncbi.nlm.nih.gov/pubmed/25407681
http://www.ncbi.nlm.nih.gov/pubmed/32434847
http://dx.doi.org/10.1016/j.chom.2011.05.008
http://www.ncbi.nlm.nih.gov/pubmed/21669394
http://dx.doi.org/10.1038/srep01572
http://www.ncbi.nlm.nih.gov/pubmed/23535896
http://dx.doi.org/10.7554/eLife.04232
http://dx.doi.org/10.1016/j.ijpara.2014.06.002


Vaccines 2020, 8, 375 14 of 15

29. Imai, T.; Suzue, K.; Ngo-Thanh, H.; Ono, S.; Orita, W.; Suzuki, H.; Shimokawa, C.; Olia, A.; Obi, S.;
Taniguchi, T.; et al. Fluctuations of spleen cytokine and blood lactate, importance of cellular immunity in
host defense against blood stage malaria plasmodium yoelii. Front. Immunol. 2019, 10, 2207. [CrossRef]

30. Chotivanich, K.; Udomsangpetch, R.; McGready, R.; Proux, S.; Newton, P.; Pukrittayakamee, S.;
Looareesuwan, S.; White, N.J. Central role of the spleen in malaria parasite clearance. J. Infect. Dis.
2002, 185, 1538–1541. [CrossRef]

31. Del Portillo, H.A.; Ferrer, M.; Brugat, T.; Martin-Jaular, L.; Langhorne, J.; Lacerda, M.V. The role of the spleen
in malaria. Cell Microbiol. 2012, 14, 343–355. [CrossRef]

32. Fehling, H.J.; Swat, W.; Laplace, C.; Kuhn, R.; Rajewsky, K.; Muller, U.; von Boehmer, H. Mhc class i expression
in mice lacking the proteasome subunit lmp-7. Science 1994, 265, 1234–1237. [CrossRef] [PubMed]

33. Hanayama, R.; Tanaka, M.; Miyasaka, K.; Aozasa, K.; Koike, M.; Uchiyama, Y.; Nagata, S. Autoimmune
disease and impaired uptake of apoptotic cells in mfg-e8-deficient mice. Science 2004, 304, 1147–1150.
[CrossRef] [PubMed]

34. Nakae, S.; Komiyama, Y.; Nambu, A.; Sudo, K.; Iwase, M.; Homma, I.; Sekikawa, K.; Asano, M.; Iwakura, Y.
Antigen-specific t cell sensitization is impaired in il-17-deficient mice, causing suppression of allergic cellular
and humoral responses. Immunity 2002, 17, 375–387. [CrossRef]

35. Clemmer, L.; Martins, Y.C.; Zanini, G.M.; Frangos, J.A.; Carvalho, L.J. Artemether and artesunate show
the highest efficacies in rescuing mice with late-stage cerebral malaria and rapidly decrease leukocyte
accumulation in the brain. Antimicrob. Agents Chemother. 2011, 55, 1383–1390. [CrossRef]

36. Wautier, J.L.; Wautier, M.P. Molecular basis of erythrocyte adhesion to endothelial cells in diseases.
Clin. Hemorheol. Microcirc. 2013, 53, 11–21. [CrossRef]

37. Sprent, J. Turnover of memory-phenotype cd8+ t cells. Microbes Infect. 2003, 5, 227–231. [CrossRef]
38. Carlton, J.M.; Adams, J.H.; Silva, J.C.; Bidwell, S.L.; Lorenzi, H.; Caler, E.; Crabtree, J.; Angiuoli, S.V.;

Merino, E.F.; Amedeo, P.; et al. Comparative genomics of the neglected human malaria parasite plasmodium
vivax. Nature 2008, 455, 757–763. [CrossRef]

39. Neafsey, D.E.; Galinsky, K.; Jiang, R.H.; Young, L.; Sykes, S.M.; Saif, S.; Gujja, S.; Goldberg, J.M.; Young, S.;
Zeng, Q.; et al. The malaria parasite plasmodium vivax exhibits greater genetic diversity than plasmodium
falciparum. Nat. Genet. 2012, 44, 1046–1050. [CrossRef]

40. Guimaraes, L.O.; Bajay, M.M.; Wunderlich, G.; Bueno, M.G.; Rohe, F.; Catao-Dias, J.L.; Neves, A.;
Malafronte, R.S.; Curado, I.; Kirchgatter, K. The genetic diversity of plasmodium malariae and plasmodium
brasilianum from human, simian and mosquito hosts in brazil. Acta Trop. 2012, 124, 27–32. [CrossRef]

41. Tewari, R.; Rathore, D.; Crisanti, A. Motility and infectivity of plasmodium berghei sporozoites expressing
avian plasmodium gallinaceum circumsporozoite protein. Cell Microbiol. 2005, 7, 699–707. [CrossRef]

42. Tewari, R.; Spaccapelo, R.; Bistoni, F.; Holder, A.A.; Crisanti, A. Function of region i and ii adhesive motifs of
plasmodium falciparum circumsporozoite protein in sporozoite motility and infectivity. J. Biol. Chem. 2002,
277, 47613–47618. [CrossRef] [PubMed]

43. Triller, G.; Scally, S.W.; Costa, G.; Pissarev, M.; Kreschel, C.; Bosch, A.; Marois, E.; Sack, B.K.; Murugan, R.;
Salman, A.M.; et al. Natural parasite exposure induces protective human anti-malarial antibodies. Immunity
2017, 47, 1197–1209 e1110. [CrossRef] [PubMed]

44. Marin-Mogollon, C.; van Pul, F.J.A.; Miyazaki, S.; Imai, T.; Ramesar, J.; Salman, A.M.; Winkel, B.M.F.;
Othman, A.S.; Kroeze, H.; Chevalley-Maurel, S.; et al. Chimeric plasmodium falciparum parasites expressing
plasmodium vivax circumsporozoite protein fail to produce salivary gland sporozoites. Malar. J. 2018, 17,
288. [CrossRef] [PubMed]

45. Mogollon, C.M.; van Pul, F.J.; Imai, T.; Ramesar, J.; Chevalley-Maurel, S.; de Roo, G.M.; Veld, S.A.; Kroeze, H.;
Franke-Fayard, B.M.; Janse, C.J.; et al. Rapid generation of marker-free p. Falciparum fluorescent reporter
lines using modified crispr/cas9 constructs and selection protocol. PLoS ONE 2016, 11, e0168362. [CrossRef]

46. Marin-Mogollon, C.; Salman, A.M.; Koolen, K.M.J.; Bolscher, J.M.; van Pul, F.J.A.; Miyazaki, S.; Imai, T.;
Othman, A.S.; Ramesar, J.; van Gemert, G.J.; et al. A p. Falciparum nf54 reporter line expressing
mcherry-luciferase in gametocytes, sporozoites, and liver-stages. Front. Cell Infect. Microbiol. 2019, 9, 96.
[CrossRef] [PubMed]

47. Butcher, G.A. The role of the spleen and immunization against malaria. Trends Parasitol. 2005, 21, 356–357.
[CrossRef]

http://dx.doi.org/10.3389/fimmu.2019.02207
http://dx.doi.org/10.1086/340213
http://dx.doi.org/10.1111/j.1462-5822.2011.01741.x
http://dx.doi.org/10.1126/science.8066463
http://www.ncbi.nlm.nih.gov/pubmed/8066463
http://dx.doi.org/10.1126/science.1094359
http://www.ncbi.nlm.nih.gov/pubmed/15155946
http://dx.doi.org/10.1016/S1074-7613(02)00391-6
http://dx.doi.org/10.1128/AAC.01277-10
http://dx.doi.org/10.3233/CH-2012-1572
http://dx.doi.org/10.1016/S1286-4579(03)00015-7
http://dx.doi.org/10.1038/nature07327
http://dx.doi.org/10.1038/ng.2373
http://dx.doi.org/10.1016/j.actatropica.2012.05.016
http://dx.doi.org/10.1111/j.1462-5822.2005.00503.x
http://dx.doi.org/10.1074/jbc.M208453200
http://www.ncbi.nlm.nih.gov/pubmed/12244064
http://dx.doi.org/10.1016/j.immuni.2017.11.007
http://www.ncbi.nlm.nih.gov/pubmed/29195810
http://dx.doi.org/10.1186/s12936-018-2431-1
http://www.ncbi.nlm.nih.gov/pubmed/30092798
http://dx.doi.org/10.1371/journal.pone.0168362
http://dx.doi.org/10.3389/fcimb.2019.00096
http://www.ncbi.nlm.nih.gov/pubmed/31058097
http://dx.doi.org/10.1016/j.pt.2005.06.001


Vaccines 2020, 8, 375 15 of 15

48. Karrer, U.; Althage, A.; Odermatt, B.; Hengartner, H.; Zinkernagel, R.M. Immunodeficiency of alymphoplasia
mice (aly/aly) in vivo: Structural defect of secondary lymphoid organs and functional b cell defect.
Eur. J. Immunol. 2000, 30, 2799–2807. [CrossRef]

49. Obeid, M.; Franetich, J.F.; Lorthiois, A.; Gego, A.; Gruner, A.C.; Tefit, M.; Boucheix, C.; Snounou, G.; Mazier, D.
Skin-draining lymph node priming is sufficient to induce sterile immunity against pre-erythrocytic malaria.
EMBO Mol. Med. 2013, 5, 250–263. [CrossRef]

50. Olivier, M.; Van Den Ham, K.; Shio, M.T.; Kassa, F.A.; Fougeray, S. Malarial pigment hemozoin and the
innate inflammatory response. Front. Immunol. 2014, 5, 25. [CrossRef]

51. Frita, R.; Carapau, D.; Mota, M.M.; Hanscheid, T. In vivo hemozoin kinetics after clearance of plasmodium
berghei infection in mice. Malar. Res. Treat 2012, 2012, 373086.

52. Lin, J.W.; Spaccapelo, R.; Schwarzer, E.; Sajid, M.; Annoura, T.; Deroost, K.; Ravelli, R.B.; Aime, E.;
Capuccini, B.; Mommaas-Kienhuis, A.M.; et al. Replication of plasmodium in reticulocytes can occur without
hemozoin formation, resulting in chloroquine resistance. J. Exp. Med. 2015, 212, 893–903. [CrossRef]
[PubMed]

53. Duffy, S.; Avery, V.M. Routine in vitro culture of plasmodium falciparum: Experimental consequences?
Trends Parasitol. 2018, 34, 564–575. [CrossRef] [PubMed]

54. Stanisic, D.I.; Fink, J.; Mayer, J.; Coghill, S.; Gore, L.; Liu, X.Q.; El-Deeb, I.; Rodriguez, I.B.; Powell, J.;
Willemsen, N.M.; et al. Vaccination with chemically attenuated plasmodium falciparum asexual blood-stage
parasites induces parasite-specific cellular immune responses in malaria-naive volunteers: A pilot study.
BMC Med. 2018, 16, 184. [CrossRef] [PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1002/1521-4141(200010)30:10&lt;2799::AID-IMMU2799&gt;3.0.CO;2-2
http://dx.doi.org/10.1002/emmm.201201677
http://dx.doi.org/10.3389/fimmu.2014.00025
http://dx.doi.org/10.1084/jem.20141731
http://www.ncbi.nlm.nih.gov/pubmed/25941254
http://dx.doi.org/10.1016/j.pt.2018.04.005
http://www.ncbi.nlm.nih.gov/pubmed/29801757
http://dx.doi.org/10.1186/s12916-018-1173-9
http://www.ncbi.nlm.nih.gov/pubmed/30293531
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Animals 
	Parasites and Infection 
	Anti-Malaria Drug Treatment 
	Histology 
	Flow Cytometry 
	Cell Depletion 
	Prime–Boost Live Vaccination and Cell Transfer Experiments 
	Statistical Analysis 

	Results 
	Blood-Stage PyNL Infection as a Whole Organism Vaccine 
	Cross-Strain Protection by Blood-Stage PyNL Infection in Immunodeficient Mice 
	PyNL Infection Induced Splenomegaly, non-Reversible Changes in the Spleen and Expansion of the Peritoneal LN 
	PyNL Induced Activation of Immune Cells in Peritoneal LN but Did not Confer Protection 
	Limited Cross-Species Protection by PyNL Infection 

	Discussion 
	Conclusions 
	References

