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ABSTRACT Many species of proteobacteria communicate with kin and coordinate
group behaviors through a form of cell-cell signaling called acyl-homoserine lactone
(AHL) quorum sensing (QS). Most AHL receptors are thought to be specific for their
cognate signal, ensuring that bacteria cooperate and share resources only with
closely related kin cells. Although specificity is considered fundamental to QS, there
are reports of “promiscuous” receptors that respond broadly to nonself signals.
These promiscuous responses expand the function of QS systems to include inter-
species interactions and have been implicated in both interspecies competition and
cooperation. Because bacteria are frequently members of polymicrobial communi-
ties, AHL cross talk between species could have profound impacts. To better under-
stand the prevalence of QS promiscuity, we measured the activity of seven QS re-
ceptors in their native host organisms. To facilitate comparison of our results to
previous studies, we also measured receptor activity using heterologous expression
in Escherichia coli. We found that the standard E. coli methods consistently overesti-
mate receptor promiscuity and sensitivity and that overexpression of the receptors is
sufficient to account for the discrepancy between native and E. coli reporters. Addi-
tionally, receptor overexpression resulted in AHL-independent activity in Pseudomo-
nas aeruginosa. Using our activation data, we developed a quantitative score of re-
ceptor selectivity. We find that the receptors display a wide range of selectivity and
that most receptors respond sensitively and strongly to at least one nonself signal,
suggesting a broad potential for cross talk between QS systems.

IMPORTANCE Specific recognition of cognate signals is considered fundamental to
cell signaling circuits as it creates fidelity in the communication system. In bacterial
quorum sensing (QS), receptor specificity ensures that bacteria cooperate only with
kin. There are examples, however, of QS receptors that respond promiscuously to
multiple signals. “Eavesdropping” by these promiscuous receptors can be beneficial
in both interspecies competition and cooperation. Despite their potential signifi-
cance, we know little about the prevalence of promiscuous QS receptors. Further,
many studies rely on methods requiring receptor overexpression, which is known to
increase apparent promiscuity. By systematically studying QS receptors in their natu-
ral parent strains, we find that the receptors display a wide range of selectivity and
that there is potential for significant cross talk between QS systems. Our results pro-
vide a basis for hypotheses about the evolution and function of promiscuous signal
receptors and for predictions about interspecies interactions in complex microbial
communities.

KEYWORDS acyl-homoserine lactone, bacterial communication, gene regulation,
transcription factors

any bacteria use quorum sensing (QS) to communicate with kin and coordinate
group behaviors ranging from antibiotic production to virulence factor secretion
and biofilm formation (1). In many proteobacteria, QS is mediated by acyl-homoserine
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FIG 1 Diagram of a generic AHL QS circuit and structures of AHLs used in this study. (A) AHL QS systems
generally contain a synthase (1) that produces an AHL signal, depicted here as a star. The signal acyl
chains vary in length from 4 to 20 carbons, with potential hydroxy or oxo modification on the 3rd carbon,
double bonds, branching, and/or terminal aryl moieties. At low cell densities, signals diffuse away from
cells. At high cell densities, signals accumulate and can bind the QS receptor (R), which is a cytosolic
transcription factor that regulates genes involved in group behaviors. (B) Chemical structures of AHLs
used. Non-IUPAC descriptions of compounds are as follows: (1) C4-HSL; (2) 30HC4-HSL; (3) C6-HSL; (4)
30C6-HSL; (5) 30HC6-HSL; (6) C8-HSL; (7) 30C8-HSL; (8) 30HC8-HSL; (9) C10-HSL; (10) 30C10-HSL; (11)
30HC10-HSL; (12) C12-HSL; (13) 30C12-HSL; (14) 30HC12-HSL; (15) C14-HSL; (16) 30C14-HSL; (17)
30HC14-HSL; (18) C16-HSL; (19) 30C16-HSL.

lactone (AHL) signals. AHL QS systems consist of a signal synthase and a dimeric
cytosolic receptor that serves as a transcriptional activator or repressor (Fig. 1A). AHLs
can diffuse through cellular membranes (2, 3) and are comprised of a homoserine
lactone core with an acyl tail (Fig. 1B). Most known AHLs possess fatty acyl tails that vary
in length from 4 to 20 carbons and in modifications, particularly at the third carbon,
which can be unsubstituted or have a hydroxy or oxo modification. To date, roughly 20
different naturally produced fatty AHLs have been identified among hundreds of
quorum sensing organisms (4, 5). Thus, there is some degeneracy whereby QS systems
from different organisms produce and respond to the same signal. Despite the very
similar structures of natural AHL signals, receptors are believed to be highly specific for
and sensitive to their cognate signal (6). There are, however, reported exceptions to this
paradigm. For example, Chromobacterium violaceum is frequently used as a tool for AHL
detection due to its receptor’s promiscuous response to multiple AHLs (7). Furthermore,
“eavesdropping” through promiscuous receptors has been shown to affect both inter-
species competition (8) and cooperation (9) in laboratory experiments. In in vivo
settings, interspecies cross talk via degenerate signals and/or promiscuous receptors
have both been shown to modulate bacterial virulence to the benefit or detriment of
a plant host (9-11), and similar interactions have been hypothesized to occur during
human infections (12). Given that most bacteria are found in mixed polymicrobial
communities, it is tempting to speculate that cross talk between QS systems mediates
numerous interspecies interactions (13, 14).

Despite their potential importance, we know little about the prevalence, function,
and evolution of promiscuous QS receptors. There have been prior studies aimed at
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TABLE 1 Sensitivity of AHL receptors to cognate signals

Organism Receptor Signal ECoa E. coli EC5,b°

P. aeruginosa LasR 30C12-HSL 593 = 128 nM 129 = 3.6 nM
RhIR C4-HSL >100 pMd 122 = 17 uM
QscR 30C12-HSLe 1.90 = 0.27 uM 534 £ 11.3nM

B. thailandensis BtaR1 C8-HSL 50.5 * 46 nM 10.5 = 3.6 nM
BtaR2 30HC10-HSL 15.0 = 5.3 nM 60.6 = 16.0 nM

V. fischeri LuxR 30C6-HSL 272 = 15nM NT

C. violaceum CviR C6-HSL 834 * 245nM NT

9EC, is the concentration required for half-maximal activity of the receptor in its native host.

PEC,, values for activation of receptors heterologously expressed in E. coli (DH5a). NT, not tested.

“QscR is an orphan/solo receptor and does not have a paired signal synthase, but it does respond to 30C12-
HSL produced by Lasl.

9RhIR activity was not saturated at 1 mM C4-HSL.

comprehensively profiling the responses of a set of receptors to large sets of natural
and synthetic ligands (15, 16), and multiple studies have measured the selectivity of
individual receptors against smaller sets of AHLs (7, 17-23). These studies were limited,
however, in that many of them used heterologous expression of the receptors in
Escherichia coli. Due to tractability, signal preferences and receptor selectivity are
frequently studied using E. coli engineered to report receptor activity (24). Such
methods require artificial expression of the AHL receptor, likely to a higher degree than
the receptor’s natural expression level. Importantly, increased AHL receptor expression
has been linked to increased sensitivity and promiscuity (19, 25), and a previous study
comparing LasR receptor activity in its parent species, Pseudomonas aeruginosa, with
heterologous expression in E. coli found significant discrepancies between these two
methods (26). Previous reports may, therefore, overestimate receptor promiscuity and
the potential for cross talk.

We sought to systematically study QS receptor selectivity in the receptors’ natural
parent strains, thereby avoiding overexpression and enabling more robust predictions
of how bacteria would respond to nonself signals in nature. We selected seven
receptors for our characterization: LuxR from Vibrio fischeri, CviR from C. violaceum,
LasR, RhIR, and QscR from P. aeruginosa, and BtaR1 and BtaR2 from Burkholderia
thailandensis (Table 1). These organisms range from soil saprophytes (C. violaceum and
B. thailandensis) to a squid symbiont (V. fischeri) to human (P. aeruginosa and C.
violaceum) and plant (P. aeruginosa) pathogens and, with the exception of V. fischeri, are
frequently members of polymicrobial communities (27-32). Their receptors control a
variety of processes, including antibiotic production (CviR and BtaR2), extracellular
enzyme production (LasR, RhIR, and CviR), and luminescence (LuxR). Critically, the
selected QS systems are well described, enabling study of their activation in the
bacteria that naturally express them.

To measure selectivity, we quantified receptor responses to a panel of synthetic AHL
signals, calculating both percent activation and concentration of half-maximal activa-
tion (ECy,) for each signal. To better compare our results to previous studies, we also
made the same measurements using heterologous expression of the receptors in E. coli.
The E. coli reporters consistently overestimated sensitivity and promiscuity for our
selected receptors. We determined that overexpression of the receptors is sufficient to
account for the differences between E. coli and native reporters. Surprisingly, we also
found that overexpression of the receptors can lead to AHL-independent activity in P.
aeruginosa.

By using our activation data, we developed a quantitative selectivity score for each
receptor. We found that the receptors display a wide range of signal preferences and
selectivity. Some receptors, such as RhIR, are highly specific for their cognate signal,
while others, such as BtaR2, are very promiscuous. The remaining receptors are on a
continuum, with many displaying intermediate levels of selectivity and the ability to
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respond strongly and sensitively to at least one noncognate signal. These results
suggest the potential for significant AHL-mediated interspecies interactions in nature
and are a prelude to understanding the evolution of signal and receptor diversity.

RESULTS

Construction of reporters in native hosts and E. coli. C. violaceum and V. fischeri
each possess an AHL receptor, CviR and LuxR, respectively, that controls a readily
measured phenotype, production of the purple antibiotic violacein and luminescence,
respectively (7, 17). We used AHL synthase-null mutants of each organism (see Table S1
in the supplemental material), such that only exogenously provided AHLs were present,
and measured violacein production or luminescence to quantify QS activation. For both
organisms, QS activation required exogenous AHL, and the concentration of half-
maximal activation (EC,,) of their cognate AHLs was in the mid-nanomolar range
(Table 1), consistent with previous reports (17, 18).

P. aeruginosa has two complete AHL QS circuits, the Las and Rhl systems, as well as
an orphan/solo receptor, QscR (33, 34). Although QscR does not have its own signal
synthase, it responds to the N-3-oxo-dodecanoyl-L-homoserine lactone (30C12-HSL)
signal produced by Lasl, which is paired to the transcription factor LasR (20). To
measure QS activity in P. aeruginosa, we used receptor-responsive promoters to control
the expression of gfp in an AHL synthase-null mutant (PAO-SC4). We used the well-
validated promoters P, Piias @Nd Ppaqge, fOr LasR, RhIR, and QscR, respectively (20,
35, 36). We compared two methods for measuring LasR activation in P. aeruginosa:
plasmid-borne gfp controlled by P, and chromosomal integration of the same
promoter-gfp construct. The two methods produced identical responses to a panel of
19 AHL signals and comparable ECs, values for LasR’s cognate AHL, 30C12-HSL, as well
as for two of the most active AHLs from the panel (see Fig. S1 in the supplemental
material). On the basis of these results, we opted to use plasmid-based reporters for all
further studies. The reporters for all three P. aeruginosa receptors were responsive to
their receptor’s cognate signal (Fig. S2A). In our P. aeruginosa strain, PAO1, LasR
positively regulates the transcription of rhiR, and activation of LasR via exogenous
30C12-HSL is required for high-level RhIR expression in the synthase-null mutant (37).
As expected, in the RhIR reporter strain PAO-SC4 (pPROBE-P,,, ), both 30C12-HSL and
the RhIR cognate signal, N-butyryl-L-homoserine lactone (C4-HSL), were required for
significant RhIR activity (Fig. S2A).

B. thailandensis has three complete AHL QS circuits (Btal-R1 to -R3) as well as two
orphan/solo receptors, BtaR4 and BtaR5 (32). There is no known phenotype associated
with the Btal-R3 system, BtaR4 (MalR) exerts AHL-independent control of its transcrip-
tional regulon, and BtaR5 has no known regulon (32, 38). Therefore, we focused on
BtaR1 and BtaR2 for our studies. BtaR1 controls a contact-dependent type VI secretion
toxin-immunity system (32, 39), and BtaR2 controls synthesis of the antibiotic bacto-
bolin (21). We selected the following promoters as reporters of BtaR1 and BtaR2 activity,
respectively: Py and P« For each reporter, we validated that gfp expression
requires both AHL and a functional receptor (Fig. S2B and C).

To better compare our results to more standard methods, we also constructed
reporters in E. coli. The E. coli reporters contained the same plasmid-borne promoter-
gfp constructs used in the parent strains along with a plasmid coding for an arabinose-
inducible receptor gene. These reporters required both receptor expression and exog-
enous AHL for fluorescence (Fig. S2D to H). For each P. aeruginosa receptor, the
corresponding E. coli reporter overestimated sensitivity to the cognate AHL by at least
10-fold (Table 1). The E. coli BtaR1 reporter also overestimated sensitivity to its cognate
AHL by about fivefold (Table 1). BtaR2 is the only exception; the receptor is more
sensitive to its cognate signal in B. thailandensis than in the E. coli reporter.

AHL receptors display a variety of signal preferences. To determine signal prefer-
ences, we tested a panel of 19 AHLs against each receptor (Fig. 1B and 2 and Fig. S3).
The panel contains the majority of the naturally produced fatty AHLs identified thus far
(4). AHLs are produced in laboratory cultures at concentrations up to mid-micromolar
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FIG 2 Activation of receptors in native organisms. Synthase-null mutants (PAO-SC4, CV026, MJ215, and JBT112)
harboring receptor activity reporters were treated with the indicated AHLs (100 uM), which are labeled by length
of acyl chain and modification on the 3rd carbon. The RhIR reporter PAO-SC4 (pPROBE-P,,,,) was pretreated with
30C12-HSL (10 wM). For all reporters, activation is normalized to that of the receptor’'s most potent signal (cognate
AHL for all receptors except QscR, which is normalized to C10-HSL). N-3-oxobutyryl-L-homoserine lactone (30C4-
HSL) and N-3-hydroxyhexadecanoyl-L-homoserine lactone (30HC16-HSL) were not included in the panel. Values

are means plus SEM (error bars) from n = 3 independent experiments.

(40). For these studies, we used 100 uM AHL and then further refined our data through
dose-response experiments. Although the majority of receptors responded to roughly
half of the signals in the panel, RhIR stands out in that it responded only very weakly
to noncognate signals. On the other end of the spectrum, BtaR2 appears to be highly
promiscuous, responding to all but two of the signals in the panel.

In general, the receptors were preferentially activated by AHLs with either a partic-
ular substituent and/or a certain length of acyl chain. LuxR and LasR displayed a strong
preference for oxo-substituted AHLs. BtaR1 responded most strongly to AHLs with
unsubstituted acyl chains, and BtaR2 showed a preference for 10-carbon AHLs. Con-
sistent with previous reports (7, 18), CviR was strongly activated by AHLs with short acyl
chains. Interestingly, QscR does not have as clear a preference for acyl chain length or
substituents as do the other receptors. Consistent with previous findings using E. coli
reporters (20, 41-43), QscR responded strongly to nonself signals. While QscR was most
responsive to N-decanoyl-L-homoserine lactone (C10-HSL), the next most active signals
each have a 12-carbon acyl chain.

For most of the receptors, the E. coli reporters responded to a larger number of
signals than the native reporters (Fig. S3). They also displayed a larger degree of
activation by noncognate signals, such that many AHLs activated to the same degree
as the receptor’s cognate signal. BtaR2 is an exception. Although most noncognate
AHLs were more active against BtaR2 in the E. coli reporter, a few were less active,
suggesting the potential for more complex regulation of BtaR2 activity or of btaK
transcription in B. thailandensis.

Although our study is focused on the activation of AHL receptors, noncognate AHLs
can also inhibit receptor activity through a variety of mechanisms (7, 15, 16, 18, 41-44).
To explore inhibitory effects of noncognate AHLs, we tested our AHL panel for
inhibition of LasR, QscR, CviR, or LuxR activity. As with activation, the receptors
displayed a range of sensitivities to inhibition. Although LuxR and CviR were strongly
inhibited by multiple AHLs, QscR displayed an intermediate level of susceptibility, and
LasR was largely insensitive to inhibition (Fig. S4A to D). We considered the possibility
that the differences in sensitivity to inhibition could be due, in part, to differences in the
receptors’ EC, for their cognate AHLs. To study inhibition, we treated each reporter
strain with the EC,, of its cognate AHL and then with 100 uM of each AHL in the panel.
Because CviR and LuxR each have a lower EC;, than LasR or QscR, the ratio of inhibitor
to cognate AHL was greater in studies of these two receptors. To address this concern,
we tested the AHL panel at 10X the EC,, of each cognate AHL ([AHL panel] = 800 nM
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FIG 3 Dose-response curves showing activation of AHL receptors in P. aeruginosa or in recombinant E. coli.
Activation was measured via promoter-gfp reporter constructs (o0PROBE-P, s, -P...., and -Ppa1507 for RhIR, LasR, and
QscR, respectively) in the synthase-null P. aeruginosa mutant (PAO-SC4) or in E. coli (DH5a) harboring the indicated
receptor gene on a plasmid (pJNR, pJNL, and pJNQ for rhiR, lasR, and gscR, respectively). The P. aeruginosa RhIR
reporter PAO-SC4 (pPROBE-P,,,,) was pretreated with 30C12-HSL (10 uM). Activation is normalized to that of
the receptor’s most potent signal. Data show the means and ranges for two biological replicates and are
representative of n =3 independent experiments. See Tables S3 and S4 in the supplemental material for EC,,

values.

for CviR and 2.7 uM for LuxR). Even at this lower concentration, LuxR and CviR were
strongly inhibited by several AHLs in the panel (Fig. S4E and F).

Development of a quantitative selectivity score. To better quantify signal pref-
erences and receptor selectivity, we tested each active signal in a dose-response
format. The three P. aeruginosa receptors illustrate the range of receptor selectivity
observed. RhIR is very specific for its cognate signal (C4-HSL) (Fig. 3 and Table S3).
Interestingly, unlike other AHL receptors which are saturated at relatively low concen-
trations of their cognate signal, RhIR activity was not saturated even at 1 mM C4-HSL
(Fig. S5). LasR is also fairly selective, responding sensitively to its cognate signal
(30C12-HSL) and to only one other AHL, N-3-oxotetradecanoyl-L-homoserine lactone
(30C14-HSL) (Fig. 3). QscR is more promiscuous than LasR and is, in fact, most sensitive
to C10-HSL, a signal that is not produced by P. aeruginosa. In all cases, the correspond-
ing E. coli reporter overestimated the receptor’s sensitivity to both cognate and
noncognate signals (Fig. 3 and Table S4). These trends hold true for the B. thailandensis
receptors as well (Fig. S5). Notably, BtaR1 is about 15-fold and BtaR2 is about 5-fold
more sensitive to the Btal-R3 signal, N-3-hydroxyoctanoyl-L-homoserine lactone
(30OHC8-HSL), in the E. coli reporters than in the native B. thailandensis reporters. E. coli
reporter methods may, therefore, overestimate not only the potential for interspecies
cross talk but also for cross talk between QS systems within a single organism.

To date, classification of QS receptors as “specific” or “promiscuous” has largely been
qualitative. Semiquantitative scores have been used to make pairwise comparisons of
relative selectivity between receptors (43) or signals (25), but there has yet to be a
single score that represents a receptor’s response to every signal. We sought to develop
a quantitative score of selectivity such that the receptors could be more robustly
compared to one another. We began by calculating the area under the curve (AUC) for
the dose-response curves of each receptor-signal pair. AUC takes into account both
sensitivity (EC5,) and degree of activation. It is, therefore, a robust measurement of
global activity and has been used to rank compounds and to determine selectivity in
fields such as cancer drug discovery (45). To quantify receptor selectivity, we divided
the AUC of the receptor’s response to its most potent AHL by the sum of its responses
to all other AHLs. Using this formula, the more selective the receptor, the higher the
score. Based on this score, RhIR is the most specific receptor and BtaR2 is the most
promiscuous (Table 2). The remaining receptors are on a continuous spectrum of
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TABLE 2 Selectivity scores for AHL receptors in native organisms or in E. coli

Receptor Native selectivity score E. coli selectivity score?
RhIR 1.80 = 0.09 0.70 = 0.13

LuxR 0.97 £ 0.16 NT

LasR 0.62 * 0.09 0.20 *= 0.02

BtaR1 0.58 = 0.06 0.26 = 0.03

QscR 0.52 = 0.06 0.14 = 0.03

CviR 0.39 = 0.06 NT

BtaR2 0.22 = 0.03 0.17 £ 0.03

aNT, not tested.

intermediate selectivity (RhIR > LuxR > LasR > BtaR1 > QscR > CviR > BtaR2). E. coli
reporters roughly maintain the order of receptor selectivity while strongly overestimat-
ing promiscuity for all receptors.

Overexpression of receptors is sufficient to increase sensitivity and promiscu-
ity. Multiple factors could account for the differences in sensitivity and selectivity
between native and E. coli reporter methods. For example, efflux pumps have been
demonstrated to decrease the sensitivity of LasR to 30C12-HSL in P. aeruginosa (46).
Additionally, many QS-controlled products are under complex regulation in their native
organisms, with factors such as nutritional cues, phase of growth, negative regulators,
and other QS receptors affecting their expression (33, 47-49). Given the previously
reported effects of overexpression on AHL receptor sensitivity and selectivity (19, 25,
26), we hypothesized that high expression levels of the receptors may contribute to
their increased promiscuity in E. coli reporters. To test this hypothesis, we introduced
the plasmids carrying arabinose-inducible receptor genes used in the E. coli reporters
into our P. geruginosa reporter strains. Even without the addition of arabinose, the
presence of the receptor expression plasmid resulted in increased P, activity and
increased RhIR sensitivity to C4-HSL (Fig. 4A), likely due to leaky expression from the
P..aap Promoter. We observed a similar outcome for QscR, but not for LasR (Fig. S6A
to Q). For all three receptors, arabinose-induced overexpression from the P, .sap
promoter was sufficient to significantly increase the receptor’s sensitivity to its cognate
AHL (Fig. 4A and B and Fig. S6A to C).

Surprisingly, receptor overexpression in P. aeruginosa resulted in AHL-independent
activity for all three receptors (Fig. 4C and D). This effect was particularly large for QscR
and RhIR. Addition of 30C12-HSL also resulted in C4-HSL-independent RhIR activity
(Fig. 4C). Because 30C12-HSL does not affect RhIR activity in E. coli (Fig. S3), this
observed activity is likely due to upregulation of rhiR by LasR rather than to 30C12-HSL
binding to RhIR. PgsE, a thioesterase that is part of the Pseudomonas quinolone signal
(PQS) operon (50), is also known to positively affect RhIR activity (51-53) and was
recently suggested to be the synthase of an alternative RhIR ligand (54). To determine
whether our observed AHL-independent RhIR activity requires PgsE, we deleted pgsE in
AHL synthase-null P. aeruginosa (PAO-SC4) and measured RhIR activity via the P, ,-gfp
reporter. rhiR overexpression in strain PAO-SC4ApgsE resulted in C4-HSL-independent
activation of the rhlA promoter comparable to that observed in strain PAO-SC4
(Fig. S6D).

To determine the effect of receptor overexpression on apparent promiscuity, we
measured QscR activation by our panel of AHLs. Overexpression of gscR in our P.
aeruginosa reporter strain PAO-SC4 (pPROBE-P; 5,547) dramatically increased the recep-
tor's response to numerous signals (Fig. 4E and F) such that it appears even more
promiscuous than in the E. coli QscR reporter (Fig. S3). Overexpression is therefore
sufficient to significantly increase sensitivity and promiscuity.

DISCUSSION

AHL QS has long been recognized as a form of intraspecies bacterial communica-
tion. There are, however, examples of “promiscuous” AHL signal receptors, which are
able to respond to signals other than their self-produced cognate AHL (8, 9). Existing
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FIG 4 Effect of overexpression on AHL receptor activity in P. aeruginosa. (A) RhIR activity in the P. aeruginosa RhIR
reporter strain PAO-SC4 (pPROBE-P,,,,) harboring plasmid-borne, arabinose-inducible rh/R (pJNR) (triangles and
circles) or an empty vector control (pJN) (squares). Treatment with arabinose (ara) and/or 30C12-HSL (10 uM) is
indicated. Data are the means and ranges of two biological replicates and are representative of three independent
experiments. (B) EC,, of 30C12-HSL for LasR and QscR and of C4-HSL for RhIR when the indicated receptor is
overexpressed (via pJNL, pJNQ, or pJNR) in the synthase-null P. aeruginosa mutant (PAO-SC4). EC,, was measured
via the activity reporters pPROBE-P P ..., and -Pp 1407, fOr RhIR, LasR, and QscR, respectively. Values are means
and SEM from n = 3 independent experiments. (C) Relative fluorescence (in relative fluorescence units [RFU]) of the
synthase-null P. aeruginosa mutant (PAO-SC4) harboring the RhIR activity reporter pPROBE-P,,,, and plasmid-borne,
arabinose-inducible rh/R (pJNR) or an empty vector control (pJN). Treatment with 30C12-HSL (10 wM) and/or
arabinose is indicated. (D) Relative fluorescence of the synthase-null P. aeruginosa mutant (PAO-SC4) harboring the
LasR activity reporter pPROBE-P,.,, or the QscR activity reporter pPROBE-P;,,5,, and plasmid-borne, arabinose-
inducible lasR (pJNL) or gscR (pJNQ) or an empty vector (e) control (pJN). Treatment with arabinose is indicated. (E
and F) Activation of QscR by a panel of 19 AHL signals (100 M) measured via pPROBE-Pp 5, 4o, in the synthase-null
P. aeruginosa mutant (PAO-SC4) harboring plasmid-borne, arabinose-inducible gscR (pJNQ) (F) or an empty vector
control (pJN) (E). Activation is normalized to C10-HSL. Arabinose was added in both conditions. In panels C to F, bars
are means and SEM from three independent experiments.

data on QS selectivity are limited and often generated by E. coli reporter methods in
which overexpression of the receptor may artificially enhance promiscuity. To better
understand the prevalence and potential function and evolution of promiscuous QS
receptors, we systematically studied the selectivity of AHL receptors in their native host
organisms. To compare our results with previous studies, we also constructed reporters
of receptor activity using heterologous expression in E. coli. The E. coli reporters
consistently overestimated receptor sensitivity and promiscuity. Further, we found that
overexpression of the AHL receptors in P. aeruginosa was sufficient to increase receptor
sensitivity and promiscuity to levels equal to or greater than those of the E. coli
reporters. Transcription of the target DNA in our reporter assays is a reflection of many
processes, including AHL receptor stability, receptor dimerization, and, ultimately,
receptor binding to DNA. AHL binding both stabilizes receptors by promoting proper
folding and protecting them against proteolysis and promotes receptor dimerization
and binding to DNA (55-57). When considering activity in our reporter assays as a
reflection of a binding reaction, receptor + AHL = receptor - AHL, the concentration
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of the receptor-AHL complex, and therefore the activity of the reporter, is dependent
on both the concentration of AHL ([AHL]) and [receptor] in addition to the affinity of the
receptor for the AHL. This fundamental principle of protein-ligand interactions can
explain how increased expression of the receptor increases the sensitivity of the activity
reporter to both cognate and noncognate AHLs. Indeed, changes in receptor expres-
sion and/or stability have been linked to generalized changes in receptor sensitivity
previously (19, 25, 26). Importantly, AHL receptor expression is typically affected by
complex regulatory systems, and receptor expression levels can vary between strains
and between environmental conditions (58, 59). It is likely that this variability in
expression level leads to variable AHL receptor responses to both self and nonself
signals in natural systems.

Surprisingly, we also found that receptor overexpression in P. aeruginosa results in
AHL-independent activity. Although it is possible that a non-AHL small molecule is
responsible for the observed activity (54, 60), it is also possible that artificially high
expression of the receptors could drive ligand-free DNA binding in our system. Because
PgsE was recently suggested to be the synthase of an alternative RhIR ligand (54), we
tested the effect of pgsE deletion on RhIR activity. In our pgsE deletion strain, rhiR
overexpression still resulted in AHL-independent RhIR activity. Given this finding and
given that all three receptors (RhIR, LasR, and QscR) displayed AHL-independent activity
when overexpressed in P. aeruginosa, we favor ligand-free activation as an explanation
for our observed AHL-independent activity. AHL receptors are typically unstable in the
absence of an AHL and require AHL for binding to promoters in vitro (20, 55, 57, 61).
However, some receptors, such as RhIR (54), are more stable in their parent strains than
when expressed in E. coli or purified, and further, some orphan/solo AHL receptor
homologs are able to exert AHL-independent control over their regulons (38, 62).
Perhaps increased expression of the P. aeruginosa receptors produces sufficient quan-
tities of stable receptor to promote some degree of ligand-free DNA binding in the
parent strain.

E. coli reporter methods, of course, have important applications. First, the QS
systems of many bacteria have not been studied well enough to construct reporters of
receptor activity in the natural host organism. E. coli methods can also remove
confounding factors that arise from the complex natural regulation of QS systems and
their products. Some caution must be applied, however. The molecular mechanisms
that modulate the activity of QS receptors and their regulons in natural host organisms
are sometimes present and functional in E. coli as well (63). Additionally, E. coli has an
AHL receptor, SdiA, which can interfere with receptor activity studies by activating
transcription from the target promoter (64, 65). Although some researchers use sdiA
deletion strains (43, 66), it is common to use readily available chemically competent
cells such as TOP10 or, as we have, DH5a which have intact sdiA and the potential for
artifacts associated with this receptor. We note, however, that in our E. coli experiments,
activity of the reporter required expression of the receptor of interest and was,
therefore, unlikely to be affected by SdiA. Finally, our findings highlight that results
from any study using artificial expression of QS receptors should be interpreted with
their limitations in mind, namely, the artifacts of increased receptor sensitivity and
promiscuity, and the potential for ligand-independent activity. These findings may also
inform the design of engineered cell circuits where it is important to limit cross talk
between receptors and where AHL-independent activation of receptors may have
detrimental effects on applications in engineered biosensors and targeted therapeutic
delivery systems (67).

By systematically and quantitatively measuring receptor responses in their natural
backgrounds, we found that AHL QS receptors display a wide range of signal prefer-
ences and selectivity. Some AHL receptors, such as RhIR, are highly specific for their
cognate signal. Because it is highly conserved across P. aeruginosa clinical isolates and
is essential for virulence in animal models, RhIR has emerged as a potential antiviru-
lence therapeutic target for P. aeruginosa (60, 66, 68, 69). Encouragingly, RhIR’s specific
detection of C4-HSL may be advantageous for the development of selective RhIR
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inhibitors. Our finding that RhIR activity is not saturated even at 1 mM C4-HSL is
somewhat surprising, but it is consistent with previous studies where high concentra-
tions of C4-HSL were required for maximal activity (23, 66, 69). The relative shallowness
of RhIR's dose-response curve to C4-HSL could allow for a greater ability to modulate
activity of the RhIR regulon in nature. In laboratory cultures, clinical isolates of P.
aeruginosa can make as much as fivefold more C4-HSL than the laboratory strain PAO1
and can also produce larger amounts of various RhIR-regulated products (68), possibly
due to altered gene regulation and/or increased C4-HSL production.

On the other end of the spectrum, certain receptors, such as BtaR2, are very
promiscuous, responding to nanomolar concentrations of several signals. The selectiv-
ity of the rest of the AHL receptors lies on a continuum, with most receptors responding
strongly and sensitively to at least one noncognate signal. Using these data, we can
begin to make testable hypotheses about cross talk between QS systems in natural
polymicrobial communities. In the context of a QS proficient strain, promiscuous
activation by a noncognate signal often results in early activation of the QS receptor
(i.e., activation at lower cell densities) (8, 9, 11). It is also important to consider that
noncognate AHLs can inhibit receptor activation by cognate AHLs through various
mechanisms, including partial agonism, receptor destabilization, and stabilization of
the receptor in an inactive conformation (7, 15, 16, 18, 19, 22, 44). As with activation,
the receptors in our study were variably sensitive to inhibition. We and others have
found that LuxR and CviR are sensitive to inhibition by noncognate AHLs (7, 15, 16, 18).
In our study, LasR and QscR were less sensitive to inhibition. Previous studies have
reported more significant inhibition of LasR activity by noncognate AHLs, with some
AHLs acting as inhibitors at lower concentrations and as agnoists at higher concentra-
tions (26, 46). Therefore, we may have missed the inhibitory activity of some AHLs by
measuring at a single concentration. In any case, it is clear that AHL receptors are
susceptible to inhibition by noncognate AHLs and that there are likely a multitude of
complex positive and negative interactions mediated by AHLs in natural polymicrobial
communities.

Our quantitative scoring of receptor selectivity also serves as a basis for hypotheses
about the benefits of specific versus promiscuous QS activation and about how the
diversity in QS signals and receptors evolved. With the exception of QscR, which has no
cognate signal, all receptors tested were most sensitive (i.e., they respond with the
lowest EC,,) to their self-produced cognate signal. By amino acid sequence, QscR is
more closely related to AHL receptors from other organisms than to the other P.
aeruginosa receptors, LasR and RhIR (70). QscR has, therefore, been hypothesized to
have been introduced to P. aeruginosa via horizontal gene transfer (20). It is possible
that QscR originates from a C10-HSL-responsive receptor and has evolved additional
30C12-HSL recognition. Alternatively, promiscuous QscR activation could have arisen
due to some selective advantage for P. aeruginosa.

Interestingly, the two most promiscuous receptors, CviR and BtaR2, control the
synthesis of potent antibiotics, violacein (7) and bactobolin (21), respectively. We have
previously shown that promiscuous activation of CviR can confer a competitive advan-
tage to C. violaceum due to QS-controlled antimicrobial production (8). We speculate
that the selectivity of each AHL receptor may be dictated by its regulon, i.e., by a
selective advantage gained from either specific or promiscuous receptor activation,
and/or by the evolutionary history of the receptor. We are just beginning to
understand the large diversity in AHL receptor structure and function. To gain
insight into the origin and function of promiscuous signaling, it will be necessary to
determine what, if any, impact exists for the promiscuous activation of each
receptor. Our comprehensive data set on AHL receptor selectivity gives us a rational
basis to begin to address longstanding questions about how the diverse array of
AHL signal synthase-receptor pairs has evolved in proteobacteria and about how
signaling systems interact in nature.
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MATERIALS AND METHODS

Bacterial strains, plasmids, and culture conditions. Bacteria and plasmids are listed in Tables S1
and S2 in the supplemental material. V. fischeri was grown in Sea Water Complete (SWC) broth (5¢g
tryptone, 3 g yeast extract per liter in 75% seawater, 25% tap water, 0.3% glycerol [pH 7.0]) or on SWC
agar (SWC broth plus 1.5% Bacto agar). All other bacteria were grown in lysogeny broth (LB) (10g
tryptone, 5 g yeast extract, 5 g NaCl per liter) with 50 mM 3-(N-morpholino)propanesulfonic acid (MOPS)
(pH 7) or on LB agar (LB plus 1.5% Bacto agar) supplemented as noted. Antibiotics used for selection and
plasmid maintenance were as follows: for E. coli, 100 wg/ml ampicillin (Ap) and 10 ug/ml gentamicin
(Gm); for P. aeruginosa, 200 wg/ml carbenicillin (Cb) and 30 wg/ml Gm; for B. thailandensis, 450 pug/ml Gm.
Where indicated, L-arabinose was added at a final concentration of 0.4% (wt/vol). AHLs were obtained
from commercial sources (Sigma-Aldrich, Cayman Chemical Company, and the University of Nottingham
quorum sensing research group) and used without further purification. AHLs were dissolved in ethyl
acetate acidified with 0.01% glacial acetic acid, and prior to addition of bacterial cells, the solution was
dried on the bottom of the culture vessel. Bacteria were grown at room temperature (V. fischeri), 30°C (C.
violaceum), or 37°C (E. coli, P. aeruginosa, and B. thailandensis) with shaking.

Strain and plasmid construction. pPROBE-GT vectors were constructed as follows. PCR fragments
were generated with Sall (P,.,., Ppa1ge7 and P.g;a) or Hindlll (Py..,) and BamHI restriction sites flanking the
promoter region. PCR fragments and pPROBE-GT were digested with restriction enzymes and then were
ligated using T4 DNA ligase. Assembled plasmids were used to transform E. coli and verified by Sanger
sequencing.

To construct arabinose-inducible expression plasmids of lasR, rhiR, gscR, and btaR2, we swapped the
Gm resistance cassette from pJN105L, pJN105.rhIR, pJN105Q, and pJNR2 to Ap resistance by E. coli-
mediated assembly of DNA fragments with end homologies (71). Briefly, the bla gene and the pJN105
vector were PCR amplified with primers designed to add 17 to 24 bases of homology between the two
sequences. NEB 5-alpha E. coli cells were then cotransformed with purified PCR products. The BtaR1
expression plasmid, pJNR1, was constructed as follows. btaR1 was amplified from B. thailandensis E264
gDNA using primers that added EcoRI and Xbal restriction sites. Both the PCR product and pJN were
digested and then ligated to each other.

To create a chromosomal integration of the P, -gfp reporter construct, we PCR amplified
pUCT18mini-Tn7T-Gm by using the primers 5'CGGCCCCGTACCCAGCTTTTGCCTCGCGAAGGCCTTGCA
GGCC and 5'GCCTGGAATTGGGAATTGCGGCTTCTCGAGGAATTCCTGCAG and amplified pPROBE-P,,, with
the reverse complement of the same primers such that the resulting PCR fragment contained the four
terminators upstream of P, , the promoter-gfp sequence, and the terminator downstream from gfp. The
PCR primers introduced regions of homology such that the reporter fragment would ligate to the linear
pUCT18mini-Tn7T-Gm PCR product at the multiple cloning site (MCS) using E. coli-mediated assembly of
DNA fragments with end homologies (71). We cotransformed into P. aeruginosa PAO-SC4 pUC18mini-
Tn7T-P,.,.-gfp and pTNS3 to facilitate insertion of the reporter construct into the neutral attTn7 site (72).
Insertions were verified using the primer pairs P .5 qown™Prn7g aNd Pyims o Pran (72).

Plasmids were introduced into E. coli by using heat shock and into P. aeruginosa and B. thailandensis
by electroporation.

pgsE was deleted from P. aeruginosa PAO-SC4 using methods that will be reported (M. Kostylev, D.
Kim, N. E. Smalley, I. Salukhe, E. P. Greenberg, and A. A. Dandekar, submitted for publication).

Receptor activity measurements. All experiments were begun with stationary-phase overnight-
grown starter cultures. The starter cultures were diluted 1:100 and grown back to log phase (optical
density at 600 nm [ODg,,] between 0.05 and 0.3). All native reporters were diluted to an ODg, of 0.01
and then incubated in 96-well deep well plates with AHLs at the indicated concentrations for 16 to 18 h
(C. violaceum, P. aeruginosa, and B. thailandensis) or for 6 h (V. fischeri). E. coli reporters were treated as
previously reported (73), with the exception that incubation time was extended to 4 h. Briefly, E. coli
reporters were grown to an ODy,, of 0.3, then arabinose was added to induce receptor expression, and
cultures were incubated with AHLs for 4 h. Incubation times were selected to ensure robust reporter
activity for all receptors.

For all bacteria except C. violaceum, following incubation, 100 ul of each culture was transferred to
a black 96-well plate with a clear bottom to measure OD,,, and activation using a Synergy H1 microplate
reader (BioTek Instruments). Activation of LuxR in V. fischeri (MJ215) was quantified by measuring
luminescence. Activation of receptors in P. aeruginosa, B. thailandensis, and E. coli was measured as GFP
fluorescence (excitation 490 nm, emission 520 nm, gain 50). Activation measurements were normalized
by dividing by ODg,.

Violacein was used as a measure of CviR activity in C. violaceum (CV026). Briefly, overnight cultures
were pelleted by centrifugation and suspended in an equal volume of DMSO to extract the violacein.
Cells were pelleted and 100 ul supernatant fluid was transferred to a clear 96-well plate. Violacein was
quantified by measuring absorbance at 585 nm (74).

Selectivity score. The area under the curve (AUC) for the activation of each receptor by each signal
was calculated using GraphPad Prism for AHL concentrations up to 100 uM. Selectivity was calculated
using the following formula:

AUCMost potent AHL
% AUC, other AHLs

Reported scores are means * standard deviations of n = 3 independent experiments.

selectivity score =

March/April 2019 Volume 10 Issue 2 e00146-19

mBio’

mbio.asm.org 11


https://mbio.asm.org

Wellington and Greenberg

SUPPLEMENTAL MATERIAL
Supplemental material for this article may be found at https://doi.org/10.1128/mBio
.00146-19.

FIG S1, TIF file, 0.7 MB.

FIG S2, TIF file, 1.3 MB.
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TABLE S4, DOCX file, 0.1 MB.

ACKNOWLEDGMENTS
This research was sponsored by a grant from the U.S. Public Health Service
(GM59026) to E.P.G. S.W. received postdoctoral support from the University of Wash-

ington Pulmonary and Critical Care training grant T32 HL007287.

REFERENCES

1.

10.

1.

12.

March/April 2019 Volume 10

Whiteley M, Diggle SP, Greenberg EP. 2017. Progress in and promise of
bacterial quorum sensing research. Nature 551:313-320. https://doi.org/
10.1038/nature24624.

. Kaplan HB, Greenberg EP. 1985. Diffusion of autoinducer is involved in

regulation of the Vibrio fischeri luminescence system. J Bacteriol 163:
1210-1214.

. Pearson JP, Van Delden C, Iglewski BH. 1999. Active efflux and diffusion

are involved in transport of Pseudomonas aeruginosa cell-to-cell signals.
J Bacteriol 181:1203-1210.

. Rajput A, Kaur K, Kumar M. 2016. SigMol: repertoire of quorum sensing

signaling molecules in prokaryotes. Nucleic Acids Res 44:D634-D639.
https://doi.org/10.1093/nar/gkv1076.

. Palmer AG, Streng E, Jewell KA, Blackwell HE. 2011. Quorum sensing in

bacterial species that use degenerate autoinducers can be tuned by
using structurally identical non-native ligands. Chembiochem 12:
138-147. https://doi.org/10.1002/cbic.201000551.

. Hawver LA, Jung SA, Ng W-L. 2016. Specificity and complexity in bac-

terial quorum-sensing systems. FEMS Microbiol Rev 40:738-752. https://
doi.org/10.1093/femsre/fuw014.

. McClean KH, Winson MK, Fish L, Taylor A, Chhabra SR, Camara M, Daykin

M, Lamb JH, Swift S, Bycroft BW, Stewart GS, Williams P. 1997. Quorum
sensing and Chromobacterium violaceum: exploitation of violacein pro-
duction and inhibition for the detection of N-acylhomoserine lactones.
Microbiology 143:3703-3711. https://doi.org/10.1099/00221287-143-12
-3703.

. Chandler JR, Heilmann S, Mittler JE, Greenberg EP. 2012. Acyl-

homoserine lactone-dependent eavesdropping promotes competition
in a laboratory co-culture model. ISME J 6:2219-2228. https://doi.org/
10.1038/ismej.2012.69.

. Valente RS, Nadal-Jimenez P, Carvalho AFP, Vieira FJD, Xavier KB. 2017.

Signal integration in quorum sensing enables cross-species induction of
virulence in Pectobacterium wasabiae. mBio 8:€00398-17. https://doi.org/
10.1128/mBi0.00398-17.

Hosni T, Moretti C, Devescovi G, Suarez-Moreno ZR, Fatmi MB, Guarnac-
cia C, Pongor S, Onofri A, Buonaurio R, Venturi V. 2011. Sharing of
quorum-sensing signals and role of interspecies communities in a bac-
terial plant disease. ISME J 5:1857-1870. https://doi.org/10.1038/ismej
.2011.65.

Dulla GFJ, Lindow SE. 2009. Acyl-homoserine lactone-mediated cross
talk among epiphytic bacteria modulates behavior of Pseudomonas
syringae on leaves. ISME J 3:825-834. https://doi.org/10.1038/ismej
.2009.30.

Riedel K, Hentzer M, Geisenberger O, Huber B, Steidle A, Wu H, Hoiby N,
Givskov M, Molin S, Eberl L. 2001. N-acylhomoserine-lactone-mediated
communication between Pseudomonas aeruginosa and Burkholderia ce-

Issue 2 e00146-19

20.

21,

22.

23.

mBio’

pacia in mixed biofilms. Microbiology 147:3249-3262. https://doi.org/
10.1099/00221287-147-12-3249.

. Ferluga S, Steindler L, Venturi V. 2008. N-acyl homoserine lactone quo-

rum sensing in Gram-negative rhizobacteria, p 69-90. In Karlovsky P
(ed), Secondary metabolites in soil ecology. Springer, Berlin, Germany.

. Silva KPT, Chellamuthu P, Boedicker JQ. 2017. Quantifying the strength

of quorum sensing crosstalk within microbial communities. PLoS Com-
put Biol 13:e1005809. https://doi.org/10.1371/journal.pcbi.1005809.

. Geske GD, O'Neill JC, Miller DM, Mattmann ME, Blackwell HE. 2007.

Modulation of bacterial quorum sensing with synthetic ligands: system-
atic evaluation of N-acylated homoserine lactones in multiple species
and new insights into their mechanisms of action. J Am Chem Soc
129:13613-13625. https://doi.org/10.1021/ja074135h.

. Geske GD, O'Neill JC, Miller DM, Wezeman RJ, Mattmann ME, Lin Q,

Blackwell HE. 2008. Comparative analyses of N-acylated homoserine
lactones reveal unique structural features that dictate their ability to
activate or inhibit quorum sensing. Chembiochem 9:389-400. https://
doi.org/10.1002/cbic.200700551.

. Schaefer AL, Hanzelka BL, Eberhard A, Greenberg EP. 1996. Quorum

sensing in Vibrio fischeri: probing autoinducer-LuxR interactions with
autoinducer analogs. J Bacteriol 178:2897-2901. https://doi.org/10.1128/
jb.178.10.2897-2901.1996.

. Swem LR, Swem DL, O’Loughlin CT, Gatmaitan R, Zhao B, Ulrich SM,

Bassler BL. 2009. A quorum-sensing antagonist targets both membrane-
bound and cytoplasmic receptors and controls bacterial pathogenicity.
Mol Cell 35:143-153. https://doi.org/10.1016/j.molcel.2009.05.029.

. Zhu J, Beaber JW, Moré MI, Fuqua C, Eberhard A, Winans SC. 1998.

Analogs of the autoinducer 3-oxooctanoyl-homoserine lactone strongly
inhibit activity of the TraR protein of Agrobacterium tumefaciens. J
Bacteriol 180:5398-5405.

Lee J-H, Lequette Y, Greenberg EP. 2006. Activity of purified QscR, a
Pseudomonas aeruginosa orphan quorum-sensing transcription factor.
Mol Microbiol 59:602-609. https://doi.org/10.1111/j.1365-2958.2005
.04960.x.

Duerkop BA, Varga J, Chandler JR, Peterson SB, Herman JP, Churchill
MEA, Parsek MR, Nierman WC, Greenberg EP. 2009. Quorum-sensing
control of antibiotic synthesis in Burkholderia thailandensis. J Bacteriol
191:3909-3918. https://doi.org/10.1128/JB.00200-09.

Gerdt JP, Wittenwyler DM, Combs JB, Boursier ME, Brummond JW, Xu H,
Blackwell HE. 2017. Chemical interrogation of LuxR-type quorum sensing
receptors reveals new insights into receptor selectivity and the potential
for interspecies bacterial signaling. ACS Chem Biol 12:2457-2464.
https://doi.org/10.1021/acschembio.7b00458.

Kylilis N, Tuza ZA, Stan G-B, Polizzi KM. 2018. Tools for engineering
coordinated system behaviour in synthetic microbial consortia. Nat
Commun 9:2677. https://doi.org/10.1038/541467-018-05046-2.

mbio.asm.org 12


https://doi.org/10.1128/mBio.00146-19
https://doi.org/10.1128/mBio.00146-19
https://doi.org/10.1038/nature24624
https://doi.org/10.1038/nature24624
https://doi.org/10.1093/nar/gkv1076
https://doi.org/10.1002/cbic.201000551
https://doi.org/10.1093/femsre/fuw014
https://doi.org/10.1093/femsre/fuw014
https://doi.org/10.1099/00221287-143-12-3703
https://doi.org/10.1099/00221287-143-12-3703
https://doi.org/10.1038/ismej.2012.69
https://doi.org/10.1038/ismej.2012.69
https://doi.org/10.1128/mBio.00398-17
https://doi.org/10.1128/mBio.00398-17
https://doi.org/10.1038/ismej.2011.65
https://doi.org/10.1038/ismej.2011.65
https://doi.org/10.1038/ismej.2009.30
https://doi.org/10.1038/ismej.2009.30
https://doi.org/10.1099/00221287-147-12-3249
https://doi.org/10.1099/00221287-147-12-3249
https://doi.org/10.1371/journal.pcbi.1005809
https://doi.org/10.1021/ja074135h
https://doi.org/10.1002/cbic.200700551
https://doi.org/10.1002/cbic.200700551
https://doi.org/10.1128/jb.178.10.2897-2901.1996
https://doi.org/10.1128/jb.178.10.2897-2901.1996
https://doi.org/10.1016/j.molcel.2009.05.029
https://doi.org/10.1111/j.1365-2958.2005.04960.x
https://doi.org/10.1111/j.1365-2958.2005.04960.x
https://doi.org/10.1128/JB.00200-09
https://doi.org/10.1021/acschembio.7b00458
https://doi.org/10.1038/s41467-018-05046-2
https://mbio.asm.org

Quorum Sensing Signal Selectivity

24,

25.

26.

27.

28.

29.

30.

31.

32.

33.

34,

35.

36.

37.

38.

39.

40.

41.

42.

43.

March/April 2019 Volume 10

Welsh MA, Blackwell HE. 2016. Chemical probes of quorum sensing: from
compound development to biological discovery. FEMS Microbiol Rev
40:774-794. https://doi.org/10.1093/femsre/fuw009.

Collins CH, Arnold FH, Leadbetter JR. 2005. Directed evolution of Vibrio
fischeri LuxR for increased sensitivity to a broad spectrum of acyl-
homoserine lactones. Mol Microbiol 55:712-723. https://doi.org/10
.1111/j.1365-2958.2004.04437 .x.

Moore JD, Rossi FM, Welsh MA, Nyffeler KE, Blackwell HE. 2015. A
comparative analysis of synthetic quorum sensing modulators in Pseu-
domonas aeruginosa: new insights into mechanism, active efflux suscep-
tibility, phenotypic response, and next-generation ligand design. J Am
Chem Soc 137:14626-14639. https://doi.org/10.1021/jacs.5b06728.
Harris JK, De Groote MA, Sagel SD, Zemanick ET, Kapsner R, Penvari C,
Kaess H, Deterding RR, Accurso FJ, Pace NR. 2007. Molecular identifica-
tion of bacteria in bronchoalveolar lavage fluid from children with cystic
fibrosis. Proc Natl Acad Sci U S A 104:20529-20593. https://doi.org/10
.1073/pnas.0709804104.

Filkins LM, O'Toole GA. 2015. Cystic fibrosis lung infections: polymicro-
bial, complex, and hard to treat. PLoS Pathog 11:€1005258. https://doi
.org/10.1371/journal.ppat.1005258.

Dowd SE, Wolcott RD, Sun Y, McKeehan T, Smith E, Rhoads D. 2008.
Polymicrobial nature of chronic diabetic foot ulcer biofilm infections
determined using bacterial tag encoded FLX amplicon pyrosequencing
(bTEFAP). PLoS One 3:e3326. https://doi.org/10.1371/journal.pone
.0003326.

Lin Y, Majumdar SS, Hennessy J, Baird RW. 2016. The spectrum of
Chromobacterium violaceum infections from a single geographic loca-
tion. Am J Trop Med Hyg 94:710-716. https://doi.org/10.4269/ajtmh.15
-0862.

Batista JH, da Silva Neto JF. 2017. Chromobacterium violaceum
pathogenicity: updates and insights from genome sequencing of novel
Chromobacterium species. Front Microbiol 8:2213. https://doi.org/10
.3389/fmicb.2017.02213.

Majerczyk C, Brittnacher M, Jacobs M, Armour CD, Radey M, Schneider E,
Phattarasokul S, Bunt R, Greenberg EP. 2014. Global analysis of the
Burkholderia thailandensis quorum sensing-controlled regulon. J Bacte-
riol 196:1412-1424. https://doi.org/10.1128/JB.01405-13.

Schuster M, Sexton DJ, Diggle SP, Greenberg EP. 2013. Acyl-homoserine
lactone quorum sensing: from evolution to application. Annu Rev Microbiol
67:43-63. https://doi.org/10.1146/annurev-micro-092412-155635.
Subramoni S, Venturi V. 2009. LuxR-family ‘solos”: bachelor sensors/
regulators of signalling molecules. Microbiology 155:1377-1385. https://
doi.org/10.1099/mic.0.026849-0.

Schuster M, Lostroh CP, Ogi T, Greenberg EP. 2003. Identification, timing,
and signal specificity of Pseudomonas aeruginosa quorum-controlled
genes: a transcriptome analysis. J Bacteriol 185:2066-2079. https://doi
.org/10.1128/JB.185.7.2066-2079.2003.

de Kievit T, Seed PC, Nezezon J, Passador L, Iglewski BH. 1999. Rsal, a
novel repressor of virulence gene expression in Pseudomonas aerugi-
nosa. J Bacteriol 181:2175-2184.

Whiteley M, Lee KM, Greenberg EP. 1999. Identification of genes con-
trolled by quorum sensing in Pseudomonas aeruginosa. Proc Natl Acad
Sci U S A 96:13904-13909. https://doi.org/10.1073/pnas.96.24.13904.
Truong TT, Seyedsayamdost M, Greenberg EP, Chandler JR. 2015. A
Burkholderia thailandensis acyl-homoserine lactone-independent LuxR
homolog that activates production of the cytotoxin malleilactone. J
Bacteriol 197:3456-3462. https://doi.org/10.1128/JB.00425-15.
Majerczyk C, Schneider E, Greenberg EP. 2016. Quorum sensing control
of Type VI secretion factors restricts the proliferation of quorum-sensing
mutants. Elife 5:e14712. https://doi.org/10.7554/eLife.14712.

Conway B, Greenberg EP. 2002. Quorum-sensing signals and quorum-
sensing genes in Burkholderia vietnamiensis. J Bacteriol 184:1187-1191.
https://doi.org/10.1128/jb.184.4.1187-1191.2002.

Mattmann ME, Geske GD, Worzalla GA, Chandler JR, Sappington KJ, Green-
berg EP, Blackwell HE. 2008. Synthetic ligands that activate and inhibit a
quorum-sensing regulator in Pseudomonas aeruginosa. Bioorg Med Chem
Lett 18:3072-3075. https://doi.org/10.1016/j.bmcl.2007.11.095.

Mattmann ME, Shipway PM, Heth NJ, Blackwell HE. 2011. Potent and
selective synthetic modulators of a quorum sensing repressor in Pseu-
domonas aeruginosa identified from second-generation libraries of
N-acylated L-homoserine lactones. Chembiochem 12:942-949. https://
doi.org/10.1002/cbic.201000708.

Boursier ME, Manson DE, Combs JB, Blackwell HE. 2018. A comparative
study of non-native N-acyl L-homoserine lactone analogs in two Pseu-

Issue 2 e00146-19

44,

45,

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

mBio’

domonas aeruginosa quorum sensing receptors that share a common
native ligand yet inversely regulate virulence. Biorg Med Chem 26:
5336-5342. https://doi.org/10.1016/j.bmc.2018.05.018.
Wysoczynski-Horita CL, Boursier ME, Hill R, Hansen K, Blackwell HE,
Churchill MEA. 2018. Mechanism of agonism and antagonism of the
Pseudomonas aeruginosa quorum sensing regulator QscR with non-
native ligands. Mol Microbiol 108:240-257. https://doi.org/10.1111/mmi
.13930.

Yadav B, Pemovska T, Szwajda A, Kulesskiy E, Kontro M, Karjalainen R,
Majumder MM, Malani D, Murumégi A, Knowles J, Porkka K, Heckman C,
Kallioniemi O, Wennerberg K, Aittokallio T. 2014. Quantitative scoring of
differential drug sensitivity for individually optimized anticancer thera-
pies. Sci Rep 4:5193. https://doi.org/10.1038/srep05193.

Moore JD, Gerdt JP, Eibergen NR, Blackwell HE. 2014. Active efflux
influences the potency of quorum sensing inhibitors in Pseudomonas
aeruginosa. Chembiochem 15:435-442. https://doi.org/10.1002/cbic
.201300701.

Asfahl KL, Schuster M. 2017. Social interactions in bacterial cell-cell signal-
ing. FEMS Microbiol Rev 41:92-107. https://doi.org/10.1093/femsre/fuw038.
Schuster M, Greenberg EP. 2007. Early activation of quorum sensing in
Pseudomonas aeruginosa reveals the architecture of a complex regulon.
BMC Genomics 8:287. https://doi.org/10.1186/1471-2164-8-287.
Venturi V, Rampioni G, Pongor S, Leoni L. 2011. The virtue of
temperance: built-in negative regulators of quorum sensing in Pseu-
domonas. Mol Microbiol 82:1060-1070. https://doi.org/10.1111/j.1365
-2958.2011.07890.x.

Drees Steffen L, Fetzner S. 2015. PqsE of Pseudomonas aeruginosa acts as
pathway-specific thioesterase in the biosynthesis of alkylquinolone sig-
naling molecules. Chem Biol 22:611-618. https://doi.org/10.1016/j
.chembiol.2015.04.012.

Farrow JM, Ill, Sund ZM, Ellison ML, Wade DS, Coleman JP, Pesci EC. 2008.
PgsE functions independently of PgsR-Pseudomonas quinolone signal
and enhances the rhl quorum-sensing system. J Bacteriol 190:
7043-7051. https://doi.org/10.1128/JB.00753-08.

Hazan R, He J, Xiao G, Dekimpe V, Apidianakis Y, Lesic B, Astrakas C,
Déziel E, Lépine F, Rahme LG. 2010. Homeostatic interplay between
bacterial cell-cell signaling and iron in virulence. PLoS Pathog
6:21000810. https://doi.org/10.1371/journal.ppat.1000810.

Zender M, Witzgall F, Drees SL, Weidel E, Maurer CK, Fetzner S, Blanken-
feldt W, Empting M, Hartmann RW. 2016. Dissecting the multiple roles of
PqsE in Pseudomonas aeruginosa virulence by discovery of small tool
compounds. ACS Chem Biol 11:1755-1763. https://doi.org/10.1021/
acschembio.6b00156.

Mukherjee S, Moustafa DA, Stergioula V, Smith CD, Goldberg JB, Bassler BL.
2018. The PgsE and RhIR proteins are an autoinducer synthase-receptor
pair that control virulence and biofilm development in Pseudomonas aerugi-
nosa. Proc Natl Acad Sci U S A 115:E9411-E9418. https://doi.org/10.1073/
pnas.1814023115.

Zhu J, Winans SC. 1999. Autoinducer binding by the quorum-sensing
regulator TraR increases affinity for target promoters in vitro and de-
creases TraR turnover rates in whole cells. Proc Natl Acad Sci U S A
96:4832-4837. https://doi.org/10.1073/pnas.96.9.4832.

Zhu J, Winans SC. 2001. The quorum-sensing transcriptional regulator
TraR requires its cognate signaling ligand for protein folding, protease
resistance, and dimerization. Proc Natl Acad Sci U S A 98:1507-1512.
https://doi.org/10.1073/pnas.98.4.1507.

Oinuma K-I, Greenberg EP. 2011. Acyl-homoserine lactone binding to
and stability of the orphan Pseudomonas aeruginosa quorum-sensing
signal receptor QscR. J Bacteriol 193:421-428. https://doi.org/10.1128/
JB.01041-10.

Bratu S, Gupta J, Quale J. 2006. Expression of the las and rhl quorum-sensing
systems in clinical isolates of Pseudomonas aeruginosa does not correlate
with efflux pump expression or antimicrobial resistance. J Antimicrob Che-
mother 58:1250-1253. https://doi.org/10.1093/jac/dkl407.

Duan K, Surette MG. 2007. Environmental regulation of Pseudomonas
aeruginosa PAO1 las and rhl quorum-sensing systems. J Bacteriol 189:
4827-4836. https://doi.org/10.1128/JB.00043-07.

Mukherjee S, Moustafa D, Smith CD, Goldberg JB, Bassler BL. 2017. The
RhIR quorum-sensing receptor controls Pseudomonas aeruginosa patho-
genesis and biofilm development independently of its canonical homo-
serine lactone autoinducer. PLoS Pathog 13:21006504. https://doi.org/
10.1371/journal.ppat.1006504.

Urbanowski ML, Lostroh CP, Greenberg EP. 2004. Reversible acyl-

mbio.asm.org 13


https://doi.org/10.1093/femsre/fuw009
https://doi.org/10.1111/j.1365-2958.2004.04437.x
https://doi.org/10.1111/j.1365-2958.2004.04437.x
https://doi.org/10.1021/jacs.5b06728
https://doi.org/10.1073/pnas.0709804104
https://doi.org/10.1073/pnas.0709804104
https://doi.org/10.1371/journal.ppat.1005258
https://doi.org/10.1371/journal.ppat.1005258
https://doi.org/10.1371/journal.pone.0003326
https://doi.org/10.1371/journal.pone.0003326
https://doi.org/10.4269/ajtmh.15-0862
https://doi.org/10.4269/ajtmh.15-0862
https://doi.org/10.3389/fmicb.2017.02213
https://doi.org/10.3389/fmicb.2017.02213
https://doi.org/10.1128/JB.01405-13
https://doi.org/10.1146/annurev-micro-092412-155635
https://doi.org/10.1099/mic.0.026849-0
https://doi.org/10.1099/mic.0.026849-0
https://doi.org/10.1128/JB.185.7.2066-2079.2003
https://doi.org/10.1128/JB.185.7.2066-2079.2003
https://doi.org/10.1073/pnas.96.24.13904
https://doi.org/10.1128/JB.00425-15
https://doi.org/10.7554/eLife.14712
https://doi.org/10.1128/jb.184.4.1187-1191.2002
https://doi.org/10.1016/j.bmcl.2007.11.095
https://doi.org/10.1002/cbic.201000708
https://doi.org/10.1002/cbic.201000708
https://doi.org/10.1016/j.bmc.2018.05.018
https://doi.org/10.1111/mmi.13930
https://doi.org/10.1111/mmi.13930
https://doi.org/10.1038/srep05193
https://doi.org/10.1002/cbic.201300701
https://doi.org/10.1002/cbic.201300701
https://doi.org/10.1093/femsre/fuw038
https://doi.org/10.1186/1471-2164-8-287
https://doi.org/10.1111/j.1365-2958.2011.07890.x
https://doi.org/10.1111/j.1365-2958.2011.07890.x
https://doi.org/10.1016/j.chembiol.2015.04.012
https://doi.org/10.1016/j.chembiol.2015.04.012
https://doi.org/10.1128/JB.00753-08
https://doi.org/10.1371/journal.ppat.1000810
https://doi.org/10.1021/acschembio.6b00156
https://doi.org/10.1021/acschembio.6b00156
https://doi.org/10.1073/pnas.1814023115
https://doi.org/10.1073/pnas.1814023115
https://doi.org/10.1073/pnas.96.9.4832
https://doi.org/10.1073/pnas.98.4.1507
https://doi.org/10.1128/JB.01041-10
https://doi.org/10.1128/JB.01041-10
https://doi.org/10.1093/jac/dkl407
https://doi.org/10.1128/JB.00043-07
https://doi.org/10.1371/journal.ppat.1006504
https://doi.org/10.1371/journal.ppat.1006504
https://mbio.asm.org

Wellington and Greenberg

62.

63.

64.

65.

66.

67.

68.

March/April 2019 Volume 10

homoserine lactone binding to purified Vibrio fischeri LuxR protein. J
Bacteriol 186:631-637. https://doi.org/10.1128/JB.186.3.631-637.2004.
Cox ARJ, Thomson NR, Bycroft B, Stewart GS, Williams P, Salmond GPC.
1998. A pheromone-independent CarR protein controls carbapenem
antibiotic synthesis in the opportunistic human pathogen Serratia
marcescens. Microbiology 144:201-209. https://doi.org/10.1099/
00221287-144-1-201.

Jude F, Kohler T, Branny P, Perron K, Mayer MP, Comte R, van Delden C.
2003. Posttranscriptional control of quorum-sensing-dependent viru-
lence genes by DksA in Pseudomonas aeruginosa. J Bacteriol 185:
3558-3566. https://doi.org/10.1128/JB.185.12.3558-3566.2003.

Lindsay A, Ahmer BMM. 2005. Effect of sdiA on biosensors of
N-acylhomoserine lactones. J Bacteriol 187:5054. https://doi.org/10
.1128/JB.187.14.5054-5058.2005.

Van Houdt R, Aertsen A, Moons P, Vanoirbeek K, Michiels CW. 2006. N-acyl-
L-homoserine lactone signal interception by Escherichia coli. FEMS Microbiol
Lett 256:83-89. https://doi.org/10.1111/j.1574-6968.2006.00103 x.

Boursier ME, Moore JD, Heitman KM, Shepardson-Fungairino SP, Combs
JB, Koenig LC, Shin D, Brown EC, Nagarajan R, Blackwell HE. 2018.
Structure-function analyses of the N-butanoyl L-homoserine lactone
quorum-sensing signal define features critical to activity in RhIR. ACS
Chem Biol 13:2655-2662. https://doi.org/10.1021/acschembio.8b00577.
Davis RM, Muller RY, Haynes KA. 2015. Can the natural diversity of
quorum-sensing advance synthetic biology? Front Bioeng Biotechnol
3:30. https://doi.org/10.3389/fbioe.2015.00030.

Feltner JB, Wolter DJ, Pope CE, Groleau M-C, Smalley NE, Greenberg EP,
Mayer-Hamblett N, Burns J, Déziel E, Hoffman LR, Dandekar AA. 2016.

Issue 2 e00146-19

69.

70.

71.

72.

73.

74.

mBio’

LasR variant cystic fibrosis isolates reveal an adaptable quorum-sensing
hierarchy in Pseudomonas aeruginosa. mBio 7:¢01513-16. https://doi
.0rg/10.1128/mBio.01513-16.

Eibergen NR, Moore JD, Mattmann ME, Blackwell HE. 2015. Potent and
selective modulation of the RhIR quorum sensing receptor by using
non-native ligands: an emerging target for virulence control in Pseu-
domonas aeruginosa. Chembiochem 16:2348-2356. https://doi.org/10
.1002/cbic.201500357.

Lerat E, Moran NA. 2004. The evolutionary history of quorum-sensing
systems in bacteria. Mol Biol Evol 21:903-913. https://doi.org/10.1093/
molbev/msh097.

Kostylev M, Otwell AE, Richardson RE, Suzuki Y. 2015. Cloning should be
simple: Escherichia coli DH5a-mediated assembly of multiple DNA frag-
ments with short end homologies. PLoS One 10:e0137466. https://doi
.0rg/10.1371/journal.pone.0137466.

Choi K-H, Schweizer HP. 2006. mini-Tn7 insertion in bacteria with single
attTn7 sites: example Pseudomonas aeruginosa. Nat Protoc 1:153-161.
https://doi.org/10.1038/nprot.2006.24.

Lintz MJ, Oinuma K-l, Wysoczynski CL, Greenberg EP, Churchill MEA.
2011. Crystal structure of QscR, a Pseudomonas aeruginosa quorum
sensing signal receptor. Proc Natl Acad Sci U S A 108:15763-15768.
https://doi.org/10.1073/pnas.1112398108.

Zhao M, Yu Y, Hua Y, Feng F, Tong Y, Yang X, Xiao J, Song H. 2013. Design,
synthesis and biological evaluation of N-sulfonyl homoserine lactone deriv-
atives as inhibitors of quorum sensing in Chromobacterium violaceum.
Molecules 18:3266-3278. https://doi.org/10.3390/molecules18033266.

mbio.asm.org 14


https://doi.org/10.1128/JB.186.3.631-637.2004
https://doi.org/10.1099/00221287-144-1-201
https://doi.org/10.1099/00221287-144-1-201
https://doi.org/10.1128/JB.185.12.3558-3566.2003
https://doi.org/10.1128/JB.187.14.5054-5058.2005
https://doi.org/10.1128/JB.187.14.5054-5058.2005
https://doi.org/10.1111/j.1574-6968.2006.00103.x
https://doi.org/10.1021/acschembio.8b00577
https://doi.org/10.3389/fbioe.2015.00030
https://doi.org/10.1128/mBio.01513-16
https://doi.org/10.1128/mBio.01513-16
https://doi.org/10.1002/cbic.201500357
https://doi.org/10.1002/cbic.201500357
https://doi.org/10.1093/molbev/msh097
https://doi.org/10.1093/molbev/msh097
https://doi.org/10.1371/journal.pone.0137466
https://doi.org/10.1371/journal.pone.0137466
https://doi.org/10.1038/nprot.2006.24
https://doi.org/10.1073/pnas.1112398108
https://doi.org/10.3390/molecules18033266
https://mbio.asm.org

	RESULTS
	Construction of reporters in native hosts and E. coli. 
	AHL receptors display a variety of signal preferences. 
	Development of a quantitative selectivity score. 
	Overexpression of receptors is sufficient to increase sensitivity and promiscuity. 

	DISCUSSION
	MATERIALS AND METHODS
	Bacterial strains, plasmids, and culture conditions. 
	Strain and plasmid construction. 
	Receptor activity measurements. 
	Selectivity score. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

