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Corrigendum

RNA-MoIP: prediction of RNA secondary structure
and local 3D motifs from sequence data
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The Authors would like to apologise for a spelling error in the name of one of their co-authors. The name of the correspond-
ing author has now been corrected online to Jérôme Waldispühl.

*To whom correspondence should be addressed. Tel: +1 514 398 5018; Fax: +1 514 398 3883; Email: jerome.waldispuhl@mcgill.ca
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