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Abstract
Angiogenesis, a marker of cancer development, affects response to radiotherapy sensibili-

ty. This preclinical study aims to understand the receptor tyrosine kinase-mediated angio-

genesis in head neck squamous cell carcinoma (HNSCC). The receptor tyrosine kinase

activity in a transgenic mouse model of HNSCC was assessed. The anti-tumorigenetic and

anti-angiogenetic effects of cetuximab-induced epidermal growth factor receptor (EGFR) in-

hibition were investigated in xenograft and transgenic mouse models of HNSCC. The sig-

naling transduction of Notch1 and hypoxia-inducible factor-1α (HIF-1α) was also analyzed.

EGFR was overexpressed and activated in the Tgfbr1/Pten deletion (2cKO) mouse model

of HNSCC. Cetuximab significantly delayed tumor onset by reducing tumor angiogenesis.

This drug exerted similar effects on heterotopic xenograft tumors. In the human HNSCC tis-

sue array, increased EGFR expression correlated with increased HIF-1α and micro vessel

density. Cetuximab inhibited tumor-induced angiogenesis in vitro and in vivo by significantly

downregulating HIF-1α and Notch1. EGFR is involved in the tumor angiogenesis of HNSCC

via the HIF-1α and Notch1 pathways. Therefore, targeting EGFR by suppressing hypoxia-

and Notch-induced angiogenesis may benefit HNSCC therapy.

Introduction
Head and neck squamous cell carcinoma (HNSCC) ranks as the sixth most frequent cancer
worldwide with approximately 500,000 new cases per year worldwide[1]. Previous studies have
established that risk factors, such as alcohol drinking, smoking, and human papilloma virus in-
fection, contribute to the development of this fatal disease [2]. However, the five-year survival
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rate of HNSCC patients remains relatively unchanged at 40% to 50% during the past three de-
cades [3]. Advanced-stage HNSCC patients have poor prognosis and often need both chemo-
therapy and radiotherapy [4]. However, only 30% of advanced-stage HNSCC patients survive
for more than 5 years. Important factors that contribute to this scenario include the relative
hypoxic and angiogenic conditions of high tumor burden in HNSCC. These conditions pro-
mote the stemness of cancer stem cells with both local and distant metastatic potentials [5].

Emerging basic, preclinical, and clinical findings indicated that epidermal growth factor re-
ceptor (EGFR)-mediated aberrant signaling transduction is crucial in HNSCC tumorigenesis
and progression [6]. EGFR has been observed in 70% to 100% of all HNSCC lesions [7]. The
high phosphorylation status of EGFR is frequently correlated with poor prognosis [8]. Activat-
ed EGF/EGFR pathway may promote cell proliferation, differentiation, angiogenesis, and anti-
apoptosis in HNSCC tumorigenesis and progression through the phosphoinositide-3-kinase
(PI3K)/Akt, ras/raf/extracellular regulated protein (Erk), and signal transducer and activator of
transcription pathways [9, 10]. Cetuximab is a chimeric IgG1 monoclonal antibody that is cur-
rently licensed for the treatment of HNSCC patients [11, 12]. This drug is used alone or in
combination with chemotherapy as the first and second lines of treatment for advanced-stages
patients [13]. Hypoxia-inducible factor-1α (HIF-1α) is a principal molecular mediator for
tumor angiogenesis, and Notch pathway dysregulation is a leading genetic instability in
HNSCC [14–16]. Previous reports suggested that the interaction between HIF-1α and Notch1
can influence tumor angiogenesis [17]. However, the mechanism by which the interaction be-
tween EGFR and HIF-1α or Notch1 in HNSCC regulates angiogenesis and tumorigenesis has
yet to be elucidated.

In our previous studies, we established that Tgfbr1 and Pten conditional knock out (2cKO)
mice demonstrate spontaneous fast HNSCC tumorigenesis with 100% penetration [18].
HNSCC mice are highly angiogenic as compared with Pten knock out HNSCC mice [19]. The
present study shows that the overexpression and high phosphorylation of EGFR are crucial for
the tumorigenesis of transgenic mouse models with combined Tgfbr1 and Pten loss. Further-
more, the cetuximab-induced inhibition of EGFR repressed tumor burden in xenograft
HNSCC models. Chemopreventive treatment with cetuximab delays HNSCC onset in Tgfbr1/
Pten 2cKO mice and reduced HIF-1α- and Notch1-mediated angiogenesis. EGFR overexpres-
sion was correlated with HIF-1α and micro vessel density (MVD) in HNSCC clinical speci-
mens. Thus, HIF-1α- and Notch1-mediated angiogenesis may be important for EGFR
activation and may partially contribute to EGFR inhibitor sensitivity.

Materials and Methods

Chemicals and reagents
All chemicals and reagents were obtained from Sigma-Aldrich (St. Louis, MO, USA), unless in-
dicated. Antibodies against EGFR, p-EGFRTyr1068, HIF-1α, and Notch1, Notch1 intracellular
domain (NICD), Hes1, VEGF, Histone H3 were obtained from Cell Signaling Technologies
(Danvers, MA, USA), CD31 were obtained from BD Pharmingen (NJ, USA). Cetuximab was
purchased fromMerck (Darmstadt, Germany). N-[N-(3,5-difluorophenacetyl-l-alanyl)]-S-
phenylglycine t-butyl ester (DAPT, γ-secretase inhibitor which inhibited cleavage of Notch1)
was obtained from Sigma-Aldrich (St. Louis, MO, USA).

Cell culture, conditional medium collection and in vitromigration assay
The CAL27 cell line was purchased from ATCC and cultured in Dulbecco’s modified eagle me-
dium (DMEM) supplemented with 10% FBS as previous described [20], in a humidified atmo-
sphere of 95% air, 5% CO2 at 37°C. CAL27 cells were serum-deprived for 12h and then treated
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with or without cetuximab (10 μg/ml) or DAPT (20 μM) in for indicated time (12h) in Anoxo-
mat chambers (Mart Microbiology, Lichtenvoorde, the Netherlands) with appropriate oxygen
concentrations for hypoxia (1% O2) or normoxia (21% O2). The cells were washed by phos-
phate buffer solution (PBS) two times and continue grow in serum-deprived endothelial basic
medium (EBM, Lonza, Walkersville, MD, USA) medium for another 24h, and the cleared su-
pernatants were collected as conditional medium (CM) and stored at -80°C. Pooled human
umbilical vein endothelial cells (HUVECs) were purchased from Lonza and cultured as previ-
ous described [19]. In vitro wound healing assay and Boyden chamber transwell migration
assay and tube formation assay of HUVECs were performed as previous described [19] with
detail in Supplementary Material and Methods in S1 File.

RNA interference
RNA interference were performed as previous described [20].Briefly, CAL 27 cells were seeded
in 6cm culture dishes and allowed to grown to 80% confluence, transfected with TGFBR1
siRNA or/and PTEN siRNA with Hiperfect transfection reagent (Qiagen) according to the
manufacturer’s instruction. The knock down efficiency with at least 84% decrease of TGFBR1
or PTEN protein at a indicated time (24h) were confirmed by western blot as previous de-
scribed [20].The expression of EGFR, p-EGFRTyr1068 after the transfection was confirmed by
Western blots.

Cell immunofluorescence and confocal microscopy
Immunofluorescence were performed as previous described [19] and detail described in Sup-
plementary Material and Methods in S1 File. Cells immunofluorescence was photographed by
microscopy (CLSM-310, Zeiss, Germany).

Nuclear/cytosolic fractionation
The nuclear/cytosolic fractionation of CAL27 cells was extracted using a Nuclear-Cytosol Ex-
traction Kit (Applygen Technologies, Beijing, China) according to the manufacturer’s instruc-
tions. Briefly, CAL27 cells treated with or without cetuximab were collected by centrifugation
and resuspended in cytosol extraction buffer A. After incubation on ice for 10 min, the cells
were mixed with cytosol extraction buffer B and further incubated on ice for 1 min. The lysates
were separated by centrifugation, and the supernatant (cytosol extract) was collected and trans-
ferred into a new tube. The pellet was washed with cytosol extraction buffer A, and resus-
pended in cold nuclear extraction buffer. After incubation at 4°C for 30 min with constant
rotation, the suspension was centrifuged at 12,000 g at 4°C for 5 min to collect the nuclear ex-
tract in the supernatant fraction. The nuclear and cytoplasmic extracts were subjected to West-
ern blots analysis.

Establishment and cetuximab treatment of CAL27 heterotopic xenograft
tumors model in nude mice
All animal studies include nude mice and transgenic mice were approved and supervised by
Animal Care and Use Committee of Wuhan University and conducted in accordance with the
NIH guidelines for the Care and Use of Laboratory Animals. Female athymic nude mice (18–
20 g; 6–8weeks of age) were obtained from the Experimental Animal Center of Wuhan Univer-
sity in pressurized ventilated cage according to institutional regulations. Mice were housed in
appropriate sterile filter-capped cages and with an inverse 12 h day-12 h night cycle. Lights
were turned on at 8:30 am at 22 ± 1°C and 55 ± 5% humidity in the Experimental Animal
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Center of Wuhan University. All cages contained wood shavings, bedding and a cardboard
tube for environmental enrichment. Animals fed and watered ad libitum.

For heterotopic xenograft, nude mice were injected subcutaneously with CAL27 cells
(4×106 in 0.2 ml of serum-free medium) in the flank when cells exponentially grow. After tu-
mors were established, the mice were divided into two groups randomly, which were received
cetuximab (10 mg/kg i.p. twice per week; n = 5) or normal saline (vehicle, 100ul i.p. 2/week; n
= 5) infusion for 3 weeks. Tumor growth was determined by measuring the size of the tumors 3
times per week. The formula (width2×length)/2 was used to determine tumor volumes. All
mice were monitored daily for abnormal behavior, e.g., inability to eat or drink, unable to run
away when touched, no response to stimuli. There was no mice which was euthanized before
the experimental endpoint. The maximum tumour sizes reached to 1.2 cm during the course of
this assay. The mice were euthanized using CO2 and the tumors were harvested for the follow-
ing immunohistochemical analysis and western blots analysis.

Chemopreventive study on Tgfbr1/Pten combined conditional knockout
(2cKO) mice
The squamous epithelial tissue specific and time inducible combined Tgfbr1/Pten knockout
mice (Tgfbr1/Pten 2cKO, K14-CreERtam; Tgfbr1flox/flox; Ptenflox/flox) were maintained as previous-
ly described [18, 21]. The Tgfbr1/Pten 2cKOmice and their vehicles (Tgfbr1flox/flox; Ptenflox/flox)
were from the same litter with mixed genetic background of C57BL/6; FVBN; CD1;129. Five
day consequent tamoxifen oral gavage need to applied to knock out Tgfbr1/Pten in oral epitheli-
al and head neck skin. The tamoxifen application procedure has been previously described [18,
21]. Only 4- to 8-week-old male and female Tgfbr1/Pten 2cKOmice were included in this study.
For in chemopreventive assay, 2 weeks after the last dose of oral tamoxifen application of the
Tgfbr1/Pten 2cKOmice were randomized into a vehicle group (100ul PBS. i.p. n = 5 mice) or a
cetuximab group (10 mg/kg i.p. twice per week, n = 6 mice), based on our pilot study on the tu-
morigenesis and survival of 2cKOmice. All mice were monitored daily for abnormal behavior,
e.g., inability to eat or drink, unable to run away when touched, no response to stimuli. There
was no mice which was euthanized before the experimental endpoint. The maximum tumour
sizes reached to 1.0 cm during the course of this assay. At the end of studies, mice were eutha-
nized using CO2, tissues were harvest for histology immunohistochemical analysis and western
blots analysis..

Mouse phospho-Receptor Tyrosine Kinase (RTK) detection
For mouse phospho-RTK detection, we collected tissue of Tgfbr1/Pten 2cKO mouse tongue
(n = 5), Tgfbr1/Pten 2cKO mouse tongue squamous cell carcinoma (n = 5), and their vehicles
(Tgfbr1flox/flox/Ptenflox/flox tongue; n = 5) 6 weeks after the last oral tamoxifen dose. Antibody
array was purchased from R&D system (proteome profiler mouse phospho-RTK array kit,
ARY014). This array can detect the relative phosphorylation of 39 RTKs. Briefly, bovine serum
albumin blocked the membrane containing immobilized phospho-RTK on a rocking platform
at room temperature for 1 h. The membrane was then incubated with lysates of Tgfbr1/Pten
2cKO mouse tongue (n = 5), Tgfbr1/Pten 2cKO mouse tongue squamous cell carcinoma
(n = 5), and their vehicles (Tgfbr1flox/flox/Ptenflox/flox tongue; n = 5) with Detection Antibody
Cocktail overnight at 2°C to 8°C on a rocking platform. The membrane was incubated with
horseradish peroxidase-conjugated secondary antibody (Pierce Chemical, Rockford, IL) and
then with chemiluminescent detection reagent. The membrane was scanned, and pixel density
was presented by quantifying the mean spot densities from two experiments. For western blot,
we collected tissue of Tgfbr1/Pten 2cKO mouse tongue (n = 2), Tgfbr1/Pten 2cKO mouse
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tongue squamous cell carcinoma (n = 5), and their vehicles (Tgfbr1flox/flox/Ptenflox/flox tongue;
n = 2).

Human HNSCC tissues array
HN803 tissue arrays which contain 10 cases of normal tongue mucosa, 4 cases of lymph node
metastasis and 57 confirmed cases of HNSCC were obtained from Biomax US (Rockville, MD,
USA). The tissue array clinical data, including pathological classification and TNM classifica-
tion were also provided by Biomax.

Histology, immunohistochemistry and scoring system
Antibodies against EGFR (1:50), p-EGFRTyr1068 (1:200), HIF-1α, and Notch1, Hes1 (1:400)
were stained in sections of xenograft samples and EGFR (1:50), HIF-1α, and Hes1 (1:400) were
stained in sections of Tgfbr1/Pten 2cKO tongue SCC samples by immunohistochemistry. The
methods and processes were described as previously reported [20]. CD31 were stained in both
xenograft and Tgfbr1/Pten 2cKO tongue SCC samples by frozen section immunohistochemis-
try. All slices were scanned using an Aperio ScanScope CS scanner with background substrate
for each slice, and quantified using Aperio Quantification software (Version 9.1) for mem-
brane, nuclear, or pixel quantification. Four random areas of interest were selected either in
the epithelial or the cancerous area for scanning and quantification. Histoscore of membrane
and nuclear staining was calculated as a percentage of different positive cells using the formula
(3+)×3+(2+)×2+(1+)×1. Histoscore of pixel quantification was calculated as total intensity/
total cell number. The threshold for scanning of different positive cells was set according to the
standard vehicles provided by Aperio.

Western blot analysis
Western blot were performed as previously described [22] with detail in Supplementary Mate-
rial and Methods in S1 File.

Statistical analysis
Graph Pad Prism version 5.00 for Windows (Graph-Pad Software Inc) was used for data analy-
ses. Student t tests were performed to analyze the differences between two groups. Two-way
ANOVA analysis was used for analyzing differences between animal treatment results. Two-
tailed Pearson statistics were performed to correlate expression of EGFR with CD31, HIF-1α
after confirmation of the sample with Gaussian distribution. All value was exhibited as Mean
values ± SEM. P<0.05 were considered statistically significant.

Results

High EGFR expression in the Tgfbr1/Pten 2cKOmouse model of
HNSCC
Tyrosine kinase dysregulation, overexpression and high activation are common phenomena in
different cancers, including HNSCC. To examine the possible tyrosine kinase overexpression
in the Tgfbr1/Pten 2cKO mouse model of HNSCC, we used a high-throughput antibody array
with 39 RTKs to test the RTK expression of Tgfbr1/Pten 2cKO mouse tongue SCC in compari-
son with those of Tgfbr1/Pten 2cKO mouse tongue and Tgfbr1 flox/flox /Pten flox/flox tongue. Re-
sults revealed that the tyrosine kinases of EGFR, ErbB2, macrophage-stimulating protein
receptor (MSPR) and platelet-derived growth factor receptor alpha (PDGFα) were highly ex-
pressed in Tgfbr1/Pten 2cKO mouse tongue SCC (Fig. 1A and 1B). Particularly, EGFR
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overexpression seemed to be the predominant molecular event in mouse tongue SCC (Fig. 1A
and 1B). To confirm antibody array results, we used immunohistochemistry to directly observe
the expression of EGFR in Tgfbr1/Pten 2cKO mouse tongue SCC. As shown in Fig. 1C, EGFR
was almost negative in Tgfbr1 flox/flox /Pten flox/flox mucosa. The staining of EGFR in Tgfbr1/Pten
2cKO mouse HNSCC was even evidently stronger than that in in Tgfbr1/Pten 2cKO mouse
mucosa (Fig. 1C). The results from western blots analysis (Fig. 1D) also validated this finding.
More importantly, the activation of EGFR, p-EGFRTyr1068 was much higher in Tgfbr1/Pten
2cKO mouse tongue SCC than that in the vehicle. Given that the mouse model was generated
by conditionally knocking out Tgfbr1/Pten, we hypothesized that the expression levels of either
EGFR or p-EGFRTyr1068 increased after the knock down of TGFBR1 and PTEN, or both of

Fig 1. High EGFR expression in Tgfbr1/Pten 2cKOmouse HNSCC and Tgfbr1flox/flox/ Ptenflox/flox tongue. (A) Detection of RTK in 2cKOmice by
antibody array. 1, EGFR; 2, ErbB2; 3, macrophage-stimulating protein receptor (MSPR); 4, platelet-derived growth factor receptor alpha (PDGFRα) (All
groups n = 5). (B) Quantification of EGFR, ErbB2, MSPR, and PDGFRα expression. (C) EGFR expression was determined by immunohistochemistry in
2cKO HNSCC and Tgfbr1flox/flox/ Ptenflox/flox tongue; Scale bar, 50 μm. (D) EGFR and p-EGFRTyr1068 expression levels were determined byWestern blots in
2cKOmouse tongue, tongue SCC, and Tgfbr1flox/flox/Ptenflox/flox tongue, as well as in (E) CAL27 cells transfected with TGFBR1 siRNA and/or PTEN siRNA.
GAPDHwas detected on the same membrane and used as a loading control.

doi:10.1371/journal.pone.0119723.g001
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them in vitro. The expression and activation of EGFR increased when the tongue cancer cells
CAL27 were transfected with TGFBR1 and/or PTEN in siRNA (Fig. 1E). These results strongly
indicate that tyrosine kinase dysregulation, particularly EGFR, is an important molecular event
in the Tgfbr1/Pten 2cKO mouse model of HNSCC carcinogenesis and the deletion of Tgfbr1 or
Pten increased the expression and phosphorylation of total EGFR.

Cetuximab treatment of CAL27 heterotopic xenograft tumors
We treated heterotopic xenograft tumors derived from CAL27 cells with cetuximab to further
identify the possible function of EGFR in HNSCC development. The mice received the treat-
ment at 21 d post implantation and were euthanized for Western blot and immunohistochemi-
cal analyses on day 42. Cetuximab significantly delayed tumor growth (Fig. 2A and 2B).
Fig. 2C showed the growth curves in tumors treated with cetuximab or vehicle, The mice ad-
ministered with cetuximab showed partial tumor regression after 8 d of treatment., The cetuxi-
mab-treated mice showed significant tumor inhibition after 12 d of treatment (P< 0.01)
compared with the vehicle-treated group. We harvested and weighted the tumor at end point
of experiment and results revealed cetuximab possessed antitumor activity because the tumor
in the vehicle-treated group had significantly higher weight than those in the cetuximab-
treated group (Fig. 2D). The indicated dose of cetuximab exerted no significant toxicity to the

Fig 2. Cetuximab treatment of CAL27 xenografts tumor. (A) and (B) Tumor inhibition observed in CAL 27 xenograft treated with cetuximab (10mg/kg, i.p.
twice per week, n = 5) or vehicle (PBS 100 μl, i.p. twice per week, n = 5). Examples of tumor inhibition in cetuximab-treated animals are photographed. (C)
Tumor size from CAL 27 xenograft in both vehicle- and cetuximab-treated groups was assessed as indicated. Mean ± SEM; **, P< 0.01; ***, P< 0.001
versus the vehicle group; two-way ANOVA analysis. (D) Tumor dissected from each groups at the end point of assay was weighted. E Body weight of mice in
each group was assessed twice per week. Mean ± SEM; ns, non significant; **, P< 0.01; ***, P< 0.001 versus the vehicle group; student t analysis

doi:10.1371/journal.pone.0119723.g002
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mice because the mice weight between cetuximab- and vehicle-treated groups showed no sig-
nificant difference (Fig. 2E). These results demonstrated that EGFR blockade effectively pre-
vented tumor growth.

Targeting EGFR by cetuximab delays HNSCC onset in Tgfbr1/Pten
2cKOmice
We performed a chemopreventive study on Tgfbr1/Pten 2cKO mice to determine whether or
not an increase in EGFR was an early event in HNSCC tumorigenesis. We induced the onset of
HNSCC tumor in Tgfbr1/Pten 2cKO mice as previously described [20]. The induction and
drug administration strategies were shown Fig. 3A. Two weeks after the last tamoxifen oral ga-
vages, the mice were treated with EGFR inhibitor or vehicle for 2 weeks. Cetuximab significant-
ly (P< 0.001, n = 6) delayed tumorigenesis in external head and neck (Fig. 3B with
quantification in Fig. 3D) and oral tongue tumors (Fig. 3C) in Tgfbr1/Pten 2cKO mice as com-
pared with the vehicle group (n = 5). No significant weight loss was observed, indicating that

Fig 3. Targeting EGFR by cetuximab inhibit established HNSCC growth in Tgfbr1/Pten 2cKOmice. (A)
A schematic showing the dosing schedule of cetuximab and vehicle to Tgfbr1/Pten 2cKOmice. (B)
Representative mice with external head and neck (C) as well as tongue picture with cetuximab and vehicle
treatment. (D) Tumor size from Tgfbr1/Pten 2cKOmice HNSCC in both vehicle- and cetuximab-treated
groups was assessed as indicated. Mean ± SEM; **, P< 0.01; ***, P< 0.001 versus the vehicle group; two-
way ANOVA analysis. (E) Body weight of Tgfbr1/Pten 2cKOmice in each group was assessed twice per
week. Mean ± SEM; ns, non significant; student t analysis.

doi:10.1371/journal.pone.0119723.g003
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cetuximab exerted no significant toxicity to these immuno-sufficient mice (Fig. 3E). These data
indicated that EGFR blockade by cetuximab delayed the onset of HNSCC in 2cKO mice.

Cetuximab inhibits tumor-induced angiogenesis in vitro and in vivo
Digital pathology was performed to explore whether or not EGFR inhibition influences angio-
genesis in 2cKO mice. Immunohistochemical staining showed that cetuximab downregulated
EGFR, p-EGFR, and MVD in the xenograft tissues of CAL27 cells. Quantification of histoscore
by using Aperio digital pathology validated the observation results. (S1A and S1B Fig.). The in-
hibition of EGFR expression and phosphorylation was also confirmed by Western blot (S1C
Fig.). We collected the conditioned medium (CM) after pretreating CAL27 cells with cetuxi-
mab.We performed an in vitromigration assay to further confirm the function of cetuximab in

Fig 4. Cetuximab inhibits tumor angiogenesis in vitro. To collect conditional medium, CAL 27 cells were treated with or without the indicated cetuximab
for 12 h, then cultured in fresh serum-deprived medium without cetuximab for another 24 h. Conditional medium-induced HUVECsmigration assessed by in
vitro wound-healing assay (Scale bars, 10μm) (A), (B) transwell assay (8μm pore size; Scale bars, 50μm) and (C) tube formation assay (Scale bars, 20μm).
Vehicle means a blank medium was added; in the other two groups, as indicated, CM without or with cetuximab pretreatment was added. The hypoxia was
1% oxygen concentration. (D) Quantification of HUVECs migration and tube formation. Mean ± SEM; **, P< 0.01 ***, P< 0.001 versus the CM without
cetuximab group in normoxia; ##, P< 0.01; ###, P< 0.001 versus the conditional medium without cetuximab group in hypoxia. (E) The expression levels of
VEGFA and HIF-1α protein were analyzed by western blots after treated with hypoxia and cetuximab. (F) Cetuximab-treated (10μg/ml) reduced nuclear
translocation of HIF1α in CAL27. Quantitative of nuclei translocation of HIF-1α in vehicle group and cetuxiamb-treated group from CAL 27 tumor tissues.
Mean ± SEM, **, P< 0.01; student t analysis; Scale bars, 20μm. (G) The expression levels of HIF-1α protein in the cytoplasmic and nuclear extracts were
analyzed by western blots after treated with hypoxia and cetuximab.

doi:10.1371/journal.pone.0119723.g004
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angiogenesis in vitro. As shown in Fig. 4A, the CM from cetuximab-pretreated CAL27 cells re-
duced HUVEC migration as compared with the vehicle medium. Similar results were obtained
in the Boyden transwell migration assay and tube formation assay under both hypoxic and nor-
moxic culture conditions (Fig. 4B and 4C). The findings exhibited that CM significantly de-
creased HUVEC migration and tube formation after cetuximab pretreatment under both
normoxic and hypoxic conditions when compared with the negative vehicle (Fig. 4D). Hypoxic
culture conditions increased HUVEC migration as compared with normoxic culture condi-
tions. The protein expression of HIF-1α and VEGFA were validated by western blots. Cetuxi-
mab reduced HIF-1α expression in normoxia and down-regulated VEGFA even in hypoxic
condition (Fig. 4E). We further confirmed that 24 h of treatment with 10 μg/ml cetuximab re-
duced HIF-1α nuclear translocation in CAL27 cells under hypoxic culture conditions (Fig. 4F).
To further detect the expression of HIF-1α, the protein levels expression of HIF-1α in the cyto-
plasmic and nuclear extracts were examined. As shown in Fig. 4G, cetuximab reduced expres-
sion HIF-1α in the nucleus in a concentration-dependent manner as compared with those in
cells treated with vehicle. Aligned with this observation, cetuximab significantly inhibited
HNSCC angiogenesis, and reduced HIF-1α nuclear translocation may be involved in
this phenomenon.

Notch1 signaling pathway is involved in cetuximab-reduced
angiogenesis in vitro
To further confirm whether Notch1 signaling pathway was involved in the preventive effect of
cetuximab on tumor-induced angiogenesis, endothelial function assays were performed in the
presence of DAPT, a widely used inhibitor for Notch1. As shown in Fig. 5A to 5C, the CM
from cetuximab- or DAPT-pretreated CAL27 cells reduced HUVEC migration as compared
with the vehicle medium using wound healing assays. HUVECs migration even were further
inhibited when treated with the CM from Cetuximab combined with DAPT. Similar results
were obtained in the Boyden transwell migration assays and tube formation assays (Fig. 5A to
5C). We next detected the expression of NICD, a cleaved fragment that transduced activated
signals of Notch1, and VEGFA by western blots (Fig. 5D). The results showed that the DAPT
or cetuximab reduced the expression of NICD as well as VEGFA. More, cetuximab further re-
duced the expression of VEGFA even in the presence of DAPT, may suggesting other down-
stream molecule moderated VEGFA either. To explore the interaction between HIF-1α and
Notch1, protein levels of HIF-1α and NICD were tested by western blots. And we found hyp-
oxia up-regulated the activation of Notch1 consistent with the up-regulation of HIF-1α, while
DAPT showed no effect on HIF-1α in hypoxia (Fig. 5F), suggesting HIF-1αmight play as up-
stream of Notch1 at least in CAL27 cell lines.

Increased EGFR expression is related to HIF-1α and MVD in human
HNSCC tissue
We next evaluated the immunoreactivity of EGFR to HIF-1α and CD31 in human tissue array
to further assess the correlation of EGFR with HIF-1α and MVD in human HNSCC. Of 54
cases, 48 presented positive membrane staining in almost all epithelial tumor areas of HNSCC
tissue; only 10% of the mucosa core showed staining, and this staining was limited in the basal
layer (Fig. 6A). Hypoxia is a common phenomenon in HNSCC. Intense HIF-1α nuclear stain-
ing was observed in a large proportion of tumor cells, suggesting hypoxia is a common phe-
nomenon in HNSCC. The. staining of HIF-1α was considerably strong in invasive cancer.
Most human HNSCC lesions were also highly angiogenic, as reflected by the strong staining of
the vascular endothelial marker CD31 (Fig. 6A). EGFR expression positively correlated with
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high expression levels of HIF-1α (P = 0.0001, r = 0.4192) and CD31 (P< 0.0001, r = 0.4296)
(Fig. 6B; statistic including normal mucosa and HNSCC, n = 71). These results further con-
firmed that increased EGFR expression was significantly associated with hypoxia and angio-
genesis in HNSCC

Cetuximab inhibits tumor-induced angiogenesis by downregulating HIF-
1α and Notch1
We also examined the correlation of EGFR with Notch, another putative angiogenic molecule.
Immunohistochemical staining showed that cetuximab treatment significantly reduced HIF-
1α, Notch1, and Hes1 (putative downstream target of Notch1) (S2A and S2B Fig. P< 0.001 in
each marker, n = 5 in each group) in CAL27 heterotopic xenogragft tumor. Supporting this re-
sult, the results from western blots showed that the protein levels of HIF-1α, Notch1, Hes1 and
VEGFA were downregulated in CAL27 heterotopic xenograft tumor (S2C Fig. n = 3 for each
group).

Similar results were observed in 2cKO mouse HNSCC tissues, which are angiogenic and
mimic human HNSCC in histological and molecule-expression patterns. Compared with the
vehicle group (n = 7 from 5 mice), the residual cetuximab-treated HNSCC (n = 9 from 6 mice)
showed downregulated HIF-1α, Hes1, EGFR, and CD31 expression (P< 0.001, Fig. 7A with
quantification in Fig. 7B). The inhibition of EGFR expression and activation, HIF-1α, Hes1,

Fig 5. Notch1 signaling pathway is involved in cetuximab-reduced angiogenesis in vitro. (A) CM-induced HUVECmigration assessed by in vitro
wound-healing, transwell (8 μm pore size; scale bars, 50 μm), and tube formation assays. (B) Quantification of HUVECmigration and (C) tube formation.
Mean ± SEM; ***, P< 0.001 vs. the vehicle group. (D) The expression levels of VEGFA and NICD proteins were analyzed byWestern blot assay after
treatment with DAPT, cetuximab, and the combination of DAPT and cetuximab. (F) The expression levels of HIF-1α and NICD protein were analyzed by
Western blot assay with or without DAPT pretreatment under normoxic or hypoxic condition.

doi:10.1371/journal.pone.0119723.g005
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VEGFA were also confirmed by western blots (Fig. 7C). These data further demonstrated that
cetuximab downregulated tumor-induced angiogenesis in the 2cKO mouse model of HNSCC
by inhibiting the HIF-1α and Notch1 pathways.

Discussion
Understanding the molecular mechanisms underlying HNSCC initiation and tumor evolution
is important to delay tumor progression. Among the signaling events in HNSCC, the persistent
overexpression and activation of EGFR have emerged as putative drug targets for HNSCC
treatment in preclinical and clinical investigations [23–25]. EGFR inhibitors, including cetuxi-
mab and lapatinab, can dramatically reduce tumor burden in HNSCC animal models [26] or
patients [11] In the present study, the EGFR pathway is frequently activated in Tgfbr1/Pten
2cKO mice. EGFR overexpression may be related with Tgfbr1 and Pten downregulation. We
assessed EGFR inhibition and angiogenesis in xenograft and transgenic mouse models of
HNSCC. Results showed that EGFR inhibition with cetuximab can reduce tumor growth and
angiogenesis in HNSCC.

Stroma and immune cells serve important functions in tumor angiogenesis [27]. Thus, the
implantation of human HNSCC cells in immunodeficient mice may not completely reflect the
clinical situation and may not accurately evaluate the efficacy of the drug on HNSCC angiogen-
esis [28]. Tgfbr1/Pten 2cKO mice are characterized by 100% penetrance; in addition, they
mimic human HNSCC with similar morphology and molecular alteration. Therefore, we ana-
lyzed the effect of EGFR on angiogenesis using this mouse model. Results showed that EGFR
inhibitors at clinically relevant doses can reduce the regulation of HIF-1α and Notch1 in this
tumor type with limited side effects. This phenomenon resulted in reduced angiogenesis and
tumor shrinkage.

In previous studies, we proved that the angiogenesis in 2cKO mouse HNSCC is related to
HIF-1α activation by miR-135b [19]. Herein, the blockade of EGFR in this experiment rapidly

Fig 6. Increased expression of EGFR is related to increase of HIF-1α and CD31 in human HNSCC
tissue. (A) Representative cores stain with EGFR, HIF-1α and CD31 in human normal mucosa (left) and
HNSCC (right). (B) Positive correlation between the expression of EGFR, CD31 and HIF-1α in human normal
mucosa and HNSCC tissue (n = 71, P<0.0001; P = 0.0001 respectively). Aperio quantification software was
used for histoscore, graph pad prism 5 for results analysis. Two-tailed pearson correlation statistics. Scale
bars, 50μm.

doi:10.1371/journal.pone.0119723.g006
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decreased HIF-1α, a hypoxic biomarker frequently observed in advanced-stage HNSCC [29].
This effect likely involves the impact of cetuximab on angiogenesis by reducing HIF-1α nuclear
translocation and/or reducing migration and chemoattractants, such as vascular endothelial
growth factor A (VEGFA), for endothelial cells. This phenomenon prevents angiogenic signal-
ing. The Notch signaling pathway is involved in the regulation of stem cell and neuronal cell
death [30, 31]. However, recent evidence has shown that the Notch signaling pathway serves
an important function during blood vessel formation and remodeling [32]. The Notch signal-
ing pathway is involved in endothelial cell biology; it influences the budding of endothelial tip
cells during angiogenesis initiation [33]. Notch1 was confirmed to be regulated by HIF-1α in a
culture cell system [34]. Notch blockade can abolish the tumor resistance of glioblastoma to
VEGF inhibitors [35, 36]. Blocking both Dll4/Notch and VEGF pathways synergistically inhib-
its tumor growth, which indicates the potential application of Notch inhibitors as new adjuvant
chemotherapy reagents [37]. Dll4/Notch transcription was activated by Erk and PI3K signaling
pathways, which were also downstream of canonical EGFR transduction [38]. Notch1 downre-
gulation also reduced VEGF expression [39]. Thus, we hypothesized that cetuximab can

Fig 7. Cetuximab inhibit tumor-induction angiogenesis by down-regulating NOTCH1, HIF-1α pathway in Tgfbr1/Pten 2cKOmice HNSCC. (A)
immunohistochemical analyses of EGFR, Hes1, HIF-1α and frozen section immunohistochemical analysis of CD31 in both cetuximab and vehicle-treated
Tgfbr1/Pten 2cKOmice HNSCC tissues. (B) Quantitative of histoscore of EGFR, HIF-1α, HES1, CD31 expression in vehicle group and cetuximab-treated
group from Tgfbr1/Pten 2cKOmice HNSCC tissues. Mean ± SEM, ***, P< 0.001; student t analysis; Scale bars, 100μm. (C) The expression levels of
EGFR, p-EGFRTyr1068, HIF-1α, HES1 and VEGFA protein were analyzed by western blots in both cetuximab and vehicle-treated Tgfbr1/Pten 2cKOmice
HNSCC tissues.

doi:10.1371/journal.pone.0119723.g007
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decrease VEGF production and reduce HNSCC tumor angiogenesis by inhibiting the Notch
signaling pathway. The present results showed that cetuximab inhibited the Notch1 signaling
pathway by decreasing Notch1, Hes1, and VEGF expression in both nude mouse xenograft and
2cKO mouse models. Although these possibilities remain to be proven, the present findings
support a unique anti-angiogenic function of cetuximab. That is, cetuximab can exert its anti-
tumor activity by decreasing primary tumor growth and size, reducing HIF-1α instability, pre-
venting endothelial cell initiation and migration, and downregulating VEGFA. These
phenomena lead to the prevention of HNSCC angiogenesis.

High HIF-1α expression in HNSCC tissue is an important factor that predicts poor progno-
sis and resistance to chemotherapy and/or radiotherapy. The clinical application of EGFR as a
molecular target of HNSCC therapy is a revolutionary event. However, the radiosensitization
mechanism of cetuximab, a new adjuvant chemo-radiotherapy of HNSCC, still warrants fur-
ther investigation. The emerging preclinical and clinical information about the promising ben-
eficial angiogenetic effects of cetuximab on HNSCCs and our present findings on the capacity
of cetuximab to downregulate Notch1 and HIF-1α signaling benefit HNSCC therapy. We can
envision that the present study and prior reports may provide a rationale for the future clinical
evaluation of cetuximab in an adjuvant setting, as a part of a molecular-targeted strategy after
definitive treatment.

Supporting Information
S1 File. Supplementary Material and Methods.
(PDF)

S1 Fig. A. immunohistochemical analyses of the indicated biomarkers in both cetuximab
and vehicle-treated CAL 27 tumor tissues. B. quantitative of histoscore of EGFR, p-EGFR,
CD31 expression in vehicle group and cetuxiamb-treated group from CAL 27 tumor tissues. C.
expression of EGFR, p-EGFR, CD31 was assessed by Western blotting. GAPDH was detected
on the same membrane and used as a loading control. Mean ± SEM, ���, P< 0.001; student t
analysis. Scale bars, 50μm.
(PDF)

S2 Fig. A. immunohistochemical analyses of the indicated biomarkers in both cetuximab
and vehicle-treated CAL 27 tumor tissues. B. Quantitative of histoscore of HIF1α, NOTCH1,
HES1 expression in vehicle group and cetuxiamb-treated group from CAL 27 tumor tissues.
Mean ± SEM, ���, P< 0.001; student t analysis; Scale bars, 50μm. C. The expression of HIF-
1α, NOTCH1, HES1, and VEGFA were assessed by Western blotting. GAPDH was detected
on the same membrane and used as a loading control.
(PDF)

Acknowledgments
We thank Dr. Ashok B.Kulkarni of LCDB, National Institute of Dental and Craniofacial Re-
search, NIH, USA for gift Tgfbr1/Pten 2cKO mice. We thank EssayStar for its linguistic assis-
tance during the preparation of this manuscript.

Author Contributions
Conceived and designed the experiments: ZJS YFZ ABK. Performed the experiments: WMW
ZLZ SRM GTY. Analyzed the data: LZ. Contributed reagents/materials/analysis tools: BL
WFZ. Wrote the paper: ZJS YFZWMW. Obtained permission for use of animal model: ABK.

EGFR Inhibition Reduces Angiogenesis in HNSCC

PLOSONE | DOI:10.1371/journal.pone.0119723 February 27, 2015 14 / 17

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0119723.s001
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0119723.s002
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0119723.s003


References
1. Jemal A, Bray F, Center MM, Ferlay J, Ward E, Forman D. Global Cancer Statistics. Ca-Cancer J Clin.

2011; 61:69–90. doi: 10.3322/caac.20107 PMID: 21296855

2. Zini A, Czerninski R, Sgan-Cohen HD. Oral cancer over four decades: epidemiology, trends, histology,
and survival by anatomical sites. J Oral Pathol Med. 2010; 39:299–305. doi: 10.1111/j.1600-0714.
2009.00845.x PMID: 20040019

3. Bonner JA, Harari PM, Giralt J, Cohen RB, Jones CU, Sur RK, et al. Radiotherapy plus cetuximab for
locoregionally advanced head and neck cancer: 5-year survival data from a phase 3 randomised trial,
and relation between cetuximab-induced rash and survival. Lancet Oncol. 2010; 11:21–8. doi: 10.1016/
S1470-2045(09)70311-0 PMID: 19897418

4. Haddad R, O’Neill A, Rabinowits G, Tishler R, Khuri F, Adkins D, et al. Induction chemotherapy fol-
lowed by concurrent chemoradiotherapy (sequential chemoradiotherapy) versus concurrent chemora-
diotherapy alone in locally advanced head and neck cancer (PARADIGM): a randomised phase 3 trial.
Lancet Oncol. 2013; 14:257–64. doi: 10.1016/S1470-2045(13)70011-1 PMID: 23414589

5. Takubo K, Goda N, YamadaW, Iriuchishima H, Ikeda E, Kubota Y, et al. Regulation of the HIF-1 alpha
Level Is Essential for Hematopoietic Stem Cells. Cell Stem Cell. 2010; 7:391–402. doi: 10.1016/j.stem.
2010.06.020 PMID: 20804974

6. Leeman-Neill RJ, Seethala RR, Singh SV, Freilino ML, Bednash JS, Thomas SM, et al. Inhibition of
EGFR-STAT3 signaling with erlotinib prevents carcinogenesis in a chemically-induced mouse model of
oral squamous cell carcinoma. Cancer Prev Res (Phila). 2011; 4:230–7. doi: 10.1158/1940-6207.
CAPR-10-0249 PMID: 21163936

7. Kalyankrishna S, Grandis JR. Epidermal growth factor receptor biology in head and neck cancer. J Clin
Oncol. 2006; 24:2666–72. PMID: 16763281

8. Ang KK, Berkey BA, Tu X, Zhang HZ, Katz R, Hammond EH, et al. Impact of epidermal growth factor re-
ceptor expression on survival and pattern of relapse in patients with advanced head and neck carcino-
ma. Cancer Res. 2002; 62:7350–6. PMID: 12499279

9. Lui VW, Hedberg ML, Li H, Vangara BS, Pendleton K, Zeng Y, et al. Frequent mutation of the PI3K
pathway in head and neck cancer defines predictive biomarkers. Cancer Discov. 2013; 3:761–9. doi:
10.1158/2159-8290.CD-13-0103 PMID: 23619167

10. Tang Y, Hamed HA, Cruickshanks N, Fisher PB, Grant S, Dent P. Obatoclax and Lapatinib Interact to
Induce Toxic Autophagy through NOXA. Mol Pharmacol. 2012; 81:527–40. doi: 10.1124/mol.111.
076851 PMID: 22219388

11. Vermorken JB, Mesia R, Rivera F, Remenar E, Kawecki A, Rottey S, et al. Platinum-based chemother-
apy plus cetuximab in head and neck cancer. N Engl J Med. 2008; 359:1116–27. doi: 10.1056/
NEJMoa0802656 PMID: 18784101

12. Van Cutsem E, Kohne CH, Hitre E, Zaluski J, Chien CRC, Makhson A, et al. Cetuximab and Chemo-
therapy as Initial Treatment for Metastatic Colorectal Cancer. New Engl J Med. 2009; 360:1408–17.
doi: 10.1056/NEJMoa0805019 PMID: 19339720

13. Arteaga CL, O’Neill A, Moulder SL, Pins M, Sparano JA, Sledge GW, et al. A Phase I-II Study of Com-
bined Blockade of the ErbB Receptor Network with Trastuzumab and Gefitinib in Patients with HER2
(ErbB2)-Overexpressing Metastatic Breast Cancer. Clin Cancer Res. 2008; 14:6277–83. doi: 10.1158/
1078-0432.CCR-08-0482 PMID: 18829509

14. Facciabene A, Peng X, Hagemann IS, Balint K, Barchetti A, Wang LP, et al. Tumour hypoxia promotes
tolerance and angiogenesis via CCL28 and T(reg) cells. Nature. 2011; 475:226–30. doi: 10.1038/
nature10169 PMID: 21753853

15. Stransky N, Egloff AM, Tward AD, Kostic AD, Cibulskis K, Sivachenko A, et al. The mutational land-
scape of head and neck squamous cell carcinoma. Science. 2011; 333:1157–60. doi: 10.1126/science.
1208130 PMID: 21798893

16. Agrawal N, Frederick MJ, Pickering CR, Bettegowda C, Chang K, Li RJ, et al. Exome sequencing of
head and neck squamous cell carcinoma reveals inactivating mutations in NOTCH1. Science. 2011;
333:1154–7. doi: 10.1126/science.1206923 PMID: 21798897

17. Wang XJ, Feng CW, Li M. ADAM17mediates hypoxia-induced drug resistance in hepatocellular carci-
noma cells through activation of EGFR/PI3K/Akt pathway. Mol Cell Biochem. 2013; 380:57–66. doi: 10.
1007/s11010-013-1657-z PMID: 23625205

18. Bian Y, Hall B, Sun ZJ, Molinolo A, ChenW, Gutkind JS, et al. Loss of TGF-beta signaling and PTEN
promotes head and neck squamous cell carcinoma through cellular senescence evasion and cancer-
related inflammation. Oncogene. 2012; 31:3322–32. doi: 10.1038/onc.2011.494 PMID: 22037217

EGFR Inhibition Reduces Angiogenesis in HNSCC

PLOSONE | DOI:10.1371/journal.pone.0119723 February 27, 2015 15 / 17

http://dx.doi.org/10.3322/caac.20107
http://www.ncbi.nlm.nih.gov/pubmed/21296855
http://dx.doi.org/10.1111/j.1600-0714.2009.00845.x
http://dx.doi.org/10.1111/j.1600-0714.2009.00845.x
http://www.ncbi.nlm.nih.gov/pubmed/20040019
http://dx.doi.org/10.1016/S1470-2045(09)70311-0
http://dx.doi.org/10.1016/S1470-2045(09)70311-0
http://www.ncbi.nlm.nih.gov/pubmed/19897418
http://dx.doi.org/10.1016/S1470-2045(13)70011-1
http://www.ncbi.nlm.nih.gov/pubmed/23414589
http://dx.doi.org/10.1016/j.stem.2010.06.020
http://dx.doi.org/10.1016/j.stem.2010.06.020
http://www.ncbi.nlm.nih.gov/pubmed/20804974
http://dx.doi.org/10.1158/1940-6207.CAPR-10-0249
http://dx.doi.org/10.1158/1940-6207.CAPR-10-0249
http://www.ncbi.nlm.nih.gov/pubmed/21163936
http://www.ncbi.nlm.nih.gov/pubmed/16763281
http://www.ncbi.nlm.nih.gov/pubmed/12499279
http://dx.doi.org/10.1158/2159-8290.CD-13-0103
http://www.ncbi.nlm.nih.gov/pubmed/23619167
http://dx.doi.org/10.1124/mol.111.076851
http://dx.doi.org/10.1124/mol.111.076851
http://www.ncbi.nlm.nih.gov/pubmed/22219388
http://dx.doi.org/10.1056/NEJMoa0802656
http://dx.doi.org/10.1056/NEJMoa0802656
http://www.ncbi.nlm.nih.gov/pubmed/18784101
http://dx.doi.org/10.1056/NEJMoa0805019
http://www.ncbi.nlm.nih.gov/pubmed/19339720
http://dx.doi.org/10.1158/1078-0432.CCR-08-0482
http://dx.doi.org/10.1158/1078-0432.CCR-08-0482
http://www.ncbi.nlm.nih.gov/pubmed/18829509
http://dx.doi.org/10.1038/nature10169
http://dx.doi.org/10.1038/nature10169
http://www.ncbi.nlm.nih.gov/pubmed/21753853
http://dx.doi.org/10.1126/science.1208130
http://dx.doi.org/10.1126/science.1208130
http://www.ncbi.nlm.nih.gov/pubmed/21798893
http://dx.doi.org/10.1126/science.1206923
http://www.ncbi.nlm.nih.gov/pubmed/21798897
http://dx.doi.org/10.1007/s11010-013-1657-z
http://dx.doi.org/10.1007/s11010-013-1657-z
http://www.ncbi.nlm.nih.gov/pubmed/23625205
http://dx.doi.org/10.1038/onc.2011.494
http://www.ncbi.nlm.nih.gov/pubmed/22037217


19. Zhang L, Sun ZJ, Bian YS, Kulkarni AB. MicroRNA-135b acts as a tumor promoter by targeting the hyp-
oxia-inducible factor pathway in genetically defined mouse model of head and neck squamous cell car-
cinoma. Cancer Lett. 2013; 331:230–8. doi: 10.1016/j.canlet.2013.01.003 PMID: 23340180

20. Sun ZJ, Zhang L, Hall B, Bian Y, Gutkind JS, Kulkarni AB. Chemopreventive and chemotherapeutic
actions of mTOR inhibitor in genetically defined head and neck squamous cell carcinoma
mouse model. Clin Cancer Res. 2012; 18:5304–13. doi: 10.1158/1078-0432.CCR-12-1371 PMID:
22859719

21. Bian Y, Terse A, Du J, Hall B, Molinolo A, Zhang P, et al. Progressive tumor formation in mice with con-
ditional deletion of TGF-beta signaling in head and neck epithelia is associated with activation of the
PI3K/Akt pathway. Cancer Res. 2009; 69:5918–26. doi: 10.1158/0008-5472.CAN-08-4623 PMID:
19584284

22. Sun ZJ, Chen G, ZhangW, Hu XA, Huang CF, Wang YF, et al. Mammalian Target of Rapamycin Path-
way Promotes Tumor-Induced Angiogenesis in Adenoid Cystic Carcinoma: Its Suppression by Isoli-
quiritigenin through Dual Activation of c-Jun NH2-Terminal Kinase and Inhibition of Extracellular
Signal-Regulated Kinase. J Pharmacol Exp Ther. 2010; 334:500–12. doi: 10.1124/jpet.110.167692
PMID: 20484154

23. de Souza JA, Davis DW, Zhang Y, Khattri A, Seiwert TY, Aktolga S, et al. A phase II study of lapatinib in
recurrent/metastatic squamous cell carcinoma of the head and neck. Clin Cancer Res. 2012; 18:2336–
43. doi: 10.1158/1078-0432.CCR-11-2825 PMID: 22371453

24. Boehm AL, Sen M, Seethala R, Gooding WE, Freilino M, Wong SM, et al. Combined targeting of epider-
mal growth factor receptor, signal transducer and activator of transcription-3, and Bcl-X(L) enhances
antitumor effects in squamous cell carcinoma of the head and neck. Mol Pharmacol. 2008; 73:1632–
42. doi: 10.1124/mol.107.044636 PMID: 18326051

25. Wu X, Bhayani MK, Dodge CT, Nicoloso MS, Chen Y, Yan X, et al. Coordinated targeting of the EGFR
signaling axis by microRNA-27a*. Oncotarget. 2013; 4:1388–98. PMID: 23963114

26. Niu G, Sun X, Cao Q, Courter D, Koong A, Le QT, et al. Cetuximab-based immunotherapy and radioim-
munotherapy of head and neck squamous cell carcinoma. Clin Cancer Res. 2010; 16:2095–105. doi:
10.1158/1078-0432.CCR-09-2495 PMID: 20215534

27. Chen M, Glenn JV, Dasari S, McVicar C, Ward M, Colhoun L, et al. RAGE regulates immune cell infiltra-
tion and angiogenesis in choroidal neovascularization. PLoS One. 2014; 9:e89548. doi: 10.1371/
journal.pone.0089548 PMID: 24586862

28. Facciabene A, Motz GT, Coukos G. T-regulatory cells: key players in tumor immune escape and angio-
genesis. Cancer Res. 2012; 72:2162–71. doi: 10.1158/0008-5472.CAN-11-3687 PMID: 22549946

29. Carmeliet P, Jain RK. Angiogenesis in cancer and other diseases. Nature. 2000; 407:249–57. PMID:
11001068

30. Liao YF, Wang BJ, HsuWM, Lee H, Liao CY, Wu SY, et al. Unnatural amino acid-substituted (hydro-
xyethyl) urea peptidomimetics inhibit gamma-secretase and promote the neuronal differentiation of
neuroblastoma cells. Mol Pharmacol. 2007; 71:588–601. PMID: 17105873

31. Arumugam TV, Cheng YL, Choi Y, Choi YH, Yang S, Yun YK, et al. Evidence that gamma-Secretase-
Mediated Notch Signaling Induces Neuronal Cell Death via the Nuclear Factor-kappa B-Bcl-2-
Interacting Mediator of Cell Death Pathway in Ischemic Stroke. Mol Pharmacol. 2011; 80:23–31. doi:
10.1124/mol.111.071076 PMID: 21450930

32. Troy JD, Weissfeld JL, Youk AO, Thomas S, Wang L, Grandis JR. Expression of EGFR, VEGF, and
NOTCH1 suggest differences in tumor angiogenesis in HPV-positive and HPV-negative head and neck
squamous cell carcinoma. Head Neck Pathol. 2013; 7:344–55. doi: 10.1007/s12105-013-0447-y
PMID: 23645351

33. Phng LK, Gerhardt H. Angiogenesis: a team effort coordinated by notch. Dev Cell. 2009; 16:196–208.
doi: 10.1016/j.devcel.2009.01.015 PMID: 19217422

34. Soares R, Balogh G, Guo S, Gartner F, Russo J, Schmitt F. Evidence for the notch signaling pathway
on the role of estrogen in angiogenesis. Mol Endocrinol. 2004; 18:2333–43. PMID: 15192074

35. Li JL, Sainson RC, Oon CE, Turley H, Leek R, Sheldon H, et al. DLL4-Notch signaling mediates tumor
resistance to anti-VEGF therapy in vivo. Cancer Res. 2011; 71:6073–83. doi: 10.1158/0008-5472.
CAN-11-1704 PMID: 21803743

36. Funahashi Y, Hernandez SL, Das I, Ahn A, Huang J, Vorontchikhina M, et al. A notch1 ectodomain con-
struct inhibits endothelial notch signaling, tumor growth, and angiogenesis. Cancer Res. 2008;
68:4727–35. doi: 10.1158/0008-5472.CAN-07-6499 PMID: 18559519

37. Li JL, Harris AL. Crosstalk of VEGF and Notch pathways in tumour angiogenesis: therapeutic implica-
tions. Front Biosci. 2009; 14:3094–110. PMID: 19273260

EGFR Inhibition Reduces Angiogenesis in HNSCC

PLOSONE | DOI:10.1371/journal.pone.0119723 February 27, 2015 16 / 17

http://dx.doi.org/10.1016/j.canlet.2013.01.003
http://www.ncbi.nlm.nih.gov/pubmed/23340180
http://dx.doi.org/10.1158/1078-0432.CCR-12-1371
http://www.ncbi.nlm.nih.gov/pubmed/22859719
http://dx.doi.org/10.1158/0008-5472.CAN-08-4623
http://www.ncbi.nlm.nih.gov/pubmed/19584284
http://dx.doi.org/10.1124/jpet.110.167692
http://www.ncbi.nlm.nih.gov/pubmed/20484154
http://dx.doi.org/10.1158/1078-0432.CCR-11-2825
http://www.ncbi.nlm.nih.gov/pubmed/22371453
http://dx.doi.org/10.1124/mol.107.044636
http://www.ncbi.nlm.nih.gov/pubmed/18326051
http://www.ncbi.nlm.nih.gov/pubmed/23963114
http://dx.doi.org/10.1158/1078-0432.CCR-09-2495
http://www.ncbi.nlm.nih.gov/pubmed/20215534
http://dx.doi.org/10.1371/journal.pone.0089548
http://dx.doi.org/10.1371/journal.pone.0089548
http://www.ncbi.nlm.nih.gov/pubmed/24586862
http://dx.doi.org/10.1158/0008-5472.CAN-11-3687
http://www.ncbi.nlm.nih.gov/pubmed/22549946
http://www.ncbi.nlm.nih.gov/pubmed/11001068
http://www.ncbi.nlm.nih.gov/pubmed/17105873
http://dx.doi.org/10.1124/mol.111.071076
http://www.ncbi.nlm.nih.gov/pubmed/21450930
http://dx.doi.org/10.1007/s12105-013-0447-y
http://www.ncbi.nlm.nih.gov/pubmed/23645351
http://dx.doi.org/10.1016/j.devcel.2009.01.015
http://www.ncbi.nlm.nih.gov/pubmed/19217422
http://www.ncbi.nlm.nih.gov/pubmed/15192074
http://dx.doi.org/10.1158/0008-5472.CAN-11-1704
http://dx.doi.org/10.1158/0008-5472.CAN-11-1704
http://www.ncbi.nlm.nih.gov/pubmed/21803743
http://dx.doi.org/10.1158/0008-5472.CAN-07-6499
http://www.ncbi.nlm.nih.gov/pubmed/18559519
http://www.ncbi.nlm.nih.gov/pubmed/19273260


38. Hayashi H, Kume T. Foxc Transcription Factors Directly Regulate Dll4 and Hey2 Expression by Inter-
acting with the VEGF-Notch Signaling Pathways in Endothelial Cells. PLoS One. 2008;3.

39. Wang Z, Banerjee S, Li Y, Rahman KM, Zhang Y, Sarkar FH. Down-regulation of notch-1 inhibits inva-
sion by inactivation of nuclear factor-kappaB, vascular endothelial growth factor, and matrix metallopro-
teinase-9 in pancreatic cancer cells. Cancer Res. 2006; 66:2778–84. PMID: 16510599

EGFR Inhibition Reduces Angiogenesis in HNSCC

PLOSONE | DOI:10.1371/journal.pone.0119723 February 27, 2015 17 / 17

http://www.ncbi.nlm.nih.gov/pubmed/16510599


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


