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Supplementary Figure 1. Expression level of 13 LSM members in 33 types of cancer tissues and
their corresponding normal tissues.
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Supplementary Figure 2. Relationship between the mRNA expression of LSM genes and individual
pathological stage of GC patients.

Supplementary Figure 3. A. Receiver operating characteristic (ROC) curve for LSM family
members expression except LSM5, LSM7 and LSM8 in GC. B. Time-ROC curve for LSM5, LSM7
and LSM8 in GC.

Supplementary Material



6



7

Supplementary Figure 4. Immune infiltration levels for LSM family members expression except
LSM5 and LSM8 in GC.

Supplementary Figure 5. Correlations between the TMB score and the expression of LSM family
members expression except LSM5 and LSM8 in GC.
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Supplementary Figure 6. Correlations between the MSI score and the expression of LSM family
members expression except LSM5 and LSM8 in GC.


