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Annex I: Bacterial families of the oral microbiome of gingival crevicular fluid (GCF) samples from patients with periodontitis. TThe box plot represents the
normalized Centered Log-Ratio (CLR) abundance of each family according to the type of treatment A: placebo; C: Coconut oil; CHX; and time of sampling (T1, T2
and T3). Each color belongs to a treatment in which there was a significant correlation over time, represented by a line that passes through the boxes: A) Red color:
treatment with placebo, C) green color: treatment with coconut oil; and CHX) blue color, treatment with Chlorhexidine. Samples from the same patient were connected
by dotted lines. The gray color is assigned when no significant correlation was obtained in the treatment. The Wilcoxon rank-sum statistical test was used: * p < 0.05,

% p < 0.01.
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Annex II: bacterial genera present in the oral microbiome of gingival crevicular fluid (GCF) samples from patients with periodontitis. The box plot represents
the Centered Log-Ratio (CLR) abundance of each genus according to the type of treatment (A: placebo; C: coconut oil; and CHX: Chlorhexidine) and time of
sampling (T1, T2 and T3). Each color belongs to a treatment in which there was a significant correlation over time, represented by a line that passes through the boxes:
A) Red color: treatment with placebo, C) green color: treatment with coconut oil; and CHX) blue color, treatment with Chlorhexidine. The gray color is assigned when
no significant correlation was obtained in the treatment. Samples from the same patient were connected by dotted lines. The Wilcoxon rank-sum statistical test was
used: * p<0.05, ** p<0.01.



ANNEX I1I

ppropionibacterium propid Pseudoramibacter NA [lPyramidobacter piscolensfeneliaceae RC9 gut group| Rothia aeria Rothia NA Saccharimonadales NA

Schaalia cardiffensis Schaalia odontolytica Schwartzia sp. Selenomonadaceae NA

Selenomonas artemidis Slackia exigua Staphylococcus NA Stomatobaculum NA Streptococcus NA Streptococcus salivarius | Tannerella forsythia Tannerella sp.

L
I

r 3
a

b |
~ o

@duepunqy

Parascardovia denticolend Photobacterium NA Prevotella bivia

2suepunqy

Clostridia NA Dialister NA Fretibacterium NA Gemella NA Gracilibacteria bacterium

7
|

)
~ & & o
Actinomyces oricola Actinomycetaceae NA Amnipila NA Anaerococcus octavius Anoxybacillus NA Bacteroides NA

.
do

:
-

o
°

ol

2suepunqy



et |
VN seadesidsouye]
e3290Uo €J[930M01d
VN snuesjuiiay L

*ds ejja.aissiL

VN wnpie3oeqopyla

VN sajeliioeqozoe]
-dsowouab ejja30n8.1d

soe16 19300q0/AdWes
siauj snjjpeqoIIET
esnahjourieday ejja30na.d|
ejooj3uep ewsuoda.ll

VN J032€q0Adwie
VN erdosner
ej0ons1y eljoI000.d

wnyydo3jew ewsuoda.s

11mojja3poob eiysiizo3daT
1189Y2590] e[ja30n34d
VN ewauodais

nyssew ejja3onsid
wnased ewasuodaiy

susasesblu ejj@30A94d

sijei0 ejja30n31d

5330qpes) ebeydoifroudelienibuib ebeydoifroudefieroeqrieysses sniepipusderioideqiioels sniepipue:
njane; ewsejdosAwezonisusbuoybuoy eiysuzosda]  npeissoy eyduzordet

1ysuesdos ewosuodas Qunionroupyded ewsuoda.l)|

ds ewauoda.y

vn ebeydoifoudes
ds ejjexonsiwW
es13hj0sey>3es ejj230n0.d|

VN wnua3deqibow
e
113u8suIA ewauodall

VN eljauojiian

unenjen wnpezseqoipefusbinds ebeydoihooude:

wnpjwy wnpe3oeqibow
sisuauowy ejje30n0.d

VN epadiua)
VN eLiessioN
sie1019A ejj230791d
YN £50SM

1 2 3 1 2 3
sampling_time sampling_time

treatment.coléd A B C B3 CHX B3 NA

Annex III: Bacterial species present in the oral microbiome of gingival crevicular fluid (GCF) samples from patients with periodontitis. The box plot represents
the Centered Log-Ratio (CLR) abundance of each species according to the type of treatment (A: placebo, C: coconut oil and CHX: chlorhexidine) and time of
sampling (T1, T2 and T3). Each color belongs to a treatment in which there was a significant correlation over time, represented by a line that passes through the boxes:
A) Red color: treatment with placebo, C) green color: treatment with coconut oil; and CHX) blue color, treatment with Chlorhexidine. The gray color is assigned when
no significant correlation was obtained in the treatment. Samples from the same patient were connected by dotted lines. The Wilcoxon rank-sum statistical test was
used: * p<0.05, ** p<0.01.
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Annex IV: Bacterial families are present in the oral microbiome of saliva samples from patients with periodontitis. The box plot represents the Centered Log-
Ratio (CLR) abundance of each family according to the type of treatment (A: placebo, C: coconut oil and CHX: chlorhexidine) and time of sampling (T1, T2 and T3).
Each color belongs to a treatment in which there was a significant correlation over time, represented by a line that passes through the boxes: A) Red color: treatment
with placebo, C) green color: treatment with coconut oil; and CHX: blue color, treatment with Chlorhexidine. The gray color is assigned when no significant
correlation was obtained in the treatment. Samples from the same patient were connected by dotted lines. The Wilcoxon rank-sum statistical test was used: * p < 0.05,
**p<0.01.
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Annex V: Bacterial genera present in the oral microbiome of saliva samples from patients with periodontitis. The box plot represents the Centered Log-Ratio
(CLR) abundance of each genus according to the type of treatment (A: placebo, C: coconut oil and CHX: chlorhexidine) and time of sampling (T1, T2 and T3). Each
color belongs to a treatment in which there was a significant correlation over time, represented by a line that passes through the boxes: A) Red color: treatment with
placebo, C) green color: treatment with coconut oil; and CHX) blue color, treatment with Chlorhexidine. The gray color is assigned when no significant correlation
was obtained in the treatment. Samples from the same patient were connected by dotted lines. The Wilcoxon rank-sum statistical test was used: * p<0.05.
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Each color belongs to a treatment in which there was a significant correlation over time, represented by a line passing through the boxes: A) Red color: treatment with

placebo, C) green color: treatment with coconut oil; and CHX) blue color,
was obtained in the treatment. Samples from the same patient were connected by dotted lines. The Wilcoxon rank-sum statistical test was used: * p<0.05.
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Annex VII: Rarefaction curves obtained using QIIME 2. A total of 13,223,972 reads were obtained. Following noise removal and quality control using DADA2, the number of
reads decreased, improving quality. Most samples had 30,000-40,000 sequences, indicating effective filtering. Of these, 70% passed the confidence threshold, with most reads
having a length of 400-450 bp, matching the expected size of the V3-V4 region of the 16S rRNA gene, confirming high-quality amplification
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