
ds-rho0 1.0 2.0 3.0 4.0 5.0 (Mb)

LG12, scaffold 3

0

1.0

2.0

3.0

4.0

5.0
(Mb)

Eu
ro

pe
an

 e
el

Japanese eel

AZBK01S000258

AZBK01S000001

AZBK01S000278

AZBK01S000120

AZBK01S000303

AZBK01S000177

AZBK01S000034

80

85

90

95

100

%
si

m
ila

rit
y

80

85

90

95

100

%
si

m
ila

rit
y

Eu
ro

pe
an

 e
el

AZBK01S001352

AZBK01S000274

AZBK01S001107

AZBK01S000314

Japanese eel
Unplaced, scaffold 435 LG6, scaffold 195311

fw-rho0 0.2 0.4 0.6 0.8 1.0 (Mb)
0

0.2

0.4

0.6

0.8

1.0

1.2
(Mb)

ds-rho

fw-rho

magi1

ds-rho

fw-rho

prickle2 atxn7

AZBK01S000177

AZBK01S000303

AZBK01S000274

LG12, scaffold 3

Unplaced, scaffold 435

#1

#2

#2

#1

#1

Japanese eel

European eel

(A)

(B)

(C)

(continued on next page)

Additional file 7



Figure S3. Comparison of rho regions between Japanese eel and European eel.  

(A) Microsynteny of rho regions (lrig1 – thoc7). Numbering of syntenies (#1 and #2) and coloring of 

genes are according to those in Figure 3. (B and C) Comparison of scaffolds around ds-rho (B) and 

fw-rho (C) regions, respectively. The horizontal axis is for the scaffolds of Japanese eel and the vertical 

for those of European eel. The mapped positions of linkage marker in Japanese eel are plotted on 

horizontal axis. 


