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[ Abstract ] Background and objective The aim of this study is to screen for multi-drug resistance-related genes of
human non-small cell lung cancer (NSCLC), and provide the evidences for drug-sensitive predicting genes of different NSCLC
patients treated with chemotherapeutic drugs. Methods Sensitivity and inhibition ratio of five antitumor drugs (NVB, GEM,
TAL, DOC, CDDP) on 7S fresh NSCLC samples from different individuals were studied by means of culturing primary tumor
cells and MTT assay. After the five chemotherapeutic drugs were used, multi-drug resistance-related genes of NSCLC with
cDNA microarry on the samples which were all high sensitive and those resistant were screened. Results cDNA microarray
analysis screened out 212 genes, 168 of which were up-regulated while the other 44 were down-regulated in the group of highly

sensitive compared with the group of resistance. Conclusion The multi-drug resistance of NSCLC may be correlative with the

212 genes screened by cDNA microarray; the detailed mechanisms of the genes still need to be detected in the future.
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Tab 1 Inhibition rates of drugs on non-small cell lung cancer cells in 11

specimens (%)

Inhibition rates

e NVB GEM DOC TAL CDDP
Resistant 1 21.5 16.9 18.2 30.1 22.0
2 10.5 14.9 28.6 25.0 15.4
3 15.0 26.1 19.0 22.2 23.1
4 22.0 18.5 S.9 35.6 18.0
S 18.2 10.8 S.3 30.6 18.3
Sensitive 6 50.7 50.2 54.2 63.6 52.2
7 50.3 53.2 58.1 59.2 58.7
8 50.1 70.2 63.4 52.5 S1.7
9 50.3 424 64.0 58.0 52.4
10 59.4 59.6 50.4 55.9 64.6
11 S1.3 62.6 51.0 52.4 50.8
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Tab 2 Numbers of differentially expressed genes out of 38 500 candidate genes and ratios of expression intensity in non-small cell lung cancer

Ratio of expression intensity (%o)

Gene expression No. of genes

2-3 3-S >5
Upregulated 168 (4.36%o) 39 (1.01%o) 110 (2.86%o) 19 (0.49%o)
Downregulated 44 (1.14%0) 30 (0.78%o) 10 (0.26%o) 4 (0.10%o0)
Total 212 (5.51%o) 69 (1.79%o) 120 (3.12%o) 23 (0.59%o)
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Tab 3 Category of the differentially expressed genes related to anticancer drug-sensitivity in non-small cell lung cancer

Up-regulated genes

Down-regulated genes

Serial No.

Category No. Category No.
1 Binding 72 Binding 33
2 Catalytic activity 42 Catalytic activity 19
3 Moleculartransducer activity 14 Transporter activity 4
4 Signal transducer activity 14 Molecular transducer activity 3
S Transporter activity 11 Structural molecule activity 3
6 Transcription regulator activity 7 Signal transducer activity 3
7 Enzyme regulator activity N Transcription regulator activity 3
8 Electron carrier activity 1 Enzyme regulator activity 1
9 Structural molecule activity 1 Translation regulator activity 1
10 Translation regulator activity 1
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