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[ Abstract ] Background and objective Proteins of the nucleotide excision repair pathway can repair DNA damage.
The excision repair cross-complementing (ERCC) gene family reduce damagement of DNA by nucleotide excision and repair.
The aim of this study is to investigate the expressions of ERCC1 (members of DNA repair gene family) in patients with non-small
cell lung cancer (NSCLC) as well as their clinical prognostic significance. Methods Expression levels of ERCC1 were detected by
THC in 118 stage I NSCLC patients. Kaplan-Meier survival curve, and Cox multivariate regression analysis were used for statistical
analysis. Results The patients with high expression of ERCCI had significantly longer survival time than those with low expres-
sion of ERCCI, and Cox multivariate regression analysis showed that expression of RRM1 was an independent prognostic factor
for NSCLC patients. Conclusion NSCLC patients with high ERCCI expression have a better survival when compared to patients
with low ERCCI1 expression. Therefore, an intact DNA repair mechanism may reduce the accumulation of genetic aberrations that
are thought to contribute to a tumor malignant potential and therefore the risk of relapse after definitive treatment.
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Tab 1 Patient Characteristics

Characteristics n
Gender
Male 65
Female 53
Age
Median age 65
Pathological type
Squamous 39
Adenocarcinoma 59
Squamous adenocarcinoma 20

Smoking status

Non-smoking 48

Smoking 70
ERCC1

Negative 38

Positive 80
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Fig 1 Immunohistochemical results of ERCC1. A: ERCC1 positive expression in NSCLC tissue (X

400); B: ERCC1 positive expression in NSCLC tissue (X100).
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Tab 2 Multivariate analysis of prognostic factors

HR (95%Cl) P
Age* 0.012
<65
>65 2.129 (1.371-3.222)
Gender 0.043
Female
Male 2.225(1.180-3.969)
Pathological type 0.250
Squamous

Adenocarcinoma 0.646 (0.354-1.107)
Squamous adenocarcinoma 2.010(0.268-18.200)

Smoking history 0.025
No
Yes 3.468 (0.799-2.549)

ERCC1 0.023
Negative

Positive 2.068 (1.107-3.864)

*: Median age.
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Fig 2 Patients survival according to ERCCT status
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