
  LA1184 GCA_009495465.1Lentilactobacillus buchneri

  KR GCA_002276885.1 Lentilactobacillus parakefiri

  DSM 19904  GCA_001435575.1 Lentilactobacillus sunkii T

  DH5 GCA_009739535.1 Lentilactobacillus kefiri

  KEM GCA_014879295.1Lentilactobacillus parabuchneri

  DSM 19907  GCA_001436255.1 Lentilactobacillus rapi T

  YK48G  GCA_016860605.1 Lentilactobacillus fungorum T

  DSM 18390  GCA_001435895.1Lentilactobacillus parafarraginis T

  Marseille-P4006  GCA_900411375.1 Lentilactobacillus raoultii T

Lentilactobacillus hilgardii FLUB GCA_009832765.1 

  CCTCC M 2011381 GCA_000785105.2Lentilactobacillus curieae

  YQ005 GCA_026798195.1Lentilactobacillus senioris

  YH-lac9  GCA_013184075.1Lentilactobacillus kribbianus T

  IM3328  GCA_020616595.1Lentilactobacillus laojiaonis T

Apilactobacillus bombintestini BHWM-4  GCA_003627035.1T

Apilactobacillus nanyangensis H8-1-1 GCA_016861895.1

Apilactobacillus waqarii HBW1  GCA_019061205.1T

Apilactobacillus kunkeei DSMZ 12361  GCA_019575995.1T

Apilactobacillus apinorum Fhon13  GCA_001281175.1T

Apilactobacillus micheneri Hlig3  GCA_002993975.1T

Apilactobacillus quenuiae HV_6  GCA_002994005.1T

Apilactobacillus apisilvae SG5_A10  GCA_023380225.1T

Acetilactobacillus jinshanensis HSLZ-75  CP034726.1T

Nicoliella spurrieriana SGEP1_A5  GCA_023380205.1T

  Es01  GCA_037546185.1Nicoliella lavandulae T

Fructilactobacillus cliffordii KI4_B1 GCA_024029595.1 

Fructilactobacillus carniphilus KI4_A6 CP097121.1T 

Fructilactobacillus hinvesii KI11_C11 CP097118.1T 

Fructilactobacillus ixorae Ru20-1 GCA_024029915.1T 

  Fructilactobacillus myrtifloralis KI16_H9 NZ_CP097116.1T

Fructilactobacillus florum DSM 22689 GCA_001436645.1T 

 Mu01 Fructilactobacillus vespulae 

Fructilactobacillus sanfranciscensis LS451 CP045563.1 

Fructilactobacillus lindneri TMW 1.1993 CP014872.1 

Fructilactobacillus fructivorans LF543 CP045562.1 
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Figure S1. Maximum likelihood phylogenetic tree of core genes of species of  and closely 
related genera. Support values are given for those nodes with support higher than 75%. The tree has been 
arbitrarily rooted for ease of visualization.
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