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Figure S1. Maximum

Fructilactobacillus sanfranciscensis LS451 CP045563.1

Fructilactobacillus lindneri TMW 1.1993 CP014872.1

Fructilactobacillus fructivorans LF543 CP045562.1

likelihood phylogenetic tree of core genes of species of Fructilactobacillus and closely

related genera. Support values are given for those nodes with support higher than 75%. The tree has been
arbitrarily rooted for ease of visualization.
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