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Winning the game “Rock, Scissors, Paper” depends on what others do. There is no

guarantee that one choice will always win. Does the adaptive immune system use the

same intransitive logic to select winners? Here I propose that specialized receptor-ligand

pairs, called clicks, initiate contextual cell death to select the best adaptive immune

response to a particular challenge. The outcome depends heavily on the phenotypic

plasticity of the immune system and upon cell assemblies built from different lineages.

These assemblies are self-organizing and use clicks to determine the combination of

cells best equipped to defeat a threat. The arrangement is highly adaptive and capable

of rapid evolution. Opportunities exist to re-engineer click-based assemblies to produce

novel therapeutics.

Keywords: intransitive logic, phenotypic plasticity, contextual cell death, trogocytosis, transendocytosis, chaos &

non-linearity, CAR (chimeric antigen receptor) T cells, gene therapeutics

SIGNIFICANCE

- The immune system bootstraps itself from the Mendelian assortment of receptor-ligand pairs
allotted to each individual;

- Certain receptor ligand pairs, here called clicks, direct the contact-dependent killing of one
cell-type by another where only one cell survives the interaction;

- The interactions are context dependent and rely on phenotypic plasticity;
- This form of cell death, referred to here as Contextual Cell Death (CCD), differs from
Programmed Cell Death and Incidental Cell death;

- CCD selects the best out of many possible immune responses by the targeted fratricide of siblings
offering less adaptive responses;

- Responses based on click-based cell assemblies evolve rapidly through the pathogen-driven
selection of receptor-ligand pairs that promote survival.

OUTSTANDING QUESTIONS

- Can we reverse engineer clicks to create next generation therapeutics?
- Can we genetically reprogram disease-producing click assemblies?
- Are bispecific therapeutics an effective way to achieve the same goals?
- Can we exploit the phenotypic plasticity of immune cells for similar outcomes?

STARTING FROM A SINGLE CELL

One of the mysteries of the immune system is that it works at all. The different sets of receptors
and ligands inherited from each parent must function together. Adding to this complexity is the
rearrangement of immunoglobulin and T-Cell receptor genes to create a repertoire unique to each
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individual. Further, each possible immune cell varies in how
it responds to external stimuli and in the set of genetic
programs it expresses. Some cells amplify while others involute.
Yet, by working together, immune cells produce a wide range
of responses to defeat threats from intra- and extracellular
pathogens. Each encounter protects against further attacks
without breeching self-tolerance. These outcomes rely on cells
that initially know very little about each other, yet together
they withstand attacks from a constantly evolving armada
of marauders.

Experimental findings from a wide range of ‘omic
technologies demonstrate that immune responses depend upon
context and the phenotypic plasticity of the lineages involved.
These findings extend the early discoveries of Grossman and
Heberman (1) and O’Shea and Paul (2). The more recent data
reveals that phenotypic plasticity is more complex than originally
imagined, involving, for example, the maturation of T helper
cells into T regulatory cells (3), and the expression by activated
cytotoxic T-cells of receptors previously thought restricted to
the NK lineage (4) (Figure 1). The importance of context in cell
fate finds confirmation in single cell sequencing studies, with the
probabilities of each outcome changeable by circumstance and
influenced by neighbor (5).

CONTEXTUAL CELL DEATH

One approach to modeling immune responses derives from the
class of two signal models initially proposed by Brestcher and
Cohn (6) and extended by Jain and Pasare (7). The models
focus on antigen-specific interactions that provide an activating
signal 1, with signal 2 determining whether the triggered cell
survives or undergoes programmed cell death. There are three
possible outcomes: no response when signal 1 is sub-threshold;
stimulation when signal 1 and 2 are both active; either anergy
or cell death when signal 1 is present, but signal 2 is absent
[reviewed in Baxter and Hodgkin (8)]. Such models build on
the clonal selection theory initially proposed by Burnett and
describe fate decisions each cell makes for itself [reviewed in
Freitas and Rocha (9)]. They do not address the question of how
the individual decisions made by each cell combine to select the
most appropriate immune response, nor do they address the role
of lineage plasticity in outcomes.

The discussion here begins with the many reports of fratricide
occurring between immune cells. Such interactions appear to be
the rule rather than the exception. Of the estimated, 3 × 1013

cells in the human body, 0.3 × 1012 are lymphocytes (10). The
turnover rate is 0.6% per day (11). Programmed cell death and
incidental cell death (caused by external factors, such as severe
energy shortage and physical injury) (12) certainly accounts for
some of the attrition. Contextual cell death (CCD), where under
certain conditions fratricide occurs, is another contributor to
cell loss.

Here I propose that CCD is a key regulator of the adaptive
immune response. CCD enables the generation of the most
pragmatic of all possible solutions to whatever threat presents
itself. Selecting the best response involves removing siblings
that are less capable of dealing with the threat, those that are
best at responding to other types of challenge and those that

FIGURE 1 | A 4-click based on intransitive logic. Clicks are cell-mediated

receptor-ligand interaction between cells in which one partner suppresses the

other (lines with flat ends signify killing). Here clicks between type 1 lineage

helper cells (Th1 and Tr1) and cytotoxic cells (Tc and Tnk) are illustrated with

the arrows on the dotted line pointing from earlier stages of development to

later ones (3, 4). This assembly relies on the phenotypic plasticity of both

lineages. Depending on context, either a suppressive or cytotoxic immune

responses dominates. These assemblies represent directed cycles in which

clicks are unique to each cell pairing. Newly generated cells within a lineage

regulate an older generation, not its progeny. The light blue arrows indicate

bystander parameters that are included in the model and affect the size of

each population but do not change the intransitive logic that controls the cycle.

promote auto-immunity. It is more efficient to remove these
siblings than to prescribe exactly how each should behave. Even
though this may seem wasteful, there are plenty of replacements
produced each day. For the adaptive immune system, selecting
from a diverse set of possible responses trumps just using a set of
pre-specified endings.

Here I propose a rule set for CCD based on specialized
ligand-receptor pairs called “clicks.” Clicks are receptor-ligand
pairs formed between two cells that initiate the death of one
of the cells. They are directional, acting as triggers that allow
one responder population to eliminate another. The definition
of clicks is functional and does not refer to a single class of
receptor-ligand pair. Examples include antigen-specific receptors
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that initiate cytotoxic responses and checkpoints inhibitors that
produce cell death. The term click is not synonymous with either.

The weapons clicks use for killing cells exist in most, if not all,
lineages. For example, perforin- and granzyme-positive granules
exist in T-Cells, natural killer (NK) cells, B-cells (13), dendritic
cells and polymorphic neutrophils (14). When perforin fails,
killing occurs through other cell death pathways such as Fas and
Fas ligand (FasL). Some cells execute targets in multiple ways.
NK cells deploy perforin/granzyme effectors and death-receptors
(15). Cells can trigger death pathways via different clicks. NK
use lectin, Fc receptor and other ligands to initiate perforin
release. Transendocytosis is another mechanism for inducing
cell death. In one example, CTLA-4 strips the co-stimulatory
molecules CD80 and CD86 from themembranes of naïve T-Cells,
preventing their full activation, condemning them to death by
apoptosis (16). In every case, killing is directional, with only one
cell dying.

Collectively, these lethal exchanges enable a diverse set of
outcomes. Clicks enable the construction of immune circuits
from scratch by selective fratricide. The underlying logic is
intransitive and depends only on how well a particular cell clicks
with its neighbors. Cells that have never met before assemble and
decide in a ruthless and efficient manner how to best respond to
a threat. The assemblies change adaptively as the threats morph
or others materialize. The process depends upon CCD.

CLICK ASSEMBLIES

A click assembly built with CCD is equivalent mathematically to
a directed cycle (Figure 1). In such an arrangement, an arrow
drawn from one cell to another results in a circular path that
connects neighboring cells. The arrow starts where it ends and
it points only one way. There are two rules the click-based
assemblies described here: clicks are exclusive to a pair of cells;
killing is directional. The logic is conceptually the same as that
for the dice game proposed by Effron (17). Like the rock, paper,
scissor game, the logic is intransitive (17). The Effron tournament
involves a set of four die (corresponding here to four different cell
types) where two die are rolled against each other. The die have
labels A, B, C and D. Each die shows a different and unique set
of numbers. Each number may repeat on more than one facet
(these properties correspond here to the restricted and variable
expression of click receptors or their ligands). Consequently,
rolling one die against another never results in a draw. Yet,
it is possible to number the dice so that no one die will win
against all others. A die will always exist that defeats another
over a series of throws. The relationship is intransitive: If A
beats B and B beats C and C beats D, then D will beat A (i.e., a
directed cycle). The best way for a contestant to prevail in a Effron
match is to pick a die only after the opponent has made their
choice. Selecting the right die will guarantee the win. Likewise,
a winning immune response depends on the threat. No immune
response will defeat all threats, but immune responses specific
to a particular threat can arise by using CCD to select the cell
assembly most likely to win. Initially, the number of cell types
involved may be large and involve many different clicks, but

application of the two rules given above will always minimize the
number of cells involved. CCD will generate the smallest possible
directed cycle and enable selection of the most adaptive immune
response (Figure 1).

Figure 1 illustrates an intransitive click assembly based on
the different maturational stages of helper and cytotoxic T-
Cell lineages. T helper (Th) cells mature into regulatory cells
(Tr1) (which are distinct from the Tregs produced from other
lineages) (3) while cytotoxic T-cells (Tc) mature into cells that
express NK receptors (Tnk) (4). The four cell types connect via
receptor-ligand pairs unique to each relationship. The assembly
is described here as a 4-click. Young cells connect with older
cells from their same lineage while older cells connect to young
cells of the other lineage. The interactions are cell-mediated and
cause cell death in a directed fashion (the blunt end of the arrow
touches the targeted cell). Other factors, such as cytokines and
homing receptors affect the size of each population but do not
change the underlying logic. The wiring diagrams then only show
the relevant clicks, accounting for all other effects by the total
number of cells present at each node (Figure 1).

What are the clicks regulating Tc and Th in Figure 1?
Tnk likely use NK receptors to kill off activated Th that
express a high level of cognate ligands (4). Th in turn kill Tr1
through death-receptor engagement while Tr1 likely kill naïve
Tc through interactions involving checkpoint inhibitors, such
as CTLA4 dependent transendocytosis (18). The click between
Tc and Tnk could involve a genetically encoded receptor-ligand
pair. Alternatively, this interaction may require Tc recognition
of antigens captured on the Tnk surface the antigen-specific
receptor that they share via by the process of trogocytosis (19).

How do clicks decide responses? The circuit shown in
Figure 1 produces bistable outcomes (Figure 2A), with
suppressive or cytotoxic responses dominating, depending
on the level of bystander help, the recruitment of different
cell-types by tissue-specific factors and the rate of self-renewal
of each population. Increasing levels of help drive the expansion
of the Tc population along with the Th population (Figure 2B).
As the cytotoxic population matures into Tnk, they kill the Th
population, not only reducing help but also allowing expansion
of Tr1 cells. The Tr1 are then sufficient to kill-off Tc. Computer
modeling using either deterministic approaches or cell automata
confirm these intuitions (see Methods). Transitions between
a stable Tc state and a stable Tr1 state are chaotic (Figure 2C
displays the switch region and Figure 2D illustrates the different
paths involved in the shift). They depend upon bystander effects
that regulate the relative levels of soluble helper and suppressor
molecules in the milieu intérieur.

THE BUILDING BLOCKS: RULES FOR
CLICK FORMATION

For a click-based immune system to work, click receptors and
ligands need be at a high enough frequency for the relevant cells
to find each other and for CCD to occur. There are many ways
to satisfy this requirement. The NKG2D receptor is one example
where degeneracy of binding to multiple ligands ensures a high
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FIGURE 2 | (A) A 4-click reaches stable equilibrium over time. In the absence of perturbation, all four populations such as those shown in Figure 1 persist. In this

example, P1 corresponds to cytotoxic cells (Tc), P2 to activated cytotoxic cells with NK receptors (Tnk), P3 to T-helper cells (Th), and P4 to T-regulatory cells (Tr1). Tr1

is most frequent in the resting sate (max response ∼0.9). The time scale is arbitrary. (B) A Tc response develops when the number of Tnk decreases. Fewer Tnk cells

allow the Th population to expand. More Th cells leads to increased suppression of Tr1 cells. Loss of Tr1 cells then relieves suppression of Tc. (C) The switch between

suppressor and cytotoxic responses is chaotic and depends on the level of bystander help. (D) A plot of time +1 vs. time reveals that the paths taken during the

transition are non-overlapping as is characteristic of a chaotic transition. The color-coding of cells in (C,D) is as in (A,B). (A,B) were generated using Visual GEC. (C,D)

were created using a Python script parameterization of the assembly in Figure 1.

probability of engagement against a wide range of threats (20).
Degeneracy is also true for CD1-restricted NKT cells, which show
limited TCR diversity but combat a wide range of bacterial lipids
(21). Other innate immune cells like granzyme B containing
MR1-restricted MAIT cells use semi-invariant TCRs to click
and respond to a diversity of bacterial vitamin B metabolites
(22). Even adaptive immune cells concentrate clonotypes in
local neighborhoods to facilitate click formation. They then use
trogocytosis to transfer cognate antigens from targeted cells to
their cell surface, enabling click-interactions with other cells that
have the same antigen specificity (19). Strongly reactive cells
load enough antigen on their cell surface to become targets
for elimination by the abundant horde of cells with lower
affinity receptors.

Most often, click formation stems from the presence
of pathogens. However, some clicks depend on activation-
dependent expression of one or both genetically encoded binding
partners. These clicks often involve self-antigens and are timed
either to limit self-reactivity or the response duration. Class II
MHC expression on dendritic cells is an example limited to a
particular maturational state. Only activated T-Cells display Fas,
allowing their execution by FasL-bearing T-cells or their suicide
by co-expression of FasL (23). At the extremes, maladaptive

assembles exist. In these cases, clicks based on self-antigens
augment autoreactivity and chronic inflammatory disease.

EVIDENCE OF CLICKS IN ACTION

Intra-vital microscopy reveals the perforin-mediated destruction
of antigen-presenting dendritic cells (DCs) with high levels of
class II MHC by natural regulatory FoxP3 expressing T-Cells.
The DC loss limits immune responses (24). Even with such a
high-resolution in vivo approach, click-based interactions are
difficult to detect as dead cells undergo rapid phagocytosis. In
other models, adaptive Tregs kill and prevent the maturation
of immature DCs in a non-MHC dependent manner, using
perforin combined with a different set of granzymes to prevent
the initiation of responses (25). The contrasts between adaptive
and natural Tregs in how they use MHC-antigens illustrate
the diversity of click assemblies controlling T-cell dependent
outcomes (26). In yet another click interaction, NK cells prune
DCs with low levels of MHC to enhance T-cell responses (27).
NK cells are key players in other click assemblies. A subset of NK
cells that requires licensing by neutrophils kills off autoreactive
B-Cells via FAS (28). Other NK clicks kill off autoreactive T-Cells
and underlie the therapeutic benefit of the interleukin-2 receptor
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alpha specific antibody daclizumab in multiple sclerosis (29).
Collectively, these experimentally determined clicks illustrate the
diversity of click assemblies associated with different types of
immune response. The findings support the thesis advanced
here that there are simple rules governing intransitive cellular
interactions that produce CCD and that immune responses are
not determined by a preset choreography.

A further experimental test of the click-based assemblies
is provided by lymphopenic animal models where immune
responses are reconstituted in irradiated animals with a limited
number of precursors (30). These experiments model the
human Omenn syndrome (OMIM: 603554) where the adaptive
immune system repertoire is very limited (30). In both cases,
there is lymphopenia and autoimmunity. Traditionally, the
outcomes are interpreted on the basis of separate Treg and Tc
lineages, each with a different repertoire. Tc and Tregs then
arise that respond to a limited and non-overlapping set of
antigens. They recognize different cells. Autoimmunity results
when no Treg exists to prevent a cell from activating Tc
responses. In contrast, with a click-based model, autoimmunity
arises stochastically because responses involve only a single
click assembly rather than the many possible in a wild-
type individual with a high diversity repertoire. Autoimmunity
develops when click assemblies stabilize cytotoxic responses
rather than suppressing them.

Experimentally, the limiting dilution approach enables the
identification of clicks relevant to each possible species-specific
click assembly. The expression of stimulatory clicks will correlate,
while that of suppressive clicks will anti-correlate. Equivalently,
immune response will vary with tumor heterogeneity. Some
tumor foci will have active responses while others will manifest
immunosuppression. The outcome is more likely when seeding
of immune cells to a tumor bed is limited, resulting in the
selection of different click assemblies (31).

LOOKING FROM THE PAST TO THE
FUTURE

The contextual nature and phenotypic plasticity of in vivo
responses challenge those models based on linear hierarchies
that relate immune responses to a prescribed developmental
choreography. The focus here is on cell assemblies that form
directed cycles (Figure 1) where one population kills off another
in a prescribed manner. The assemblies act to maintain self-
tolerance, even when click activation is by host antigens.
Framing of the predominant response relies on an architecture
incorporating phenotypic plasticity and bystander effects. While
initially many cells interact, the intransitive logic underlying
CCD reduces the assembly to the smallest directed cycle capable
of sustaining a response.

The click-based cell assemblies are species-specific and have
the capacity to evolve CCD variants rapidly through pathogen-
driven selection of different receptor-ligand pairs. Even while
transmitting different clicks to subsequent generations, each
species exploits the same conserved cellular machinery to
direct the context-specific killing of unwanted immune effectors.
The clicks selected in each clade boost expansion of the cell

populations necessary to deliver an appropriate and protective
immune response, ensuring survival of sufficient individuals to
proliferate the species.

QUESTIONS

There are still many questions left unanswered. Can we identify
biomarkers for the clicks critical to the specific types of
CCD, allowing us to reverse-engineer these assemblies? Can
we find anti-correlated click pairs that measure transitions
from disease states to healthy ones? Do these markers improve
our understanding of lineage plasticity? Are they guides for
developing better immune therapies?

Can we use clicks to re-engineer the immune system
therapeutically? Can we do this through genetic reprogramming
of immune cells? We are already moving down this path with
chimeric antigen receptor therapy specific for surface antigens
on tumor cells (32). How about artificial clicks based on bi-
specific T-cell engagers that direct cytotoxic T-Cells to kill a
target cell capable of forming pathogenic clicks (33)? Can we
reset CCD in autoimmune disease to turn off anti-self-responses
or create others to eliminate chronic viral infections or develop
some that prevent transplant rejection? To meet these challenges,
we only need use the same opportunistic rules embraced by
evolution to select winners and eliminate losers. We can begin
by exploiting the intransitive logic of contextual cell death to find
new remedies.

METHODS

The BETA v2015-0310 version of Visual GEC was downloaded
from https://www.microsoft.com/en-us/research/project/
genetic-engineering-of-living-cells/#!download. The python
script was derived from one describing the belousov-
zhabotinsky-reaction (https://scipython.com/blog/simulating-
the-belousov-zhabotinsky-reaction/). All scripts are available
on request.

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation, to any
qualified researcher.

AUTHOR’S NOTE

AH is the founder of the company InsideOutBio that is
committed to open science and working across disciplines.

AUTHOR CONTRIBUTIONS

The author confirms being the sole contributor of this work and
has approved it for publication.

ACKNOWLEDGMENTS

This manuscript has been released as a preprint at OSF
Preprints (34).

Frontiers in Immunology | www.frontiersin.org 5 December 2019 | Volume 10 | Article 2898

https://www.microsoft.com/en-us/research/project/genetic-engineering-of-living-cells/#!download
https://www.microsoft.com/en-us/research/project/genetic-engineering-of-living-cells/#!download
https://scipython.com/blog/simulating-the-belousov-zhabotinsky-reaction/
https://scipython.com/blog/simulating-the-belousov-zhabotinsky-reaction/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Herbert Intransitive Logic in Adaptive Immunity

REFERENCES

1. Grossman Z, Herberman RB. Natural killer cells and their relationship to T-

cells: hypothesis on the role of T-cell receptor gene rearrangement on the

course of adaptive differentiation. Cancer Res. (1986) 46:2651–8.

2. O’Shea JJ, Paul WE. Mechanisms underlying lineage commitment

and plasticity of helper CD4+ T cells. Science. (2010) 327:1098–

102. doi: 10.1126/science.1178334

3. Liszewski MK, ElvingtonM, Kulkarni HS, Atkinson JP. Complement’s hidden

arsenal: new insights and novel functions inside the cell.Mol Immunol. (2017)

84:2–9. doi: 10.1016/j.molimm.2017.01.004

4. Kurioka A, Klenerman P, Willberg CB. Innate-like CD8+ T-cells

and NK cells: converging functions and phenotypes. Immunology.

(2018). doi: 10.1111/imm.12925. [Epub ahead of print].

5. Setty M, Kiseliovas V, Levine J, Gayoso A, Mazutis L, Pe’er D. Characterization

of cell fate probabilities in single-cell data with Palantir.Nat Biotechnol. (2019)

37:451–60. doi: 10.1038/s41587-019-0068-4

6. Bretscher PA, Cohn M. Minimal model for the mechanism of

antibody induction and paralysis by antigen. Nature. (1968)

220:444–8. doi: 10.1038/220444a0

7. Jain A, Pasare C. Innate control of adaptive immunity: beyond the three-signal

paradigm. J Immunol. (2017) 198:3791–800. doi: 10.4049/jimmunol.1602000

8. Baxter AG, Hodgkin PD. Activation rules: the two-signal theories of immune

activation. Nat Rev Immunol. (2002) 2:439–46. doi: 10.1038/nri823

9. Freitas AA, Rocha B. Population biology of lymphocytes:

the flight for survival. Ann Rev Immunol. (2000) 18:83–

111. doi: 10.1146/annurev.immunol.18.1.83

10. Sender R, Fuchs S, Milo R. Revised estimates for the number

of human and bacteria cells in the body. PLoS Biol. (2016)

14:e1002533. doi: 10.1371/journal.pbio.1002533

11. Westera L, van Hoeven V, Drylewicz J, Spierenburg G, van Velzen JF,

de Boer RJ, et al. Lymphocyte maintenance during healthy aging requires

no substantial alterations in cellular turnover. Aging Cell. (2015) 14:219–

27. doi: 10.1111/acel.12311

12. Kumar V, Abbas AK, Fausto N, Aster JC. Robbins and Cotran Pathologic Basis

of Disease. Philadelphia, PA: Elsevier Health Sciences (2015).

13. Brink R, Phan TG. Self-reactive B cells in the germinal

center reaction. Ann Rev Immunol. (2018) 36:339–

57. doi: 10.1146/annurev-immunol-051116-052510

14. Orgad R, Nathansohn-Levi B, Kagan S, Zlotnikov Klionsky Y, Reisner

Y. Novel immunoregulatory role of perforin-positive dendritic cells. Sem

Immunopathol. (2017) 39:121–33. doi: 10.1007/s00281-016-0589-6

15. Poli A, Michel T, Patil N, Zimmer J. Revisiting the functional impact of NK

cells. Trends Immunol. (2018) 39:460–72. doi: 10.1016/j.it.2018.01.011

16. Ovcinnikovs V, Ross EM, Petersone L, Edner NM, Heuts F, Ntavli E,

et al. CTLA-4-mediated transendocytosis of costimulatory molecules

primarily targets migratory dendritic cells. Sci Immunol. (2019)

4:eaaw0902. doi: 10.1126/sciimmunol.aaw0902

17. Gardner M. Mathematical games: the paradox of the nontransitive

dice and the elusive principle of indifference. Sci Am. (1970) 223:110–

4. doi: 10.1038/scientificamerican0870-110

18. Barrat FJ, Le Deist F, Benkerrou M, Bousso P, Feldmann J, Fischer A, et al.

Defective CTLA-4 cycling pathway in Chediak-Higashi syndrome: a possible

mechanism for deregulation of T lymphocyte activation. Proc Natl Acad Sci

USA. (1999) 96:8645–50. doi: 10.1073/pnas.96.15.8645

19. Nakayama M. Antigen presentation by MHC-dressed cells. Front Immunol.

(2014) 5:672. doi: 10.3389/fimmu.2014.00672

20. Zingoni A, Molfetta R, Fionda C, Soriani A, Paolini R, Cippitelli M, et al.

NKG2D and its ligands: “One for All, All for One”. Front Immunol. (2018)

9:476. doi: 10.3389/fimmu.2018.00476

21. Siddiqui S, Visvabharathy L, Wang CR. Role of group 1 CD1-

restricted T cells in infectious disease. Front Immunol. (2015)

6:337. doi: 10.3389/fimmu.2015.00337

22. Keller AN, Corbett AJ, Wubben JM, McCluskey J, Rossjohn J. MAIT

cells and MR1-antigen recognition. Curr Opin Immunol. (2017) 46:66–

74. doi: 10.1016/j.coi.2017.04.002

23. Yamada A, Arakaki R, Saito M, Kudo Y, Ishimaru N. Dual role of Fas/FasL-

mediated signal in peripheral immune tolerance. Front Immunol. (2017)

8:403. doi: 10.3389/fimmu.2017.00403

24. Boissonnas A, Scholer-Dahirel A, Simon-Blancal V, Pace L, Valet F,

Kissenpfennig A, et al. Foxp3+ T cells induce perforin-dependent dendritic

cell death in tumor-draining lymph nodes. Immunity. (2010) 32:266–

78. doi: 10.1016/j.immuni.2009.11.015

25. Grossman WJ, Verbsky JW, Barchet W, Colonna M, Atkinson

JP, Ley TJ. Human T regulatory cells can use the perforin

pathway to cause autologous target cell death. Immunity. (2004)

21:589–601. doi: 10.1016/j.immuni.2004.09.002

26. Marin E, Cuturi MC, Moreau A. Tolerogenic dendritic cells in solid

organ transplantation: where do we stand? Front Immunol. (2018)

9:274. doi: 10.3389/fimmu.2018.00274

27. Dieli F, Morandi B, Mortara L, Chiossone L, Accolla RS, Mingari MC,

et al. Dendritic cell editing by activated natural killer cells results in

a more protective cancer-specific immune response. PLoS ONE. (2012)

7:e39170. doi: 10.1371/journal.pone.0039170

28. Hägglöf T, Sedimbi SK, Yates JL, Parsa R, Salas BH, Harris RA, et al.

Neutrophils license iNKT cells to regulate self-reactive mouse B cell responses.

Nat Immunol. (2016) 17:1407–14. doi: 10.1038/ni.3583

29. Jiang W, Chai NR, Maric D, Bielekova B. Unexpected role for granzyme

K in CD56bright NK cell-mediated immunoregulation of multiple

sclerosis. J Immunol. (2011) 187:781–90. doi: 10.4049/jimmunol.110

0789

30. Paul WE, Grossman Z. Pathogen-sensing and regulatory T cells: integrated

regulators of immune responses. Cancer Immunol Res. (2014) 2:503–

9. doi: 10.1158/2326-6066.CIR-14-0046

31. Keren L, Bosse M, Marquez D, Angoshtari R, Jain S, Varma S, et al.

A structured tumor-immune microenvironment in triple negative breast

cancer revealed by multiplexed ion beam imaging. Cell. (2018) 174:1373–

87.e19. doi: 10.1016/j.cell.2018.08.039

32. Hartmann J, Schussler-Lenz M, Bondanza A, Buchholz

CJ. Clinical development of CAR T cells-challenges and

opportunities in translating innovative treatment concepts.

EMBO Mol Med. (2017) 9:1183–97. doi: 10.15252/emmm.2016

07485

33. Nagorsen D, Bargou R, Ruttinger D, Kufer P, Baeuerle PA, Zugmaier

G. Immunotherapy of lymphoma and leukemia with T-cell engaging

BiTE antibody blinatumomab. Leukemia Lymphoma. (2009) 50:886–

91. doi: 10.1080/10428190902943077

34. Herbert A. Contextual Cell Death in Immunity: Selecting a Winning Response.

OSF Preprints (2019). doi: 10.31219/osf.io/nhxf4

35. Horvitz HR. Worms, Life, and Death (Nobel Lecture). ChemBioChem. (2003)

4:697–711. doi: 10.1002/cbic.200300614

Conflict of Interest: AH is the founder of the company InsideOutBio.

Copyright © 2019 Herbert. This is an open-access article distributed under the terms

of the Creative Commons Attribution License (CC BY). The use, distribution or

reproduction in other forums is permitted, provided the original author(s) and the

copyright owner(s) are credited and that the original publication in this journal

is cited, in accordance with accepted academic practice. No use, distribution or

reproduction is permitted which does not comply with these terms.

Frontiers in Immunology | www.frontiersin.org 6 December 2019 | Volume 10 | Article 2898

https://doi.org/10.1126/science.1178334
https://doi.org/10.1016/j.molimm.2017.01.004
https://doi.org/10.1111/imm.12925
https://doi.org/10.1038/s41587-019-0068-4
https://doi.org/10.1038/220444a0
https://doi.org/10.4049/jimmunol.1602000
https://doi.org/10.1038/nri823
https://doi.org/10.1146/annurev.immunol.18.1.83
https://doi.org/10.1371/journal.pbio.1002533
https://doi.org/10.1111/acel.12311
https://doi.org/10.1146/annurev-immunol-051116-052510
https://doi.org/10.1007/s00281-016-0589-6
https://doi.org/10.1016/j.it.2018.01.011
https://doi.org/10.1126/sciimmunol.aaw0902
https://doi.org/10.1038/scientificamerican0870-110
https://doi.org/10.1073/pnas.96.15.8645
https://doi.org/10.3389/fimmu.2014.00672
https://doi.org/10.3389/fimmu.2018.00476
https://doi.org/10.3389/fimmu.2015.00337
https://doi.org/10.1016/j.coi.2017.04.002
https://doi.org/10.3389/fimmu.2017.00403
https://doi.org/10.1016/j.immuni.2009.11.015
https://doi.org/10.1016/j.immuni.2004.09.002
https://doi.org/10.3389/fimmu.2018.00274
https://doi.org/10.1371/journal.pone.0039170
https://doi.org/10.1038/ni.3583
https://doi.org/10.4049/jimmunol.1100789
https://doi.org/10.1158/2326-6066.CIR-14-0046
https://doi.org/10.1016/j.cell.2018.08.039
https://doi.org/10.15252/emmm.201607485
https://doi.org/10.1080/10428190902943077
https://doi.org/10.31219/osf.io/nhxf4
https://doi.org/10.1002/cbic.200300614
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles
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GLOSSARY

Bootstrapping: The process whereby a system loads an
initial instruction set, enabling the execution of programs for
processing inputs and generating outputs.
Bystander effects: These include soluble factors present in the

milieu intérieur that act independently of the cell-to-cell contact
present in click-based assemblies.
Programmed Cell Death: Cell suicide mediated through an
intracellular, genetically encoded program (35).
Contextual Cell Death: Fratricide occurring under a specific

cell of circumstance and mediated through cell-to-cell contact.
Only one of the two cells survives the interaction.
Click: The subset of receptor-ligand interactions that occur

between two cells and initiates the death of one of them.
Examples include antigen-specific receptors that initiate
cytotoxic responses and those checkpoints inhibitors that
produce cell death. The term click is not synonymous with any
particular class of receptor. The diversity of clicks indicates
that natural selection has found many different strategies to
implement the intransitive logic necessary to regulate adaptive
immune responses. In any click-based cell assembly, the clicks
are unique. Each click is only involved in the interaction
between two cell types in the directed cycle. Clicks increase
the adaptability of the immune system by increasing the

combinatorial diversity of possible assemblies available to
form a response.
Directed Cycle: A cycle is a continuous circular path that passes
through different states but always returns to the initial starting
point, regardless of where it starts. A directed cycle only goes
one-way, although it can contain some transitions from one state
to another that are reversible.
Incidental Cell Death: Death caused by external factors, such as
severe energy shortage and physical injury (12).
Intransitive Relationship: When A > B > C and C > A
(for example, when “>” means to defeat as in the game of
rock, scissors, paper). A graph of the relationship produces a
directed cycle.
Phenotypic Plasticity: The changes in cell function and
phenotype within a given cell lineage as it matures.
Transendocytosis: Stripping of cell surface molecules from
one cell and endocytosis by another that requires cell to cell
contact (16).
Transitive Relationship: When A > B > C, then A > C (for
example, when “>” means greater than. For example if A = 3, B
= 2, C= 1, the relationship is transitive).
Trogocytosis: Stripping of cell surface antigens from an antigen
presenting cell by an immune cell (such as a B-, T- or NK-
cell),which then presents the antigen on its surface. The process
depends upon cell to cell contact (19).
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