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The text in Fig 1 highlighting rows of expression data by week is incorrectly reversed. The
authors have provided a corrected version here.
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Fig 1. Cluster analysis of temporally expressed entities in peripheral blood leukocytes of Cynomolgus Macaques (all animals) pre-(week 0) or
post (weeks 1–6) aerosol-challenge withM. tuberculosis. These exhibit patterns of up- (cluster 2) or down-regulation (cluster 1) across the six week
time course of the experiment. Cluster 2b1 (highlighted) contains co-expressed entities, FOS, IL8 and KLF2.
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